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RNA INTERFERENCE MEDIATED INHIBITION OF GENE EXPRESSION 
USING SHORT INTERFERING NUCLEIC ACID (siNA) 

This invention claims the benefit of Beigelman USSN 60/358,580 filed February 
20, 2002, of Beigelman USSN 60/363,124 filed March 11, 2002, of Beigelman USSN 
5 60/386,782 filed June 6, 2002, of Beigelman USSN 60/406,784 filed August 29, 2002, of 
Beigelman USSN 60/408,378 filed September 5, 2002, of Beigelman USSN 60/409,293 
filed September 9, 2002, and of Beigelman USSN 60/440,129 filed January 15, 2003. 
These applications are hereby incorporated by reference herein in their entireties, 
including the drawings. 

10 Field Of The Invention 

The present invention concerns methods and reagents useful in modulating gene 
expression in a variety of applications, including use in therapeutic, diagnostic, target 
validation, and genomic discovery applications. Specifically, the invention relates to 
small nucleic acid molecules, such as short interfering nucleic acid (siNA), short 
15 interfering RNA (siRNA), double-stranded RNA (dsRNA), micro-RNA (miRNA), and 
short hairpin RNA (shRNA) molecules capable of mediating RNA interference (RNAi). 

Background Of The Invention 

The following is a discussion of relevant art pertaining to RNAi. The discussion is 
provided only for understanding of the invention that follows. The summary is not an 
20 admission that any of the work described below is prior art to the claimed invention. 
Applicant demonstrates herein that chemically modified short interfering nucleic acids 
possess the same capacity to mediate RNAi as do siRNA molecules and are expected to 
possess improved stability and activity in vivo; therefore, this discussion is not meant to 
be limiting only to siRNA and can be applied to siNA as a whole. 

25 RNA interference refers to the process of sequence-specific post-transcriptional 

gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et al, 1 998, 
Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fungi. The process of post-transcriptional gene silencing is thought to be an 

1 
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evolutionarily-conserved cellular defense mechanism used to prevent the expression of 
foreign genes and is commonly shared by diverse flora and phyla (Fire et al., 1999, 
Trends Genet., 15, 358). Such protection from foreign gene expression may have evolved 
in response to the production of double-stranded RNAs (dsRNAs) derived from viral 
5 infection or from the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA. The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
from the interferon response that results from dsRNA-mediated activation of protein 
10 kinase PKR and 2 ? ,5'-oligoadenylate synthetase resulting in non-specific cleavage of 
mRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease EI 
enzyme referred to as dicer. Dicer is involved in the processing of the dsRNA into short 
pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et al, 2001, 

15 Nature, 409, 363). Short interfering RNAs derived from dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes (Elbashir 
et al, 2001, Genes Dev., 15, 188). Dicer has also been implicated in the excision of 21- 
and 22-nucleotide small temporal RNAs (stRNAs) from precursor RNA of conserved 
structure that are implicated in translational control (Hutvagner et al, 2001, Science, 293, 

20 834). The RNAi response also features an endonuclease complex, commonly referred to 
as an RNA-induced silencing complex (RISC), which mediates cleavage of single- 
stranded RNA having sequence complementary to the antisense strand of the siRNA 
duplex. Cleavage of the target RNA takes place in the middle of the region 
complementary to the antisense strand of the siRNA duplex (Elbashir et al, 2001, Genes 

25 Dev., 15, 188). 

RNAi has been studied in a variety of systems. Fire et al, 1998, Nature, 391, 806, 
were the first to observe RNAi in C elegans. Wianny and Goetz, 1999, Nature Cell 
Biol, 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et al, 
2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
30 Elbashir et al, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21 -nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates 

2 
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(Elbashir et al, 2001, EMBO 20, 6877) has revealed certain requirements for siRNA 
length, structure, chemical composition, and sequence that are essential to mediate 
efficient RNAi activity. These studies have shown that 21 -nucleotide siRNA duplexes 
are most active when containing 3'-terminal dinucleotide overhangs. Furthermore, 
5 complete substitution of one or both siRNA strands with 2*-deoxy (2'-H) or 2'-0-methyl 
nucleotides abolishes RNAi activity, whereas substitution of the 3-terminal siRNA 
overhang nucleotides with 2-deoxy nucleotides (2 -H) was shown to be tolerated. Single 
mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 
10 target RNA is defined by the 5-end of the siRNA guide sequence rather than the 3 -end of 
the guide sequence (Elbashir et al, 2001, EMBO J., 20, 6877). Other studies have 
indicated that a 5-phosphate on the target-complementary strand of a siRNA duplex is 
required for siRNA activity and that ATP is utilized to maintain the 5 f -phosphate moiety 
on the siRNA (Nykanen et al, 2001, Cell 107, 309). 

15 Studies have shown that replacing the 3'-terminal nucleotide overhanging segments 

of a 21-mer siRNA duplex having two -nucleotide 3-overhangs with 
* deoxyribonucleotides does not have an adverse effect on RNAi activity. Replacing up to 
four nucleotides on each end of the siRNA with deoxyribonucleotides has been reported 
to be well tolerated, whereas complete substitution with deoxyribonucleotides results in 

20 no RNAi activity (Elbashir et al, 2001, EMBO J., 20, 6877). Jn addition, Elbashir et al, 
supra, also report that substitution of siRNA with 2'-0-methyl nucleotides completely 
abolishes RNAi activity. Li et ai, International PCT Publication No. WO 00/44914, and 
Beach et al, International PCT Publication No. WO 01/68836 preliminarily suggest that 
siRNA may include modifications to either the phosphate-sugar backbone or the 

25 nucleoside to include at least one of a nitrogen or sulfur heteroatom, however, neither 
application postulates to what extent such modifications would be tolerated in siRNA 
molecules, nor provides any further guidance or examples of such modified siRNA. 
Kreutzer et al., Canadian Patent Application No. 2,359,180, also describe certain 
chemical modifications for use in dsRNA constructs in order to counteract activation of 

30 double-stranded RNA-dependent protein kinase PKR, specifically 2-amino or 2-0- 
methyl nucleotides, and nucleotides containing a 2-0 or 4-C methylene bridge. 
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However, Kreutzer et al similarly fails to provide examples or guidance as to what extent 
these modifications would be tolerated in siRNA molecules. 



Parrish et al, 2000, Molecular Cell, 6, 1977-1087, tested certain chemical 
modifications targeting the unc-22 gene in C. elegans using long (>25 nt) siRNA 
5 transcripts. The authors describe the introduction of thiophosphate residues into these 
siRNA transcripts by incorporating thiophosphate nucleotide analogs with T7 and T3 
RNA polymerase and observed that RNAs with two phosphorothioate modified bases 
also had substantial decreases in effectiveness as RNAi. Further, Parrish et al reported 
that phosphorothioate modification of more than two residues greatly destabilized the 

10 RNAs in vitro such that interference activities could not be assayed. Id. at 1081. The 
authors also tested certain modifications at the 2 f -position of the nucleotide sugar in the 
long siRNA transcripts and found that substituting deoxynucleotides for ribonucleotides 
produced a substantial decrease in interference activity, especially in the case of Uridine 
to Thymidine and/or Cytidine to deoxy-Cytidine substitutions. Id, In addition, the 

15 authors tested certain base modifications, including substituting, in sense and antisense 
strands of the siRNA, 4-thiouracil, 5-bromouracil, 5-iodouracil, and 3-(aminoallyl)uracil 
for uracil, and inosine for guanosine. Whereas 4-thiouracil and 5-bromouracil 
substitution appeared to be tolerated, Parrish reported that inosine produced a substantial \ 
decrease in interference activity when incorporated in either strand. Parrish also reported 

20 that incorporation of 5-iodouracil and 3-(aminoallyl)uracil in the antisense strand resulted 
in a substantial decrease in RNAi activity as well. 

The use of longer dsRNA has been described. For example, Beach et al, 
International PCT Publication No. WO 01/68836, describes specific methods for 
attenuating gene expression using endogenously-derived dsRNA. Tuschl et al, 

25 International PCT Publication No. WO 01/75164, describe a Drosophila in vitro RNAi 
system and the use of specific siRNA molecules for certain functional genomic and 
certain therapeutic applications; although Tuschl, 2001, Chem, Biochem., 2, 239-245, 
doubts that RNAi can be used to cure genetic diseases or viral infection due to the danger 
of activating interferon response. Li et al, International PCT Publication No. WO 

30 00/44914, describe the use of specific dsRNAs for attenuating the expression of certain 
target genes. Zemicka-Goetz et al, International PCT Publication No. WO 01/36646, 
describe certain methods for inhibiting the expression of particular genes in mammalian 
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cells using certain dsRNA molecules. Fire et al, International PCT Publication No. WO 
99/32619, describe particular methods for introducing certain dsRNA molecules into cells 
for use in inhibiting gene expression. Plaetinck et al, International PCT Publication No. 
WO 00/01846, describe certain methods for identifying specific genes responsible for 
conferring a particular phenotype in a cell using specific dsRNA molecules. Mello et al, 
International PCT Publication No. WO 01/29058, describe the identification of specific 
genes involved in dsRNA-mediated RNAi. Deschamps Depaillette et al, International 
PCT Publication No. WO 99/07409, describe specific compositions consisting of 
particular dsRNA molecules combined with certain anti-viral agents. Waterhouse et al, 
International PCT Publication No. 99/53050, describe certain methods for decreasing the 
phenotypic expression of a nucleic acid in plant cells using certain dsRNAs. Driscoll et 
al, International PCT Publication No. WO 01/49844, describe specific DNA constructs 
for use in facilitating gene silencing in targeted organisms. 

Others have reported on various RNAi and gene-silencing systems. For example, 
Parrish et al, 2000, Molecular Cell, 6, 1977-1087, describe specific chemically-modified 
siRNA constructs targeting the unc-22 gene of C. elegans. Grossniklaus, International 
PCT Publication No. WO 01/38551, describes certain methods for regulating polycomb 
gene expression in plants using certain dsRNAs. Churikov et al, International PCT 
Publication No. WO 01/42443, describe certain methods for modifying genetic 
characteristics of an organism using certain dsRNAs. Cogoni et al, International PCT 
Publication No. WO 01/53475, describe certain methods for isolating a Neurospora 
silencing gene and uses thereof. Reed et al, International PCT Publication No. WO 
01/68836, describe certain methods for gene silencing in plants. Honer et al, 
International PCT Publication No. WO 01/70944, describe certain methods of drug 
screening using transgenic nematodes as Parkinson's Disease models using certain 
dsRNAs. Deak et al, International PCT Publication No. WO 01/72774, describe certain 
Drosophila-derived gene products that may be related to RNAi in Drosophila. Arndt et 
al, International PCT Publication No. WO 01/92513 describe certain methods for 
mediating gene suppression by using factors that enhance RNAi. Tuschl et al, 
International PCT Publication No. WO 02/44321, describe certain synthetic siRNA 
constructs. Pachuk et al, International PCT Publication No. WO 00/63364, and 
Satishchandran et al, International PCT Publication No. WO 01/04313, describe certain 
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methods and compositions for inhibiting the function of certain polynucleotide sequences 
using certain dsRNAs. Echeverri et al, International PCT Publication No. WO 02/38805, 
describe certain G elegans genes identified via RNAi. Kreutzer et al, International PCT 
Publications Nos. WO 02/055692, WO 02/055693, and EP 1144623 Bl describes certain 
methods for inhibiting gene expression using RNAi. Graham et al, International PCT 
Publications Nos. WO 99/49029 and WO 01/70949, and AU 4037501 describe certain 
vector expressed siRNA molecules. Fire et al, US 6,506,559, describe certain methods 
for inhibiting gene expression in vitro using certain long dsRNA (greater than 25 
nucleotide) constructs that mediate RNAi. 



SUMMARY OF THE INVENTION 

This invention relates to compounds, compositions, and methods useful for 
modulating RNA function and/or gene expression in a cell. Specifically, the instant 
invention features synthetic small nucleic acid molecules, such as short interfering nucleic 
acid (siNA), short interfering RNA (siRNA), double-stranded RNA (dsRNA), micro- 
RNA (miRNA), and short hairpin RNA (shRNA) molecules capable of modulating gene 
expression in cells by RNA inference (RNAi). The siRNA of the instant invention can be 
chemically synthesized, expressed from a vector or enzymatically synthesized. The use 
of chemically modified siNA can improve various properties of native siRNA molecules 
through increased resistance to nuclease degradation in vivo and/or improved cellular 
uptake. The chemically modified siNA molecules of the instant invention provide useful 
reagents and methods for a variety of therapeutic, diagnostic, agricultural, target 
validation, genomic discovery, genetic engineering and pharmacogenomic applications. 

In a non-limiting example, the introduction of chemically modified nucleotides into 
nucleic acid molecules provides a powerful tool in overcoming potential limitations of in 
vivo stability and bioavailability inherent to native RNA molecules that are delivered 
exogenously. For example, the use of chemically modified nucleic acid molecules can 
enable a lower dose of a particular nucleic acid molecule for a given therapeutic effect 
since chemically modified nucleic acid molecules tend to have a longer half-life in serum. 
Furthermore, certain chemical modifications can improve the bioavailability of nucleic 
acid molecules by targeting particular cells or tissues and/or improving cellular uptake of 
the nucleic acid molecule. Therefore, even if the activity of a chemically modified 
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nucleic acid molecule is reduced as compared to a native nucleic acid molecule, for 
example when compared to an all RNA nucleic acid molecule, the overall activity of the 
modified nucleic acid molecule can be greater than the native molecule due to improved 
stability and/or delivery of the molecule. Unlike native unmodified siRNA, chemically 
5 modified siNA can also minimize the possibility of activating interferon activity in 
humans. 

The siRNA molecules of the invention can be designed to inhibit gene expression 
through RNAi targeting of a variety of RNA molecules. In one embodiment, the siRNA 
molecules of the invention are used to target various RNAs corresponding to a target 

10 gene. Non-limiting examples of such RNAs include messenger RNA (mRNA), alternate 
RNA splice variants of target gene(s), post-transcriptionally modified RNA of target 
gene(s), pre-mRNA of target gene(s). If alternate splicing produces a family of transcipts 
that are distinguished by usage of appropriate exons, the instant invention can be used to 
inhibit gene expression through the appropriate exons to specifically inhibit or to 

15 distinguish among the functions of gene family members. For example, a protein that 
contains an alternatively spliced transmembrane domain can be expressed in both 
membrane bound and secreted forms. Use of the invention to target the exon containing 
the transmembrane domain can be used to determine the functional consequences of 
pharmaceutical targeting of membrane bound as opposed to the secreted form of the 

20 protein. Non-limiting examples of applications of the invention relating to targeting these 
RNA molecules include therapeutic pharmaceutical applications, pharmaceutical 
discovery applications, molecular diagnostic and gene function applications, and gene 
mapping, for example using single nucleotide polymorphism mapping with siRNA 
molecules of the invention. Such applications can be implemented using known gene 

25 sequences or from partial sequences available from an expressed sequence tag (EST). 

In another embodiment, the siRNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siRNA 
can be used to characterize pathways of gene function in a variety of applications. For 
example, the present invention can be used to inhibit the activity of target gene(s) in a 
30 pathway to determine the function of uncharacterized gene(s) in gene function analysis, 
mRNA function analysis, or translationai analysis. The invention can be used to 
determine potential target gene pathways involved in various diseases and conditions 
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toward pharmaceutical development The invention can be used to understand pathways 
of gene expression involved in development, such as prenatal development, postnatal 
development and/or aging. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
5 molecule that down-regulates expression of a gene family by RNA interference. The 
gene family can comprise more than one splice variant of a target gene, more than one 
post-transcriptionally modified RNA of a target gene, or more than one RNA trascript 
having shared homology. In one embodiment, the gene family comprises epidennal 
growth factor (e.g., EGFR, such as HER1, HER2, HER3, and/or HER4) genes, vascular 
10 endothelial growth factor and vascular endothelial growth factor receptor (e.g., VEGF, 
VEGFR1, VEGFR2, or VEGFR3) genes, or viral genes corresponding to different viral 
strains (e.g., HIV-1 and HTV-2). Such gene families can be established by analysing 
nucleic acid sequences (e.g., sequences shown by Genbank Accession Nos. in Table V) 
for homology. 

15 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises one 
or more chemical modifications and each strand of the double-stranded siNA is about 21 
nucleotides long. 

20 In one embodiment, a siNA molecule of the invention comprises no 

ribonucleotides. In another embodiment, a siNA molecule of the invention comprises 
ribonucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 

25 mammalian target gene (e.g., a human gene), wherein one of the strands of the double- 
stranded siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion thereof, and 
wherein the second strand of the double-stranded siNA molecule comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 

30 target gene or a portion thereof. 
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In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises about 19 
5 nucleotides that are complementary to the nucleotides of the other strand. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a nucleotide 
10 sequence of the endogenous mammalian target gene or a portion thereof, and wherein the 
siNA further comprises a sense region, wherein the sense region comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 
target gene or a portion thereof. 

In one embodiment, the invention features a double-stranded short interfering 
15 nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the antisense region and the sense 
region each comprise about 19 to about 23 nucleotides, and wherein the antisense region 
comprises about 19 nucleotides that are complementary to nucleotides of the sense 
region. 

20 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 

25 the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
30 from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule. 
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The sense region can be connected to the antisense region via a linker molecule, such as a 
polynucleotide linker or a non-nucleotide linker. 



In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 
wherein pyrimidine nucleotides in the sense region are 2'-0-methyl pyrimidine 
nucleotides, 2-deoxy nucleotides, and/or 2-deoxy-2 -fluoro pyrimidine nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein the fragment comprising the sense region includes a terminal cap moiety at the 
5-end, the 3'-end, or both of the 5 1 and 3 1 ends of the fragment comprising the sense 
region. In another embodiment, the terminal cap moiety is an inverted deoxy abasic 
moiety or glyceryl moiety. In another embodiment, each of the two fragments of the 
siNA molecule comprise 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 
wherein the purine nucleotides present in the antisense region comprise 2 ! -deoxy- purine 
nucleotides, hi another embodiment, the antisense region comprises a phosphorothioate 
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internucleotide linkage at the 3 f end of the antisense region. In another embodiment, the 
antisense region comprises a glyceryl modification at the 3' end of the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
5 mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein about 19 nucleotides of each fragment of the siNA molecule are base-paired to 
the complementary nucleotides of the other fragment of the siNA molecule and wherein 

10 at least two 3* terminal nucleotides of each fragment of the siNA molecule are not base- 
paired to the nucleotides of the other fragment of the siNA molecule. In another 
embodiment, each of the two 3' terminal nucleotides of each fragment of the siNA 
molecule are 2'-deoxy-pyrimidines, such as 2'-deoxy-thymidine. In another embodiment, 
all 21 nucleotides of each fragment of the siNA molecule are base-paired to the 

15 complementary nucleotides of the other fragment of the siNA molecule. In another 
embodiment, about 19 nucleotides of the antisense region are base-paired to the 
nucleotide sequence or a portion thereof of the RNA encoded by the endogenous 
mammalian target gene. In another embodiment, 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence or a portion thereof of the fcNA encoded by 

20 the endogenous mammalian target gene. In another embodiment, the 5'-end of the 
fragment comprising said antisense region optionally includes a phosphate group. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target RNA sequence (e.g., wherein said target RNA sequence is encoded by a human 
25 gene), wherein the siNA molecule comprises no ribonucleotides and wherein each strand 
of the double-stranded siNA molecule comprises about 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target gene (e.g., a human gene such as vascular endothelial growth factor, vascular 
30 endothelial growth factor receptor (such as VEGFR1, VEGFR2, or VEGFR3), BCL2, 
HER2/neu, c-Myc, PCNA, REI^A, PTP1B, BACE, CHK1, PKC-alpha, or EGFR), 
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wherein the siNA molecule does not require the presence of a ribonucleotide within the 
siNA molecule for said inhibition of expression of an endogenous mammalian target gene 
and wherein each strand of the double-stranded siNA molecule is about 21 nucleotides 
long. 

5 In one embodiment, the invention features a medicament comprising a siNA 

molecule of the invention. 

In one embodiment, the invention features an active ingredient comprising a siNA 
molecule of the invention. 

In one embodiment, the invention features the use of a double-stranded short 
10 interfering nucleic acid (siNA) molecule to down-regulate expression of an endogenous 
mammalian target gene, wherein the siNA molecule comprises one or more chemical 
modifications and each strand of the double-stranded siNA is about 21 nucleotides long. 

In one embodiment, siRNA molecule(s) and/or methods of the invention are used to 
inhibit the expression of gene(s) that encode RNA referred to by Genbank Accession 
15 number in Table V. In another embodiment, siRNA molecule(s) and/or methods of the 
invention are used to target RNA sequence(s) referred to by Genbank Accession number 
in Table V, or nucleic acid sequences encoding such sequences referred to by Genbank 
Accession number in Table V. Such sequences are readily obtained using the Genbank 
Accession numbers in Table V. 

20 In one embodiment, the invention features a siNA molecule having RNAi activity 

against an RNA encoding a protein, wherein the siNA molecule comprises a sequence 
complementary to RNA having protein encoding sequence, such as those sequences 
having GenBank Accession Nos. shown in Table V. 

In another embodiment, the invention features a siNA molecule having RNAi 
25 activity against a gene, wherein the siNA molecule comprises nucleotide sequence 
complementary to a nucleotide sequence of the gene, such as genes encoding sequences 
having GenBank Accession Nos. shown in Table V. In another embodiment, a siNA 
molecule of the invention includes nucleotide sequence that can interact with nucleotide 
sequence of a gene and thereby mediate silencing of gene expression, for example, 
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wherein the siNA mediates regulation of gene expression by cellular processes that 
modulate the chromatin structure of the gene and prevent transcription of the gene. 

In yet another embodiment, the invention features a siNA molecule comprising a 
sequence, for example, the antisense sequence of the siNA construct, complementary to a 
5 sequence represented by GenBank Accession Nos. shown in Table V or a portion of said 
sequence. 

In one embodiment, the nucleic acid molecules of the invention that act as 
mediators of the RNA interference gene silencing response are chemically modified 
double stranded nucleic acid molecules. As in their native double stranded RNA 
10 counterparts, these siNA molecules typically consist of duplexes containing about 19 base 
pairs between oligonucleotides comprising about 19 to about 25 nucleotides. The most 
active siRNA molecules are thought to have such duplexes with overhanging ends of 1-3 
nucleotides, for example 21 nucleotide duplexes with 19 base pairs and 2 nucleotide 3'- 
overhangs. These overhanging segments are readily hydrolyzed by endonucleases in vivo. 
Studies have shown that replacing the 3 '-overhanging segments of a 21-mer siRNA 
duplex having 2 nucleotide 3' overhangs with deoxyribonucleotides does not have an 
adverse effect on RNAi activity. Replacing up to 4 nucleotides on each end of the siRNA 
with deoxyribonucleotides has been reported to be well tolerated whereas complete 
substitution with deoxyribonucleotides results in no RNAi activity (Elbashir et al., 2001, 
EMBO J., 20, 6877). In addition, Elbashir et al, supra, also report that substitution of 
siRNA with 2'-0-methyl nucleotides completely abolishes RNAi activity. Li et al, 
International PCT Publication No. WO 00/44914, and Beach et al, International PCT 
Publication No. WO 01/68836 both suggest that siRNA may include modifications to 
either the phosphate-sugar back bone or the nucleoside to include at least one of a 
nitrogen or sulfur heteroatom, however neither application teaches to what extent these 
modifications are tolerated in siRNA molecules nor provide any examples of such 
modified siRNA. Kreutzer and Limmer, Canadian Patent Application No. 2,359,180, 
also describe certain chemical modifications for use in dsRNA constructs in order to 
counteract activation of double stranded-RNA-dependent protein kinase PKR, 
specifically 2'-amino or 2'-0-methyl nucleotides, and nucleotides containing a 2'-0 or 
4'-C methylene bridge. However, Kreutzer and Limmer similarly fail to show to what 
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extent these modifications are tolerated in siRNA molecules nor provide any examples of 
such modified siRNA. 

In one embodiment, the invention features chemically modified siNA constructs 
having specificity for target nucleic acid molecules in a cell (i.e. target nucleic acid 
molecules comprising or encoded by seqences referred to herein by Genbank Accession 
numbers in Table V). Non-limiting examples of such chemical modifications include 
without limitation phosphorothioate internucleotide linkages, 2'-0-methyl 
ribonucleotides, 2'-deoxy-2'-fluoro ribonucleotides, 2'-deoxy ribonucleotides, "universal 
base" nucleotides, 5-C-methyl nucleotides, and inverted deoxyabasic residue 
incorporation. These chemical modifications, when used in various siNA constructs, are 
shown to preserve RNAi activity in ceUs while at the same time, dramatically increasing 
the serum stability of these compounds. Furthermore, contrary to the data published by 
Parrish et al, supra, applicant demonstrates that multiple (greater than one) 
phosphorothioate substitutions are well-tolerated and confer substantial increases in 
serum stability for modified siNA constructs. 

In one embodiment, a siNA molecule of the invention comprises modified 
nucleotides while mamtaining the ability to mediate RNAi. The modified nucleotides can 
be used to improve in vitro or in vivo characteristics such as stability, activity, and/or 
bioavailability. For example, a siNA molecule of the invention can comprise modified 
nucleotides as a percentage of the total number of nucleotides present in the siNA 
molecule. As such, a siNA molecule of the invention can generally comprise modified 
nucleotides of about 5 to about 100% of the nucleotide positions (e.g., 5%, 10%, 15%, 
20%, 25%, 30%, 35%, 40%, 45%, 50%, 55%, 60%, 65%, 70%, 75%, 80%, 85%, 90%, 
95% or 100% of the nucleotide positions). The actual percentage of modified nucleotides 
present in a given siNA molecule depends on the total number of nucleotides present in 
the siNA. If the siNA molecule is single stranded, the percent modification can be based 
upon the total number of nucleotides present in the single stranded siNA molecules. 
Likewise, if the siNA molecule is double stranded, the percent modification can be based 
upon the total number of nucleotides present in the sense strand, antisense strand, or both 
the sense and antisense strands. In addition, the actual percentage of modified 
nucleotides present in a given siNA molecule can also depend on the total number of 
purine and pyrimidine nucleotides present in the siNA, for example wherein all 
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pyrimidine nucleotides and/or all purine nucleotides present in the siNA molecule are 
modified. 

The antisense region of a siNA molecule of the invention can comprise a 
phosphorothioate intemucleotide linkage at the 3'-end of said antisense region. The 

5 antisense region can comprise about one to about five phosphorothioate intemucleotide 
linkages at the 5'-end of said antisense region. The 3'-terminal nucleotide overhangs of a 
siNA molecule of the invention can comprise ribonucleotides or deoxyribonucleotides 
that are chemically-modified at a nucleic acid sugar, base, or backbone. The 3'-terminal 
nucleotide overhangs can comprise one or more universal base ribonucleotides. The 3'- 

0 terminal nucleotide overhangs can comprise one or more acyclic nucleotides. 

One embodiment of the invention provides an expression vector comprising a 
nucleic acid sequence encoding at least one siNA molecule of the invention in a manner 
that allows expression of the nucleic acid molecule. Another embodiment of the 
invention provides a mammalian cell comprising such an expression vector. The 

> mammalian cell can be a human cell. The siNA molecule of the expression vector can 
comprise a sense region and an antisense region. The antisense region can comprise 
sequence complementary to a RNA or DNA sequence encoding a protein and the sense 
region can comprise sequence complementary to the antisense region. The siNA 
molecule can comprise two distinct strands having complementary sense and antisense 

► regions. The siNA molecule can comprise a single strand having complementary sense 
and antisense regions. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides comprising a backbone 
modified intemucleotide linkage having Formula I: 

2 

Ri X p Y R 2 



W 
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wherein each Rl and R2 is independently any nucleotide, non-nucleotide, or 
polynucleotide which can be naturally-occurring or chemically-modified, each X and Y is 
independently O, S, N, alkyl, or substituted alkyl, each Z and W is independently O, S, N, 
alkyl, substituted alkyl, O-alkyl, S-alkyl, alkaryl, or aralkyl, and wherein W, X, Y, and Z 
5 are optionally not all O. 

The chemically-modified intemucleotide linkages having Formula I, for example, 
wherein any Z, W, X, and/or Y independently comprises a sulphur atom, can be present 
in one or both oligonucleotide strands of the siNA duplex, for example, in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
10 comprise one or more (e.g, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) chemically- 
modified intemucleotide linkages having Formula I at the 3-end, the 5-end, or both of 
the 3' and 5-ends of the sense strand, the antisense strand, or both strands. For example, 
an exemplary siNA molecule of the invention can comprise about 1 to about 5 or more 
(e.g., about 1, 2, 3, 4, 5, or more) chemically-modified intemucleotide linkages having 
15 Formula I at the 5 f -end of the sense strand, the antisense strand, or both strands. In 
another non-limiting example, an exemplary siNA molecule of the invention can 
comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) pyrimidine 
nucleotides with chemically-modified intemucleotide linkages having Formula I in the 
sense strand, the antisense strand, or both strands. In yet another non-limiting example, 
20 an exemplary siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 
3, 4, 5, 6, 7, 8, 9, 10, or more) purine nucleotides with chemically-modified 
intemucleotide linkages having Formula I in the sense strand, the antisense strand, or both 
strands. In another embodiment, a siNA molecule of the invention having intemucleotide 
linkage(s) of Formula I also comprises a chemically-modified nucleotide or non- 
25 nucleotide having any of Formulae I- VII. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
30 having Formula II: 
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B 




wherein each R3, R4, R5, R6, R7, R8, RIO, Rl 1 and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl-OH, 
5 O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 
10 aminoadenosine, 5-methylcytosine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be complementary or non-complementary to target RNA or a non- 
nucleosidic base such as phenyl, naphthyl, 3-nitropyrrole, 5-nitroindole, nebularine, 
pyridone, pyridinone, or any other non-naturally occurring universal base that can be 
complementary or non-complementary to target RNA. 

1 5 The chemically-modified nucleotide or non-nucleotide of Formula II can be present 

in one or both oligonucleotide strands of the siNA duplex, for example in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
comprise one or more chemically-modified nucleotide or non-nucleotide of Formula E at 
the 3-end, the 5-end, or both of the 3' and S'-ends of the sense strand, the antisense 

20 strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) chemically- 
modified nucleotides or non-nucleotides of Formula II at the 5 ! -end of the sense strand, 
the antisense strand, or both strands. In anther non-limiting example, an exemplary siNA 
molecule of the invention can comprise about 1 to about 5 or more about 1, 2, 3, 4, 

25 5, or more) chemically-modified nucleotides or non-nucleotides of Formula II at the 3 f - 
end of the sense strand, the antisense strand, or both strands. 
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In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
5 having Formula HI: 



wherein each R3, R4, R5, R6, R7, R8, RIO, Rll and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl-OH, 

10 O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 

15 aminoadenosine, 5-methylcytosine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be employed to be complementary or non-complementary to 
target RNA or a non-nucleosidic base such as phenyl, naphthyl, 3-nitropyrrole, 5- 
nitroindole, nebularine, pyridone, pyridinone, or any other non-naturally occurring 
universal base that can be complementary or non-complementary to target RNA. 

20 The chemically-modified nucleotide or non-nucleotide of Formula HI can be 

present in one or both oligonucleotide strands of the siNA duplex, for example, in the 
sense strand, the antisense strand, or both strands. The siNA molecules of the invention 
can comprise one or more chemically-modified nucleotide or non-nucleotide of Formula 
III at the 3'-end, the S'-end, or both of the 3' and 5-ends of the sense strand, the antisense 

25 strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) chemically- 
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modified nucleotides) or non-nucleotide(s) of Formula m at the 5'-end of the sense 
strand, the antisense strand, or both strands. In anther non-limiting example, an 
exemplary siNA molecule of the invention can comprise about 1 to about 5 or more (e.g., 
about 1, 2, 3, 4, 5, or more) chemically-modified nucleotide or non-nucleotide of Formula 
in at the 3'-end of the sense strand, the antisense strand, or both strands. 

In another embodiment, a siNA molecule of the invention comprises a nucleotide 
having Formula E or m, wherein the nucleotide having Formula H or m is in an inverted 
configuratioa For example, the nucleotide having Formula H or m is connected to the 
siNA construct in a 3'-3', 3'-2', 2 , -3', or 5'-5' configuration, such as at the 3*-end, the 5'- 
end, or both of the 3' and 5'-ends of one or both siNA strands. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a 5'- 
terminal phosphate group having Formula IV: 



15 W 

wherein each X and Y is independently O, S, N, alkyl, substituted alkyl, or alkylhalo; 
wherein each Z and W is independently O, S, N, alkyl, substituted alkyl, O-alkyl, S-alkyl, 
alkaryl, aralkyl, or alkylhalo; and wherein W, X, Y and Z are not all O. 

In one embodiment, the invention features a siNA molecule having a S'-terminal 
20 phosphate group having Formula IV on the target-complementary strand, for example, a 
strand complementary to a target RNA wherein the siNA molecule comprises an all RNA 
siNA molecule. In another embodiment, the invention features a siNA molecule having a 
5'-tenninal phosphate group having Formula IV on the target-complementary strand 
wherein the siNA molecule also comprises about 1 to about 3 (e.g, about 1, 2, or 3) 
25 nucleotide 3'-tenninal nucleotide overhangs having about 1 to about 4 (e.g., about 1, 2, 3, 
or 4) deoxyribonucleotides on the 3'-end of one or both strands. In another embodiment, 
a S'-terminal phosphate group having Formula IV is present on the target-complementary 
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strand of a siNA molecule of the invention, for example a siNA molecule having 
chemical modifications having any of Formulae I-VH. 

In one embodiment, the invention features a chemically-modified short interfering 
nuclerc acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstrtuted * vitro system, wherein the chemical modification comprises one or 
more phosphorothioate intemucleotide linkages. For example, in a non-limiting example 
the mvention features a chemicaUy-modified short interfering nucleic acid (siNA) having' 
about 1, 2, 3, 4, 5, 6, 7, 8 or more phosphorothioate intemucleotide linkages in one siNA 
strand. In yet another embodiment, the invention features a chemically-modified short 
mterfering nucleic acid (siNA) individually having about 1, 2, 3, 4, 5, 6, 7, 8 or more 
Phosphorothioate intemucleotide linkages in both siNA strands. The phosphorothioate 
intemucleotide linkages can be present in one or both oligonucleotide strands of the siNA 
duplex, for example in the sense strand, the antisense strand, or both strands. The siNA 
molecules of the invention can comprise one or more phosphorothioate intemucleotide 
15 hnkages at the 3'-end, the S'-end, or both of the 3'- and S'-ends of the sense strand the 
antisense strand, or both strands. For example, an exemplary siNA molecule of' the 
nwention can comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) 
consecutive phosphorothioate intemucleotide linkages at the 5'-end of the sense strand 
the antisense strand; or both strand, m another non-limiting example, an exemplar; 
20 siNA molecule of the invention can comprise one or more ( , g ., about 1, 2, 3, 4 5 6 7 8 
9 10, or mom) pyrimidine phosphorothioate intemucleotide linkages in the sense stond' 
the antisense strand, or both strands. In yet another non-limiting example, an exemplar; 
siNA molecule of the invention can comprise one or more (eg., about 1,2, 3 4 5 6 7 8 
9, 10, or more) purine phosphorothioate intemucleotide linkages in the sense strand, me 
25 antisense strand, or both strands. 

m one embodiment the invention tetany a siNA motatule, wherein me sense 
*and comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, to, or mote 
Phosphorate httemueteoride hnkages, and/or one or mot* (e. ff , abon. ,,2,3, 4, 5, 6, 
7. 8, ,0 or more) 2 , de ox y , wx** ^eoxy-r-fluon,, and/or abon, one or more 
30 (*.*, a out 1.2,3, 4, 5, 6, 7, 8 , 9 , 10 or ^ ^ ^ ^ n 

opnonauy a termina, oap moleoute a, the 3'-end, the S'-end, or both of me 3-- and Spends 
me sense strand; and wherein the anrisense sbnnd comprises about , to about 10 or 
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more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more phosphorotbioate 
internucleotide linkages, and/or one or more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or 
more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 
5 cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends of the antisense 
strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 
10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand are 
chemically-modified with 2'-deoxy, 2 , -0-methyl and/or 2 , -deoxy-2 , -fluoro nucleotides, 
with or without one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more, 
10 phosphorotbioate internucleotide linkages and/or a terminal cap molecule at the 3'-end, 
the 5'-end, or both of the 3'- and 5'-ends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises about 1 to about 5, specifically about 1, 2, 3, 4, or 5 phosphorothioate 
internucleotide linkages, and/or one or more (e.g, about 1, 2, 3, 4, 5, or more) 2'-deoxy, 
15 2 , -0-methyl, 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 5, or more) 
universal base modified nucleotides, and optionally a tenninal cap molecule at the 3-end, 
the 5'-end, or both of the 3'- and 5'-ends of the sense strand; and wherein the antisense 
strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5, or more 
phosphorothioate internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 
20 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more (e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a tenninal cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends 
of the antisense strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand 
25 are chemically-modified with 2'-deoxy, 2'-0-methyl and/or 2 , -deoxy-2 , -fluoro 
nucleotides, with or without about 1 to about 5 or more, for example about 1, 2, 3, 4, 5, or 
more phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3'- 
end, the 5'-end, or both of the 3'- and S'-ends, being present in the same or different 
strand. 

30 In one embodiment, the invention features a siNA molecule, wherein the antisense 

strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more 
phosphorothioate internucleotide linkages, and/or about one or more (e.g., about 1, 2, 3, 
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4, 5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl J 2'-deoxy-2'-fluoro, and/or one or more 
(**. about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5'^nds 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 

> more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more phosphorothioate 
internucleotide linkages, and/or one or more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9 10 or 
more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more {e.g., aboutl, 2, 3, 4, 

5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 
cap molecule at the 3'-end, the 5'-end, or both of the 3'- and S'-ends of the antisense 
strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7 8 9 10 
or more pyrimidine nucleotides of the sense and/or antisense siNA strand are chemically- 
modified with 2'-deoxy, 2'-0-methyl and/or 2'-deox y -2'- fl uoro nucleotides, with or 
without one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more 
phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3'-end 
the 5'-end, or both of the 3" and S'-ends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the 
antisense strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5 or 
more phosphorothioate internucleotide linkages, and/or one or more {e.g. , about 1,7 3 4 
5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more' 
(«*. about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides and 
opbonally a terminal cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 5 or 
more, specifically about 1, 2, 3, 4, 5 or more phosphorothioate internucleotide linkages 
and/or one or more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl' 
2'-deoxy-2'-fluoro, and/or one or more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 
umversal base modified nucleotides, and optionally a terminal cap molecule at the 3 '-end 
the 5>-end, or both of the 3'- and 5>-ends of the antisense strand. M another embodiment,' 
one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more pyrimidine nucleotides 
of the sense and/or antisense siNA strand are chemically-modified with 2'-deoxy 2'-0- 
methyl and/or 2'-deoxy-2'-flu 0 ro nucleotides, with or without about 1 to about 5 for 
example about 1, 2, 3, 4, 5 or more phosphorothioate internucleotide linkages anchor a 
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temu ^ ca P ^lecule at the S'-end, the S'-end, or both of the 3- and v „ 
present in the same or different strand. "* ^ 

In another embodiment, (he invention features , sW 
hiternucleotide linkages The 2' 5' into , • " S,NA Im * 0 * comprising 2'-y 

' Ior exa mple, about 1, 2, 3, 4, 5 6 7 8 0 to 
every intemuoleotide linkaee of a „vri J- ' °- 7 ' '0, or more Deluding 

«A mo,ee ul e can cj^ « • nTT " ~ " ** — ° f «» 

15 ^^^^'.achenneo.iy.o.odinedaiNAnrotecn.eof,, ■ 

-npn«ad„p taiavilgtwo e or hod, of which I 

v*erek eaoh strand is about W to „„„,,, , ' Cm "* ^^-modified, 

-^^^^^^r-irh 21,22 ' 23 ' 24 - 25 - 26 ' 

20, 21, 22, or 23) base ™„ „ / 18 to about 23 (a*, abont 18, 

moleeule of ft. invenlion ^^f^***"*""** 
whieh oan be chennoauy-modined ZT h 8 *" ~ « ° f 

^-anyconrbinaa^^T^^^^^ornndae 
«* having , 2-n Ucleon 7™ ~* *"* «— "*« 21 

a aingle atmnded hairpin «^ ^ 

* 40, 45, 50, 55, 65, or 70) nucleotides in 2* hat h ** 
** * '9. 20, 21, 22, or 23) base paira, J^HT " ^ " ** 
■■^cation compri^ . "* ™ «■ - -** a ehemtc, 

30 thereof For mrsmp,, . ch^n^l^t ' ** «*— 

'emprises a hnear oogonucleotLT, ™" dly - m ° d ' iW of ft. invention 

hgonuoloohdehavrngabont 42,0 ebon, JOfrg.,^,^ 43 ^ 45 
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litVY': M ^ ** * «»— *™«hd with a cbanico. 

»^o„hav 1 „ ga „ y „ fFoimulaeI . VIIormycombinat . oo 

- b.odegrcdab,, For Kmp]e , a ^ siNA nro.ecme of ,be invent 
d "^-* - '~P PO^o. of <be siNA moiecOe „ ^ 

nucleotide overfiangs comprising abort 2 nucleotides. 
W I "-o'»oremt^enW S iNA n o,ecu,e„ f0leinventioncomprisesa 

I'. 20, 2., 22, or 23) base pairs , md wherein ^ siNA 
nrodrfic.no, wbicb conrpriaea a ^ bavbrg my of FomuIae 

. ynrodifiedsiNAnrcl: 

«« . « on conges a cncnar ofigonnCeotide baving abon, 42 * ab o ut 50 J 

20 l7Z*~^ t ~*~--~**-»JZ 

In ano,ber embodiment, a circrdar siNA moiecuie of Ore invention eonUina bao 
oop mob*, wbarein one or bom ,oop portions of <he siNA moiecuie is biod^ 

25 moiecnie M ,b 3,^ overtalgs , ^ „ ^ 
compnsing about 2 nucleotides. overnangs 

abon, r H TtTT 1 ^ ° f ^ - o- fr a 
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wherein each R3, R4, R5, R6, R7, R8, RIO, Rl 1, R12, and R13 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
5 OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid,' O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, anunoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2. 

In one embodiment, a siNA molecule of the invention comprises at least one (e.g., 
10 about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) inverted abasic moiety, for example I 



compound having Formula VI: 



15 



Ri3J_l R 8 




*12 



<11 



^10 



wherein each R3, R4, R5, R6, R7, R8, R10, Rl 1, R12, and R13 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, an^oalkylamino, polyalklylamino 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2 and 
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either R2, R3, R8 or R13 serve as points of attachment to the siNA molecule of the 
invention. 

In another embodiment, a siNA molecule of the invention comprises at least one 
(**. about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) substituted polyalkyl moieties, for 
5 example a compound having Formula VII: 




n R, 



wherein each n is independently an integer from 1 to 12, each Rl, R2 and R3 is 
mdependently H, OH, alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br CN CF3 
OCF3, OCN, O-alkyl, S-alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl 'alkyl- 
10 OSH, alky,-OH, O-alkyl-OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl' alkyl- 
O-alkyl, ON02, N02, N3, NEK, aminoalkyl, aminoacid, aminoacyl ONH2 O 
ammoalkyl, O-aminoacid, O-aminoacyl, heterocycloalkyl, heterocycloalk'aryl 
ammoalkylamino, polyalklylamino, substituted silyl, or a group having Formula I, and 
Rl, R2 or R3 serves as points of attachment to the siNA molecule of the invention. 

15 In another embodiment, the invention features a compound having Formula VH 

wheremRlandR2arehydroxyl(OH) g roups,n=l,andR3comprisesOandisthepoin; 
of attachment to the 3'-end, the 5'-end, or both of the 3' and S'-ends of one or both strands 
of a double-stranded siNA molecule of the invention or to a single-stranded siNA 
molecule of the invention. This modification is referred to herein as "glyceryl" (for 
20 example modification 6 in Figure 22). 

In another embodiment, a moiety having any of Formula V, VI or VH of the 
mvention is at the 3--end, the S'-end, or both of the 3' and S'-ends of a siNA molecule of 
the mvenhon. For example, a moiety having Formula V, VI or VH can be present at the 
3'-end, the S'-end, or both of the 3' and 5'-ends of the antisense strand, the sense strand, or 
25 both anfcsense and sense strands of the siNA molecule. In addition, a moiety having 
Formula VH can be present at the 3'-end or the S'-end of a hairpin siNA molecule as 
described herein. 
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In another embodiment, a siNA molecule of the invention comprises an abasic 
rescue having Formula V or VI, wherein the abasic residue having Formula VI or VI is 
connected to the siNA consult in a W , y-2', M . or „■ conation, such as at the 
3 -end, the 5'-end, or both of the 3' and S'-ends of one or both siNA strands. 

5 In one embodiment, a siNA molecule of the invention comprises one or more (eg. 

out 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) locked nucleic acid (LNA) nucleotides, for 
example at the S'-end, the 3 ,end, both of the , and 3 ,ends, or any combination thereof, 
of the siNA molecule. 

.0 abo„, ,, 2. 3, 4, 5, 6, 7, 8, 9, ,0, or n,orc, acyohc nnCeoudes, for raanpIe at fc s , 

-4 »e 3^d, bod, of ft. 5' and 3^ or any oonrbinanon .hereof, of lhe siNA 
molecule. 

b one embodiment, tho invention features . chenuoany-modified ^ fatelfelillg 
a«d (aNA) nolecule of te tavenfon _ ^ fc chen]icaUy modified « 

™ a senae region where any (« s . one or mm or aU) pyridine mcleoades 

oZi " T"."*" ~ 2 "-*"»**-» — ™* (a.,., wherein aU 
H", - 2W. fl uoro pyrhnidine nuCeohdes . al(ema , ely , 

P-orahry o pyrintidine nnc.eotidea are 2,deo*y.2, flooro pyrinudine nucleotides), L 
where any «. or m0 „ or ^ ^ ^ ^ ^ 

deoxy punne nucleotides (ee w hw«n ,11 , 

aes <es., wherem all purme nucleotides are 2'-deoxy purine 

ahe^y a p Mty of prte ^ „ = 
In one entbodunetn, (ho invention features . chenically . mo(liSe(1 

present in the sense region are 2'-d*n™ o» a - . 

nvri ., , 2 ^ x y- 2 - fl ^o Py nnncline nucleotides^., wherein all 

pyrmndme nucleotides are 2'-deoxv-2 , -fli. f 3m „™w,i- 

n . ... _ . 60X7 2 flu ^Pynmidme nucleotides or alternately a 

P^ty o pynnndme nucleotides are 2 Wfluoro nucleotides), L 

Wh -^(e.,..oneormoreora U) p uri , enuc]eotidKM 

50 deoxy purine nucleotides (e g wherein ,11 ■ . 

nuclenriH , PUnnC nucleoti ^ are 2'-deoxy purine 

nucleotides or alternately a plurality of n „rin, , 

y pmramy 0 f punne nucleotides are 2'^deoxy purine 
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nucleotides), wherein any nucleotides comprising a 3'-tenninal nucleotide overhang that 
are present in said sense region are 2-deoxy nucleotides. 

In one embodiment, the invention features a chemicaUy-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2 , -deoxy-2'-fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyriinidine nucleotides or 
alternately a plurality of pyriinidine nucleotides are 2 1 -deoxy-2'-fluoro pyrimidine 
nucleotides), and wherein any (e.g., one or more or all) purine nucleotides present in the 
antisense region are 2'-0-methyl purine nucleotides (e.g., wherein all purine nucleotides 
are 2'-0-methyl purine nucleotides or alternately a plurality of purine nucleotides are 2'- 
O-methyl purine nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense re^on are 2'-deoxy-2'-fluoro pyrinndine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrirnidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2 , -deoxy-2'-fluoro pyrimidine 
nucleotides), and wherein any (e.g., one or more or all) purine nucleotides present in the 
20 antisense region are 2'- 0 -methyl purine nucleotides (e.g, wherein all purine nucleotides 
are 2'-0-methyl purine nucleotides or alternately a plurality of purine nucleotides are 2'- 
O-methyl purine nucleotides), wherein any nucleotides comprising a S'-terminal 
nucleotide overhang that are present in said antisense region are 2'-deoxy nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
25 nucleic acid (siNA) molecule of the invention, wherein the chemicaUy-modified siNA 
comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2'-deoxy-2'-fluoro pvrimidine nucleotides (e.g, 
wherein all pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine 
30 nucleotides), and where any (e.g., one or more or all) purine nucleotides present in the 
anusense region are 2'-deoxy purine nucleotides (e.g., wherein all purine nucleotides are 
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2'-deoxy purine nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy 
purine nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
(RNAi) inside a cell or reconstituted in vitro system, wherein the chemically-modified 
siNA comprises a sense region and an antisense region. The sense region comprises one 
or more 2'-deoxy-2--fluoro pyrimidine nucleotides (e.g., wherein all pyrirnidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pynmrdine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and one or more 
2'-deoxy purine nucleotides {e.g., wherein all purine nucleotides are 2'-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
nucleohdes). Inverted deoxy abasic modifications can be optionally present at the 3'- 
end, the 5'-end, or both of the 3' and S'-ends of the sense region. The sense region 
optionally further comprises a 3'-terminal overhang having about 1 to about 4 (e g about 
15 1, 2, 3, or 4) 2'-deoxyribonucleotide S . The antisense region comprises one or more 2'- 
deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2'- 
deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of pyrimidine nucleotides 
are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and one or more 2'-0-methyl purine 
nucleotides (e.g., wherein all purine nucleotides are 2--0-methyl purine nucleotides or 
20 alternately a plurality of purine nucleotides are 2'-0-methyl purine nucleotides) A 
termmal cap modification, such as any modification described herein or shown in Figure 
22, is optionally present at the 3'-end, the 5'-end, or both of the 3' and 5'-ends of the 
antisense sequence. The antisense region optionally further comprises a 3'-terminal 
nucleotide overhang having about 1 to about 4 (e.g., about 1, 2, 3 or 4) 2' 
25 deoxynucleotides, wherein the overhang nucleotides can further comprise one or more 
(e.g., 1, 2, 3, or 4) phosphorothioate intemucleotide linkages. Non-limiting examples of 
these chemically-modified siNAs are shown in Figures 18 and 19 and Table IV herein. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
30 (RNA!) mside a cell or reconstituted in vitro system, wherein the siNA comprises a sense 
region and an antisense region, wherein the sense region comprises one or more 2'-deoxy- 
2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2'-deoxy-2'- 
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fluoro pyrimidine nucleotides or alternately a plurality of pyridine nucleotides are 2'- 
deoxy-2'.fluoro pyrimidine nucleotides), and one or more purine ribonucleotides (eg 
wherein all purine nucleotides are purine ribonucleotides or alternately a plurality of 
punne nucleotides are purine ribonucleotides) and wherein the antisense region comprises 
5 one or more 2--deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pynmidine 
nucleotides are 2'-deoxy-2'-fluor 0 pyrimidine nucleotides or alternately a plurality of 
pynrmdine nucleotides are 2'-deoxy-2'-fl„oro pyrimidine nucleotides), and one or more 
2'-0-methyl purine nucleotides (e.g., wherein all purine nucleotides are 2'-0-methyl 
punne nucleotides or alternately a plurality of purine nucleotides are 2'-0-methyl purine 
10 nucleotides). Inverted deoxyabasic modifications are optionally present at the 3 '-end the 
5'-end, or both of the 3' and S'-ends of the sense region. The sense region optionally 
further comprises a 3'-terminal overhang having about 1 to about 4 (e.g., about 1 2 3 or 
4) Trinucleotides. A terminal cap modification, such as any modification 
descnbed herein or shown in Figure 22, is optionally present at the 3'-end, the 5'-end or 
both of the 3' and S'-ends of the antisense sequence. The antisense region optionally 
further comprises a 3'-terminal nucleotide overhang having about 1 to about 4 (e g about 
1, 2, 3, or 4) 2'-deoxynucleotides, wherein the overhang nucleotides can further comprise 
one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate intemucleotide linkages. Non-limiting 

^-ofmesechemically-modifiedsiNAsareshownmFigum 
20 IV herein. 

In one embodiment, the invention features a chemically-modified shot interfering 
nucleic acid (siNA) molecule of me invention capable of mediating RNA interference 
(RNAi) made a call or reconstituted „ ^ system, wherein the chemically-modified 
stNA eompnses a sense region and an antisense region, wherein the sense region 
25 compnaea one or 2.-deoxy-2'-fl„oro pyridine nucleotides (e. s ., wherein all py™^ 
nucleotides are 2'-d=oxy-2'-fl„on, pyrfmidtae mcleotides or , 
pynmidine nuCeotides are 2'-deoxy-2^m pyridine nucleotides), and one or more 
punne nuCeotides selected fiom tire gmup eating of 2'„eoxy nucleotides, locted 
nuctac acid ») nucleotides, 2^emoxyemy, nucleotides, 4Mhionuc,eoudes, and T. 
30 amethy, nucleotides (e.g., wherein all pmine nucleotides are sCected from the greup 
cou^mg of 2^-deoxy nuCeotides. tek ed nucleic acid (LNA) nuCeotides, V- 
methoxyethy, nucleotides. 4--mionue 1 eotides, and J'-O-metny, nucleotides or alternately 
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a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'- 
thionucleotides, and 2'-0-methyl nucleotides) and wherein the antisense region comprises 
one or more 2 , -deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 , -deoxy-2'-fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected from the group consisting of 2'-deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'-thionucleotides, and 2'- 
O-methyl nucleotides (e.g., wherein all purine nucleotides are selected from the group 
consisting of 2'-deoxy nucleotides, locked nucleic acid (LNA) nucleotides, 2'- 
methoxyethyl nucleotides, 4'-thionucleotides, and 2'-0-methyl nucleotides or alternately 
a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'- 
thionucleotides, and 2'-0-methyl nucleotides). Inverted deoxy abasic modifications are 
15 optionally present at the 3'-end, the S'-end, or both of the 3' and 5'-ends of the sense 
region. The sense region optionally further comprises a 3'-terminal overhang having about 
1 to about 4 (e.g., about 1, 2, 3, or 4) 2 , -deoxyribonucleotides. A terminal cap 
modification, such as any modification described herein or shown in Figure 22, is 
optionally present at the 3'-end, the 5'-end, or both of the 3' and 5'-ends of the antisense 
20 sequence. The antisense region optionally further comprises a S'-terminal nucleotide 
overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) 2 , -deoxynucleotides, wherein 
the overhang nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4) 
phosphorothioate internucleotide linkages. 

In another embodiment, any modified nucleotides present in the siNA molecules of 
25 the invention, preferably in the antisense strand of the siNA molecules of the invention, 
but also optionally in the sense and/or both antisense and sense strands, comprise 
modified nucleotides having properties or characteristics similar to naturally occurring 
ribonucleotides. For example, the invention features siNA molecules including modified 
nucleotides having a Northern conformation (e.g., Northern pseudorotation cycle, see for 
30 example Saenger, Principles of Nucleic Acid Structure, Springer-Verlag ed., 1984). As 
such, chemically modified nucleotides present in the siNA molecules of the invention, 
preferably in the antisense strand of the siNA molecules of the invention, but also 
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optionally in the sense and/or both antisense and sense strands, are resistant to nuclease 
degradation while at the same time maintaining the capacity to mediate RNAi. Non- 
limiting examples of nucleotides having a northern configuration include locked nucleic 
acid (LNA) nucleotides (e.g., 2'-0,4'-C-methylene-p-ribofuranosyl) nucleotides); V- 
5 methoxyethoxy (MOE) nucleotides; 2'-methyl-thio-ethyl, 2'-deoxy-2'-fluoro nucleotides, 
2'-deoxy-2'-chloro nucleotides, 2'-azido nucleotides, and 2'-0-methyl nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid molecule (siNA) capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a conjugate 
10 covalently attached to the chemically-modified siNA molecule. In another embodiment, 
the conjugate is covalently attached to the chemically-modified siNA molecule via a 
biodegradable tinker. In one embodiment, the conjugate molecule is attached at the 3'- 
end of either the sense strand, the antisense strand, or both strands of the chemically- 
modified siNA molecule. In another embodiment, the conjugate molecule is attached at 
15 the 5'-end of either the sense strand, the antisense strand, or both strands of the 
chemically-modified siNA molecule. In yet another embodiment, the conjugate molecule 
is attached both the 3'-end and 5'-end of either the sense strand, the antisense strand, or 
both strands of the chemically-modified siNA molecule, or any combination thereof. In 
one embodiment, a conjugate molecule of the invention comprises a molecule that 
20 facilitates delivery of a chemically-modified siNA molecule into a biological system, 
such as a cell. In another embodiment, the conjugate molecule, attached to the 
chemically-modified siNA molecule is a poly ethylene glycol, human serum albumin, or a 
ligand for a cellular receptor that can mediate cellular uptake. Examples of specific 
conjugate molecules contemplated by the instant invention that can be attached to 
25 chemicaUy-modified siNA molecules are described in Vargeese et al, U.S. Serial No. 
10/201,394, incorporated by reference herein. The type of conjugates used and the extent 
of conjugation of siNA molecules of the invention can be evaluated for improved 
pharmacokinetic profiles, bioavailability, and/or stability of siNA constructs while at the 
same time mamtaining the ability of the siNA to mediate RNAi activity. As such, one 
skilled in the art can screen siNA constructs that are modified with various conjugates to 
determine whether the siNA conjugate complex possesses improved properties while 



32 



WO 03/074654 PCT/US03/05028 

maintai n ing the ability to mediate RNAi, for example in animal models as are generally 
known in the art 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
molecule of the invention, wherein the siNA further comprises a nucleotide, non- 
nucleotide, or mixed nucleotide/non-nucleotide linker that joins the sense region of the 
siNA to the antisense region of the siNA. In one embodiment, a nucleotide linker of the 
invention can be a linker of > 2 nucleotides in length, for example 3, 4, 5, 6, 7, 8, 9, or 10 
nucleotides in length. In another embodiment, the nucleotide linker can be a nucleic acid 
aptamer. By "aptamer" or 'Nucleic acid aptamer" as used herein is meant a nucleic acid 
molecule that binds specifically to a target molecule wherein the nucleic acid molecule 
has sequence that comprises a sequence recognized by the target molecule in its natural 
setting. Alternately, an aptamer can be a nucleic acid molecule that binds to a target 
molecule where the target molecule does not naturally bind to a nucleic acid. The target 
molecule can be any molecule of interest. For example, the aptamer can be used to bind to 
a ligand-binding domain of a protein, thereby preventing interaction of the naturally 
occurring ligand with the protein. This is a non-limiting example and those in the art will 
recognize that other embodiments can be readily generated using techniques generally 
known in the art. (See, for example, Gold et al, 1995, Annu. Rev. Biochem., 64, 763; 
Brody and Gold, 2000, J, BiotechnoL, 74, 5; Sun, 2000, Curr. Opin. Mol Ther., 2, 100; 
Kusser, 2000, J. BiotechnoL, 74, 27; Hermann and Patel, 2000, Science, 287, 820; and 
Jayasena, 1999, Clinical Chemistry, 45, 1628.) 

In yet another embodiment, a non-nucleotide linker of the invention comprises 
abasic nucleotide, polyether, polyamine, polyamide, peptide, carbohydrate, lipid, 
polyhydrocarbon, or other polymeric compounds (e.g. polyethylene glycols such as those 
having between 2 and 100 ethylene glycol units). Specific examples include those 
described by Seela and Kaiser, Nucleic Acids Res. 1990, 75:6353 and Nucleic Acids Res. 
1987, 75:3113; Cload and Schepartz, J. Am. Chem. Soc. 1991, 773:6324; Richardson and 
Schepartz, J. Am. Chem. Soc. 1991, 775:5109; Ma et al, Nucleic Acids Res. 1993, 
27:2585 and Biochemistry 1993, 32:1751; Durand et al., Nucleic Acids Res. 1990, 
75:6353; McCurdy et al, Nucleosides & Nucleotides 1991, 70:287; Jschke et al, 
Tetrahedron Lett. 1993, 3*301; Ono et al, Biochemistry 1991, 30:9914; Arnold et al, 
International Publication No. WO 89/02439; Usman et al, International Publication No. 
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WO 95/06731; Dudycz et ai, International Publication No. WO 95/11910 and Ferentz 
and Verdine, J. Am. Chem. Soc. 1991, 113:4000, all hereby incorporated by reference 
herein. A "non-nucleotide" further means any group or compound that can be 
incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound can be abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine, for example at the CI position of the sugar. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
molecule capable of mediating RNA interference (RNAi) inside a cell or reconstituted in 
vitro system, wherein one or both strands of the siNA molecule that are assembled from 
two separate oligonucleotides do not comprise any ribonucleotides. For example, a siNA 
molecule can be assembled from a single oligonculeotide where the sense and antisense 
regions of the siNA comprise separate oligonucleotides not having any ribonucleotides 
(e.g., nucleotides having a 2'-OH group) present in the oligonucleotides. In another 
example, a siNA molecule can be assembled from a single oligonculeotide where the 
sense and antisense regions of the siNA are linked or circularized by a nucleotide or non- 
nucleotide linker as desrcibed herein, wherein the oligonucleotide does not have any 
ribonucleotides (e.g., nucleotides having a 2'-OH group) present in the oligonucleotide. 
Applicant has surprisingly found that the presense of ribonucleotides (e.g., nucleotides 
having a 2'-hydroxyl group) within the siNA molecule is not required or essential to 
support RNAi activity. As such, in one embodiment, all positions within the siNA can 
include chemically modified nucleotides and/or non-nucleotides such as nucleotides and 
or non-nucleotides having Formula I, H, m, IV, V, VI, or VII or any combination thereof 
to the extent that the ability of the siNA molecule to support RNAi activity in a cell is 
maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence. In another embodiment, the single stranded siNA 
molecule of the invention comprises a 5'-terminal phosphate group. Li another 
embodiment, the single stranded siNA molecule of the invention comprises a 5Merminal 
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phosphate group and a 3'-terminal phosphate group (e.g., a 2\ S'-cyclic phosphate). In 
another embodiment, the single stranded siNA molecule of the invention comprises about 
19 to about 29 nucleotides. In yet another embodiment, the single stranded siNA 
molecule of the invention comprises one or more chemically modified nucleotides or non- 
nucleotides described herein. For example, all the positions within the siNA molecule 
can include chemically-modified nucleotides such as nucleotides having any of Formulae 
I-VII, or any combination thereof to the extent that the ability of the siNA molecule to 
support RNAi activity in a cell is maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 r -deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2-O-methyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2'-0-methyl purine nucleotides or alternately a 
plurality of purine nucleotides are 2*-0-methyl purine nucleotides), and a terminal cap 
modification, such as any modification described herein or shown in Figure 22, that is 
optionally present at the 3'-end, the 5»-end, or both of the 3' and 5'-ends of the antisense 
sequence, the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2'-deoxynucleotides at the 3 '-end of the siNA molecule, wherein the terminal 
nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5'-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 , -deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 , -deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
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purine nucleotides present in the antisense region are 2'-deoxy purine nucleotides (e.g., 
wherein all purine nucleotides are 2'-deoxy purine nucleotides or alternately a plurality of 
purine nucleotides are 2-deoxy purine nucleotides), and a terminal cap modification, such 
as any modification described herein or shown in Figure 22, that is optionally present at 
5 the 3-end, the 5'-end, or both of the 3' and 5'-ends of the antisense sequence, the siNA 
optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) terminal 2'- 
deoxynucleotides at the 3 '-end of the siNA molecule, wherein the terminal nucleotides 
can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate intemucleotide 
linkages, and wherein the siNA optionally further comprises a terminal phosphate group, 
1 0 such as a 5 ' -terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 

15 the siNA are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are locked nucleic acid (LNA) 
nucleotides (e.g., wherein all purine nucleotides are LNA nucleotides or alternately a 

20 plurality of purine nucleotides are LNA nucleotides), and a terminal cap modification, 
such as any modification described herein or shown in Figure 22, that is optionally 
present at the 3'-end, the 5'-end, or both of the 3* and 5'-ends of the antisense sequence, 
the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) 
terminal 2'-deoxynucleotides at the 3'-end of the siNA molecule, wherein the terminal 

25 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
intemucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5 '-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
30 the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrhmdine nucleotides present in 
the siNA are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
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nucleotides are 2 t -deoxy-2 , -fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 ! -deoxy-2 f -fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2'-methoxyethyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2 , ~methoxyethyl purine nucleotides or alternately 
5 a plurality of purine nucleotides are 2'-methoxyethyl purine nucleotides), and a terminal 
cap modification, such as any modification described herein or shown in Figure 22, that 
is optionally present at the 3' -end, the 5-end, or both of the 3' and 5-ends of the antisense 
sequence, the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2'-deoxynucleotides at the 3'-end of the siNA molecule, wherein the terminal 
10 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5' -terminal phosphate group. 

In another embodiment, any modified nucleotides present in the single stranded 
siNA molecules of the invention comprise modified nucleotides having properties or 

15 characteristics similar to naturally occurring ribonucleotides. For example, the invention 
features siNA molecules including modified nucleotides having a Northern conformation 
(e.g., Northern pseudorotation cycle, see for example Saenger, Principles of Nucleic Acid 
Structure, Springer- Verlag ed., 1984). As such, chemically modified nucleotides present 
in the single stranded siNA molecules of the invention are preferably resistant to nuclease 

20 degradation while at the same time maintaining the capacity to mediate RNAL 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
25 a cell under conditions suitable to modulate the expression of the gene in the cell. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene and wherein the sense strand sequence of 
30 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
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and (b) introducing the siNA molecule into a cell under conditions suitable to modulate 
the expression of the gene in the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
5 molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell under conditions suitable to modulate the expression of the 
genes in the cell. 

In another embodiment, the invention features a method for modulating the 
10 expression of more than one gene within a cell comprising: (a) synthesizing a siNA 
molecule of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the gene and wherein the sense 
strand sequence of the siNA comprises a sequence substantially similar to the sequence of 
the target RNA; and (b) introducing the siNA molecules into a cell under conditions 
1 5 suitable to modulate the expression of the genes in the cell. 

In one embodiment, siNA molecules of the invention are used as reagents in ex 
vivo applications. For example, siNA reagents are intoduced into tissue or cells that are 
transplanted into a subject for therapeutic effect. The cells and/or tissue can be derived 
from an organism or subject that later receives the explant, or can be derived from another 

20 organism or subject prior to transplantation. The siNA molecules can be used to 
modulate the expression of one or more genes in the cells or tissue, such that the cells or 
tissue obtain a desired phenotype or are able to perform a function when transplanted in 
vivo. In one embodiment, certain target cells from a patient are extracted. These 
extracted cells are contacted with siNAs targeteing a specific nucleotide sequence within 

25 the cells under conditions suitable for uptake of the siNAs by these cells (e.g. using 
delivery reagents such as cationic lipids, liposomes and the like or using techniques such 
as electroporation to facilitate the delivery of siNAs into cells). The cells are then 
reintroduced back into the same patient or other patients. Non-limiting examples of ex 
vivo applications include use in organ/tissue transplant, tissue grafting 0 , or treatment of 

30 pulmonary disease (e.g., restenosis) or prevent neointimal hyperplasia and atherosclerosis 
in vein grafts. Such ex vivo applications may also used to treat conditions associated with 
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coronary and peripheral bypass graft failure, for example, such methods can be used in 
conjunction with peripheral vascular bypass graft surgery and coronary artery bypass 
graft surgery. Additional applications include transplants to treat CNS lesions or injury, 
including use in treatment of neurodegenerative conditions such as Alzheimer's disease, 
5 Parkinson's Disease, Epilepsy, Dementia, Huntington's disease, or amyotrophic lateral 
sclerosis (ALS). 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 

10 a sequence complementary to RNA of the gene; and (b) introducing the siNA molecule 
into a cell of the tissue explant derived from a particular organism under conditions 
suitable to modulate the expression of the gene in the tissue explant. In another 
embodiment, the method further comprises introducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 

15 to modulate the expression of the gene in that organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 
a sequence complementary to RNA of the gene and wherein the sense strand sequence of 

20 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
and (b) introducing the siNA molecule into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the gene in 
the tissue explant. In another embodiment, the method further comprises introducing the 
tissue explant back into the organism the tissue was derived from or into another 

25 organism under conditions suitable to modulate the expression of the gene in that 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
30 strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell of the tissue explant derived from a particular organism 
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under conditions suitable to modulate the expression of the genes in the tissue explant In 
another embodiment, the method further comprises introducing the tissue explant back 
into the organism the tissue was derived from or into another organism under conditions 
suitable to modulate the expression of the genes in that organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
the organism under conditions suitable to modulate the expression of the gene in the 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into the organism under conditions suitable to modulate the 
expression of the genes in the organism. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein the siNA comprises a single stranded 
sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into a cell under conditions suitable to modulate the expression of the gene in 
the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) contacting the siNA molecule with a cell in vitro or in vivo under conditions suitable 
to modulate the expression of the genes in the cell 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
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invention, which can be chemically-modified, wherein the siNA comprises a single 
stranded sequence having complementarity to RNA of the gene; and (b) contacting the 
siNA molecule with a cell of the tissue explant derived from a particular organism under 
conditions suitable to modulate the expression of the gene in the tissue explant. In another 
5 embodiment, the method further comprises introducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 
to modulate the expression of the gene in that organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 

10 molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the genes in 
the tissue explant. In another embodiment, the method further comprises introducing the 

15 tissue explant back into the organism the tissue was derived from or into another 
organism under conditions suitable to modulate the expression of the genes in that 
organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
20 which can be chemically-modified, wherein the siNA comprises a single stranded 
sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into the organism under conditions suitable to modulate the expression of the 
gene in the organism. 

In another embodiment, the invention features a method of modulating the 
25 expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into the organism under conditions suitable to 
modulate the expression of the genes in the organism. 



30 



In one embodiment, the invention features a method of modulating the expression 
of a gene in an organism comprising contacting the organism with a siNA molecule of the 
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invention under conditions suitable to modulate the expression of the gene in the 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising contacting the organism 
5 with one or more siNA molecules of the invention under conditions suitable to modulate 
the expression of the genes in the organism. 

The siNA molecules of the invention can be designed to inhibit target gene 
expression through RNAi targeting of a variety of RNA molecules. In one embodiment, 
the siNA molecules of the invention are used to target various RNAs corresponding to a 

10 target gene. Non-limiting examples of such RNAs include messenger RNA (mRNA), 
alternate RNA splice variants of target gene(s), post-transcriptionally modified RNA of 
target gene(s), pre-mRNA of target gene(s), and/or RNA templates. If alternate splicing 
produces a family of transcripts that are distinguished by usage of appropriate exons, the 
instant invention can be used to inhibit gene expression through the appropriate exons to 

15 specifically inhibit or to distinguish among the functions of gene family members. For 
example, a protein that contains an alternatively spliced transmembrane domain can be 
expressed in both membrane bound and secreted forms. Use of the invention to target the 
exon containing the transmembrane domain can be used to determine the functional 
consequences of pharmaceutical targeting of membrane bound as opposed to the secreted 

20 form of the protein. Non-limiting examples of applications of the invention relating to 
targeting these RNA molecules include therapeutic pharmaceutical applications, 
pharmaceutical discovery applications, molecular diagnostic and gene function 
applications, and gene mapping, for example using single nucleotide polymorphism 
mapping with siNA molecules of the invention. Such applications can be implemented 

25 using known gene sequences or from partial sequences available from an expressed 
sequence tag (EST). 

In another embodiment, the siNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siNA 
molecules targeting multiple gene targets can provide increased therapeutic effect. In 
30 addition, siNA can be used to characterize pathways of gene function in a variety of 
applications. For example, the present invention can be used to inhibit the activity of 
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target gene(s) in a pathway to determine the function of uncharacterized gene(s) in gene 
function analysis, mRNA function analysis, or translational analysis. The invention can 
be used to determine potential target gene pathways involved in various diseases and 
conditions toward pharmaceutical development. The invention can be used to understand 
5 pathways of gene expression involved in, for example, in development, such as prenatal 
development and postnatal development, and/or the progression and/or maintenance of 
cancer, infectious disease, autoimmunity, inflammation, endocrine disorders, renal 
disease, pulmonary disease, cardiovascular disease, birth defects, ageing, any other 
disease or condition related to gene expression. 

10 In one embodiment, the invention features a method comprising: (a) generating a 

library of siNA constructs having a predetermined complexity; and (b) assaying the siNA 
constructs of (a) above, under conditions suitable to determine RNAi target sites within 
the target RNA sequence. In another embodiment, the siNA molecules of (a) have 
strands of a fixed length, for example, about 23 nucleotides in length. In yet another 

15 embodiment, the siNA molecules of (a) are of differing length, for example having 
strands of about 19 to about 25 {e.g., about 19, 20, 21, 22, 23, 24, or 25) nucleotides in 
length. In one embodiment, the assay can comprise a reconstituted in vitro siNA assay as 
described herein. In another embodiment, the assay can comprise a cell culture system in 
which target RNA is expressed. In another embodiment, fragments of target RNA are 

20 analyzed for detectable levels of cleavage, for example by gel electrophoresis, northern 
blot analysis, or RNAse protection assays, to determine the most suitable target site(s) 
within the target RNA sequence. The target RNA sequence can be obtained as is known 
in the art, for example, by cloning and/or transcription for in vifro systems, and by 
cellular expression in in vivo systems. 

25 In one embodiment, the invention features a method comprising: (a) generating a 

randomized library of siNA constructs having a predetermined complexity, such as of 4 N , 
where N represents the number of base paired nucleotides in each of the siNA construct 
strands (eg. for a siNA construct having 21 nucleotide sense and antisense strands with 19 
base pairs, the complexity would be 4 19 ); and (b) assaying the siNA constructs of (a) 

30 above, under conditions suitable to determine RNAi target sites within the target RNA 
sequence. In another embodiment, the siNA molecules of (a) have strands of a fixed 
length, for example about 23 nucleotides in length. In yet another embodiment, the siNA 
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molecules of (a) are of differing length, for example having strands of about 19 to about 
25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) nucleotides in length. In one embodiment, 
the assay can comprise a reconstituted in vitro siNA assay as described in Example 7 
herein. In another embodiment, the assay can comprise a cell culture system in which 
5 target RNA is expressed. In another embodiment, fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. In another embodiment, the target RNA sequence can be 
obtained as is known in the art, for example, by cloning and/or transcription for in vitro 
10 systems, and by cellular expression in in vivo systems. 

In another embodiment, the invention features a method comprising: (a) analyzing 
the sequence of a RNA target encoded by a target gene; (b) synthesizing one or more sets 
of siNA molecules having sequence complementary to one or more regions of the RNA 
of (a); and (c) assaying the siNA molecules of (b) under conditions suitable to determine 

15 RNAi targets within the target RNA sequence. In one embodiment, the siNA molecules 
of (b) have strands of a fixed length, for example about 23 nucleotides in length. In 
another embodiment, the siNA molecules of (b) are of differing length, for example 
having strands of about 19 to about 25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) 
nucleotides in length. In one embodiment, the assay can comprise a reconstituted in vitro 

20 siNA assay as described herein. In another embodiment, the assay can comprise a cell 
culture system in which target RNA is expressed. Fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. The target RNA sequence can be obtained as is known in the 

25 art, for example, by cloning and/or transcription for in vitro systems, and by expression in 
in vivo systems. 

By "target site" is meant a sequence within a target RNA that is "targeted" for 
cleavage mediated by a siNA construct which contains sequences within its antisense 
region that are complementary to the target sequence. 

30 By "detectable level of cleavage" is meant cleavage of target RNA (and formation 

of cleaved product RNAs) to an extent sufficient to discern cleavage products above the 
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background of RNAs produced by random degradation of the target RNA. Production of 
cleavage products from 1-5% of the target RNA is sufficient to detect above the 
background for most methods of detection. 

In one embodiment, the invention features a composition comprising a siNA 
5 molecule of the invention, which can be chemically-modified, in a pharmaceutically 
acceptable carrier or diluent. In another embodiment, the invention features a 
pharmaceutical composition comprising siNA molecules of the invention, which can be 
chemically-modified, targeting one or more genes in a pharmaceutically acceptable 
carrier or diluent. In another embodiment, the invention features a method for treating or 

10 preventing a disease or condition in a subject, comprising administering to the subject a 
composition of the invention under conditions suitable for the treatment or prevention of 
the disease or condition in the subject, alone or in conjunction with one or more other 
therapeutic compounds. In yet another embodiment, the invention features a method for 
reducing or preventing tissue rejection in a subject comprising administering to the 

15 subject a composition of the invention under conditions suitable for the reduction or 
prevention of tissue rejection in the subject. 

In another embodiment, the invention features a method for validating a gene target, 
comprising: (a) synthesizing a siNA molecule of the invention, which can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
20 of a target gene; (b) introducing the siNA molecule into a cell, tissue, or organism under 
conditions suitable for modulating expression of the target gene in the cell, tissue, or 
organism; and (c) determining the function of the gene by assaying for any phenotypic 
change in the cell, tissue, or organism. 

In another embodiment, the invention features a method for validating a target gene 
25 comprising: (a) synthesizing a siNA molecule of the invention, which can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
of a target gene; (b) introducing the siNA molecule into a biological system under 
conditions suitable for modulating expression of the target gene in the biological system; 
and (c) determining the function of the gene by assaying for any phenotypic change in the 
30 biological system. 
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By biological system" is meant, material, in a purified or unpurified form, from 
biological sources, including but not limited to human, animal, plant, insect, bacterial, 
viral or other sources, wherein the system comprises the components required for RNAi 
acitivity. The term '"biological system" includes, for example, a cell, tissue, or organism, 
5 or extract thereof. The term biological system also includes reconstituted RNAi systems 
that can be used in an in vitro setting. 

By "phenotypic change" is meant any detectable change to a cell that occurs in 
response to contact or treatment with a nucleic acid molecule of the invention (e.g., 
siNA). Such detectable changes include, but are not limited to, changes in shape, size, 

10 proliferation, motility, protein expression or RNA expression or other physical or 

a 

chemical changes as can be assayed by methods known in the art. The detectable change 
can also include expression of reporter genes/molecules such as Green Florescent Protein 
(GFP) or various tags that are used to identify an expressed protein or any other cellular 
component that can be assayed. 

15 In one embodiment, the invention features a kit containing a siNA molecule of the 

invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a cell, tissue, or organism. In another embodiment, the invention 
features a kit containing more than one siNA molecule of the invention, which can be 
chemically-modified, that can be used to modulate the expression of more than one target 

20 gene in a cell, tissue, or organism. 

In one embodiment, the invention features a kit containing a siNA molecule of the 
invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a biological system. In another embodiment, the invention features a 
kit containing more than one siNA molecule of the invention, which can be chemically- 
25 modified, that can be used to modulate the expression of more than one target gene in a 
biological system. 

In one embodiment, the invention features a cell containing one or more siNA 
molecules of the invention, which can be chemically-modified. In another embodiment, 
the cell containing a siNA molecule of the invention is a mammalian cell. In yet another 
30 embodiment, the cell containing a siNA molecule of the invention is a human cell. 
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In one embodiment, the synthesis of a siNA molecule of the invention, which can 
be chemically-modified, comprises: (a) synthesis of two complementary strands of the 
siNA molecule; (b) annealing the two complementary strands together under conditions 
suitable to obtain a double-stranded siNA molecule. In another embodiment, synthesis of 
5 the two complementary strands of the siNA molecule is by solid phase oligonucleotide 
synthesis. In yet another embodiment, synthesis of the two complementary strands of the 
siNA molecule is by solid phase tandem oligonucleotide synthesis. 

In one embodiment, the invention features a method for synthesizing a siNA duplex 
molecule comprising: (a) synthesizing a first oligonucleotide sequence strand of the siNA 

10 molecule, wherein the first oligonucleotide sequence strand comprises a cleavable linker 
molecule that can be used as a scaffold for the synthesis of the second oligonucleotide 
sequence strand of the siNA; (b) synthesizing the second oligonucleotide sequence strand 
of siNA on the scaffold of the first oligonucleotide sequence strand, wherein the second 
oligonucleotide sequence strand further comprises a chemical moiety than can be used to 

15 purify the siNA duplex; (c) cleaving the linker molecule of (a) under conditions suitable 
for the two siNA oligonucleotide strands to hybridize and form a stable duplex; and (d) 
purifying the siNA duplex utilizing the chemical moiety of the second oligonucleotide 
sequence strand. In one embodiment, cleavage of the linker molecule in (c) above takes 
place during deprotection of the oligonucleotide, for example under hydrolysis conditions 

20 using an alkylamine base such as methylamine. In one embodiment, the method of 
synthesis comprises solid phase synthesis on a solid support such as controlled pore glass 
(CPG) or polystyrene, wherein the first sequence of (a) is synthesized on a cleavable 
linker, such as a succinyl linker, using the solid support as a scaffold. The cleavable 
linker in (a) used as a scaffold for synthesizing the second strand can comprise similar 

25 reactivity as the solid support derivatized linker, such that cleavage of the solid support 
derivatized linker and the cleavable linker of (a) takes place concomitantly. In another 
embodiment, the chemical moiety of (b) that can be used to isolate the attached 
oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group, 
which can be employed in a trityl-on synthesis strategy as described herein. In yet 

30 another embodiment, the chemical moiety, such as a dimethoxytrityl group, is removed 
during purification, for example, using acidic conditions. 
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In a further embodiment, the method for siNA synthesis is a solution phase 
synthesis or hybrid phase synthesis wherein both strands of the siNA duplex are 
synthesized in tandem using a cleavable linker attached to the first sequence which acts a 
scaffold for synthesis of the second sequence. Cleavage of the linker under conditions 
5 suitable for hybridization of the separate siNA sequence strands results in formation of 
the double-stranded siNA molecule. 

In another embodiment, the invention features a method for synthesizing a siNA 
duplex molecule comprising: (a) synthesizing one oligonucleotide sequence strand of the 
siNA molecule, wherein the sequence comprises a cleavable linker molecule that can be 

10 used as a scaffold for the synthesis of another oligonucleotide sequence; (b) synthesizing 
a second oligonucleotide sequence having complementarity to the first sequence strand on 
the scaffold of (a), wherein the second sequence comprises the other strand of the double- 
stranded siNA molecule and wherein the second sequence further comprises a chemical 
moiety than can be used to isolate the attached oligonucleotide sequence; (c) purifying the 

15 product of (b) utilizing the chemical moiety of the second oligonucleotide sequence 
strand under conditions suitable for isolating the full-length sequence comprising both 
siNA oligonucleotide strands connected by the cleavable linker and under conditions 
suitable for the two siNA oligonucleotide strands to hybridize and form a stable duplex. 
In one embodiment, cleavage of the linker molecule in (c) above takes place during 

20 deprotection of the oligonucleotide, for example under hydrolysis conditions. In another 
embodiment, cleavage of the linker molecule in (c) above takes place after deprotection 
of the oligonucleotide. In another embodiment, the method of synthesis comprises solid 
phase synthesis on a solid support such as controlled pore glass (CPG) or polystyrene, 
wherein the first sequence of (a) is synthesized on a cleavable linker, such as a succinyl 

25 linker, using the solid support as a scaffold. The cleavable linker in (a) used as a scaffold 
for synthesizing the second strand can comprise similar reactivity or differing reactivity 
as the solid support derivatized linker, such that cleavage of the solid support derivatized 
linker and the cleavable linker of (a) takes place either concomitantly or sequentially. In 
one embodiment, the chemical moiety of (b) that can be used to isolate the attached 

30 oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group. 

In another embodiment, the invention features a method for making a double- 
stranded siNA molecule in a single synthetic process comprising: (a) synthesizing an 
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oligonucleotide having a first and a second sequence, wherein the first sequence is 
complementary to the second sequence, and the first oligonucleotide sequence is linked to 
the second sequence via a cleavable linker, and wherein a terminal 5-protecting group, 
for example, a S'-O-dimethoxytrityl group (5'-0-DMT) remains on the oligonucleotide 
5 having the second sequence; (b) deprotecting the oligonucleotide whereby the 
deprotection results in the cleavage of the linker joining the two oligonucleotide 
sequences; and (c) purifying the product of (b) under conditions suitable for isolating the 
double-stranded siNA molecule, for example using a trityl-on synthesis strategy as 
described herein. 

10 In another embodiment, the method of synthesis of siNA molecules of the invention 

comprises the teachings of Scaringe et aL, US Patent Nos. 5,889,136; 6,008,400; and 
6,111 ,086, incorporated by reference herein in their entirety. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
15 modifications, for example, one or more chemical modifications having any of Formulae 
I-VH or any combination thereof that increases the nuclease resistance of the siNA 
construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased nuclease resistance comprising (a) introducing nucleotides 
20 having any of Formula I- VII or any combination thereof into a siNA molecule, and (b) 
assaying the siNA molecule of step (a) under conditions suitable for isolating siNA 
molecules having increased nuclease resistance. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
against a target gene, wherein the siNA construct comprises one or more chemical 
25 modifications described herein that modulates the binding affinity between the sense and 
antisense strands of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the sense and antisense strands of the 
siNA molecule comprising (a) introducing nucleotides having any of Formula I-VH or 
30 any combination thereof into a siNA molecule, and (b) assaying the siNA molecule of 
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step (a) under conditions suitable for isolating siNA molecules having increased binding 
affinity between the sense and antisense strands of the siNA molecule. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the binding affinity between the antisense 
strand of the siNA construct and a complementary target RNA sequence within a cell. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the binding affinity between the antisense 
strand of the siNA construct and a complementary target DNA sequence within a cell. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
molecule and a complementary target RNA sequence comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target RNA sequence. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
molecule and a complementary target DNA sequence comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target DNA sequence. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulate the polymerase activity of a cellular 
polymerase capable of generating additional endogenous siNA molecules having 
sequence homology to the chemically-modified siNA construct. 
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In another embodiment, the invention features a method for generating siNA 
molecules capable of mediating increased polymerase activity of a cellular polymerase 
capable of generating additional endogenous siNA molecules having sequence homology 
to a chemically-modified siNA molecule comprising (a) introducing nucleotides having 
5 any of Formula I- VII or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
capable of mediating increased polymerase activity of a cellular polymerase capable of 
generating additional endogenous siNA molecules having sequence homology to the 
chemically-modified siNA molecule. 

10 In one embodiment, the invention features chemically-modified siNA constructs 

that mediate RNAi in a cell or reconstituted system, wherein the chemical modifications 
do not significantly effect the interaction of siNA with a target RNA molecule, DNA 
molecule and/or proteins or other factors that are essential for RNAi in a manner that 
would decrease the efficacy of RNAi mediated by such siNA constructs. 

15 In another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity, comprising (a) introducing nucleotides having 
any of Formula I- VII or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
having improved RNAi activity. 

20 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a target RNA comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the target RNA. 

25 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a DNA target comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the DNA target, such as 

30 a gene, chromosome, or portion thereof. 
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In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the cellular uptake of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
5 molecules against a target gene with improved cellular uptake comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved cellular uptake. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
10 against a target gene, wherein the siNA construct comprises one or more chemical 
modifications described herein that increases the bioavailability of the siNA construct, for 
example, by attaching polymeric conjugates such as polyethyleneglycol or equivalent 
conjugates that improve the pharmacokinetics of the siNA construct, or by attaching 
conjugates that target specific tissue types or cell types in vivo. Non-limiting examples of 
15 such conjugates are described in Vargeese et al, U.S. Serial No. 10/201,394 incorporated 
by reference herein. 

In one embodiment, the invention features a method for generating siNA molecules 
of the invention with improved bioavailability, comprising (a) introducing a conjugate 
into the structure of a siNA molecule, and (b) assaying the siNA molecule of step (a) 

20 under conditions suitable for isolating siNA molecules having improved bioavailability. 
Such conjugates can include ligands for cellular receptors, such as peptides derived from 
naturally occurring protein ligands; protein localization sequences, including cellular ZIP 
code sequences; antibodies; nucleic acid aptamers; vitamins and other co-factors, such as 
folate and N-acetylgalactosamine; polymers, such as polyethyleneglycol (PEG); 

25 phospholipids; polyamines, such as spermine or spermidine; and others. 

In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing an 
excipient formulation to a siNA molecule, and (b) assaying the siNA molecule of step (a) 
under conditions suitable for isolating siNA molecules having improved bioavailability. 
30 Such excipients include polymers such as cyclodextrins, lipids, cationic lipids, 
polyamines, phospholipids, and others. 
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In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing 
nucleotides having any of Formulae I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved bioavailability. 

In another embodiment, polyethylene glycol (PEG) can be covalently attached to 
siNA compounds of the present invention. The attached PEG can be any molecular 
weight, preferably from about 2,000 to about 50,000 daltons (Da). 

The present invention can be used alone or as a component of a kit having at least 
one of the reagents necessary to carry out the in vitro or in vivo introduction of RNA to 
test samples and/or subjects. For example, preferred components of the kit include a 
siNA molecule of the invention and a vehicle that promotes introduction of the siNA into 
cells of interest as described herein (e.g., using lipids and other methods of transfection 
known in the art, see for example Beigelman et al, US 6,395,713). The kit can be used 
for target validation, such as in determining gene function and/or activity, or in drug 
optimization, and in drug discovery (see for example Usman et al., USSN 60/402,996). 
Such a kit can also include instructions to allow a user of the kit to practice the invention. 

The term "short interfering nucleic acid", "siNA", "short interfering RNA", 
"siRNA", "short interfering nucleic acid molecule", "short interfering oligonucleotide 
molecule", or "chemically-modified short interfering nucleic acid molecule" as used 
herein refers to any nucleic acid molecule capable of inhibiting or down regulating gene 
expression or viral replication, for example by mediating RNA interference "RNAi" or 
gene silencing in a sequence-specific manner; see for example Bass, 2001, Nature, 411, 
428-429; Elbashir et al, 2001, Nature, 411, 494-498; and Kreutzer et al., International 
PCT Publication No. WO 00/44895; Zernicka-Goetz et al, International PCT Publication 
No. WO 01/36646; Fire, International PCT Publication No. WO 99/32619; Plaetinck et 
al, International PCT Publication No. WO 00/01846; Mello and Fire, International PCT 
Publication No. WO 01/29058; Deschamps-Depaillette, International PCT Publication 
No. WO 99/07409; and Li et al, International PCT Publication No. WO 00/44914; 
Allshirq, 2002, Science, 297, 1818-1819; Volpe et al, 2002, Science, 297, 1833-1837; 
Jenuwein, 2002, Science, 297, 2215-2218; and Hall et al, 2002, Science, 297, 2232-2237; 
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Hutvagner and Zamore, 2002, Science, 297, 2056-60; McManus et al, 2002, UNA, 8, 
842-850; Reinhart et al, 2002, Gene & Dev., 16, 1616-1626; and Reinhart & Bartel, 
2002, Science, 297, 1831). Non limiting examples of siNA molecules of the invention are 
shown in Figures 4-6, and Tables n, ID, and IV herein. For example the siNA can be a 
5 double-stranded polynucleotide molecule comprising self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a target nucleic acid molecule or a portion 
thereof and the sense region having nucleotide sequence corresponding to the target 
nucleic acid sequence or a portion thereof. The siNA can be assembled from two separate 

10 oligonucleotides, where one strand is the sense strand and the other is the antisense 
strand, wherein the antisense and sense strands are self-complementary (i.e. each strand 
comprises nucleotide sequence that is complementary to nucleotide sequence in the other 
strand; such as where the antisense strand and sense strand form a duplex or double 
stranded structure, for example wherein the double stranded region is about 19 base 

15 pairs); the antisense strand comprises nucleotide sequence that is complementary to 
nucleotide sequence in a target nucleic acid molecule or a portion thereof and the sense 
strand comprises nucleotide sequence corresponding to the target nucleic acid sequence 
or a portion thereof Alternatively, the siNA is assembled from a single oligonucleotide, 
where the self-complementary sense and antisense regions of the siNA are linked by 

20 means of a nucleic acid based or non-nucleic acid-based linker(s). The siNA can be a 
polynucleotide with a hairpin secondary structure, having self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a separate target nucleic acid molecule or a 
portion thereof and the sense region having nucleotide sequence corresponding to the 

25 target nucleic acid sequence or a portion thereof. The siNA can be a circular single- 
stranded polynucleotide having two or more loop structures and a stem comprising self- 
complementary sense and antisense regions, wherein the antisense region comprises 
nucleotide sequence that is complementary to nucleotide sequence in a target nucleic acid 
molecule or a portion thereof and the sense region having nucleotide sequence 

30 corresponding to the target nucleic acid sequence or a portion thereof, and wherein the 
circular polynucleotide can be processed either in vivo or in vitro to generate an active 
siNA molecule capable of mediating RNAi. The siNA can also comprise a single 
stranded polynucleotide having nucleotide sequence complementary to nucleotide 
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sequence in a target nucleic acid molecule or a portion thereof (for example, where such 
siNA molecule does not require the presence within the siNA molecule of nucleotide 
sequence corresponding to the target nucleic acid sequence or a portion thereof), wherein 
the single stranded polynucleotide can further comprise a terminal phosphate group, such 
5 as a S'-phosphate (see for example Martinez et al, 2002, Cell, 110, 563-574 and 
Schwarz et aL 9 2002, Molecular Cell, 10, 537-568), or 5',3 '-diphosphate. In certain 
embodiment, the siNA molecule of the invention comprises separate sense and antisense 
sequences or regions, wherein the sense and antisense regions are covalently linked by 
nucleotide or non-nucleotide linkers molecules as is known in the art, or are alternately 
10 non-covalently linked by ionic interactions, hydrogen bonding, van der waals 
interactions, hydrophobic intercations, and/or stacking interactions. hi certain 
embodiments, the siNA molecules of the invention comprise nucleotide sequence that is 
complementary to nucleotide sequence of a target gene. In another embodiment, the 
siNA molecule of the invention interacts with nucleotide sequence of a target gene in a 
15 manner that causes inhibition of expression of the target gene. As used herein, siNA 
molecules need not be limited to those molecules containing only RNA, but further 
encompasses chemically-modified nucleotides and non-nucleotides. In certain 
embodiments, the short interfering nucleic acid molecules of the invention lack 2'- 
hydroxy (2'-OH) containing nucleotides. Applicant describes in certain embodiments 
20 short interfering nucleic acids that do not require the presence of nucleotides having a 2'- 
hydroxy group for mediating RNAi and as such, short interfering nucleic acid molecules 
of the invention optionally do not include any ribonucleotides (e.g., nucleotides having a 
2 , -OH group). Such siNA molecules that do not require the presence of ribonucleotides 
within the siNA molecule to support RNAi can however have an attached linker or linkers 
25 or other attached or associated groups, moieties, or chains containing one or more 
nucleotides with 2'-OH groups. Optionally, siNA molecules can comprise ribonucleotides 
at about 5, 10, 20, 30, 40, or 50% of the nucleotide positions. The modified short 
interfering nucleic acid molecules of the invention can also be referred to as short 
interfering modified oligonucleotides "siMON." As used herein, the term siNA is meant 
30 to be equivalent to other terms used to describe nucleic acid molecules that are capable of 
mediating sequence specific RNAi, for example short interfering RNA (siRNA), double- 
stranded RNA (dsRNA), micro-RNA (miRNA), short hairpin RNA (shRNA), short 
interfering oligonucleotide, short interfering nucleic acid, short interfering modified 
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oligonucleotide, chemically-modified siRNA, post-transcriptional gene silencing RNA 
(ptgsRNA), and others. In addition, as used herein, the term RNAi is meant to be 
equivalent to other terms used to describe sequence specific RNA interference, such as 
post transcriptional gene silencing, or epigenetics. For example, siNA molecules of the 
5 invention can be used to epigenetically silence genes at both the post-transcriptional level 
or the pre-transcriptional level. In a non-limiting example, epigenetic regulation of gene 
expression by siNA molecules of the invention can result from siNA mediated 
modification of chromatin structure to alter gene expression (see, for example, Allshire, 
2002, Science, 297, 1818-1819; Volpe et al, 2002, Science, 297, 1833-1837; Jenuwein, 
10 2002, Science, 297, 2215-2218; and Hall et al t 2002, Science, 297, 2232-2237). 

By "modulate" is meant that the expression of the gene, or level of RNA molecule 
or equivalent RNA molecules encoding one or more proteins or protein subunits, or 
activity of one or more proteins or protein subunits is up regulated or down regulated, 
such that expression, level, or activity is greater than or less than that observed in the 
15 absence of the modulator. For example, the term "modulate" can mean "inhibit," but the 
use of the word "modulate" is not limited to this definition. 

By "inhibit" it is meant that the activity of a gene expression product or level of 
RNAs or equivalent RNAs encoding one or more gene products is reduced below that 
observed in the absence of the nucleic acid molecule of the invention. In one 
20 embodiment, inhibition with a siNA molecule preferably is below that level observed in 
the presence of an inactive or attenuated molecule that is unable to mediate an RNAi 
response. In another embodiment, inhibition of gene expression with the siNA molecule 
of the instant invention is greater in the presence of the siNA molecule than in its 
absence. 

25 By "inhibit", "down-regulate", or 'Yeduce", it is meant that the expression of the 

gene, or level of RNA molecules or equivalent RNA molecules encoding one or more 
proteins or protein subunits, or activity of one or more proteins or protein subunits, is 
reduced below that observed in the absence of the nucleic acid molecules (e.g., siNA) of 
the invention. In one embodiment, inhibition, down-regulation or reduction with an siNA 

30 molecule is below that level observed in the presence of an inactive or attenuated 
molecule. In another embodiment, inhibition, down-regulation, or reduction with siNA 
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molecules is below that level observed in the presence of, for example, an siNA molecule 
with scrambled sequence or with mismatches. In another embodiment, inhibition, down- 
regulation, or reduction of gene expression with a nucleic acid molecule of the instant 
invention is greater in the presence of the nucleic acid molecule than in its absence. 

5 By "gene" or "target gene" is meant, a nucleic acid that encodes an RNA, for 

example, nucleic acid sequences including, but not limited to, structural genes encoding a 
polypeptide. The target gene can be a gene derived from a cell, an endogenous gene, a 
transgene, or exogenous genes such as genes of a pathogen, for example a virus, which is 
present in the cell after infection thereof. The cell containing the target gene can be 

10 derived from or contained in any organism, for example a plant, animal, protozoan, virus, 
bacterium, or fungus. Non-limiting examples of plants include monocots, dicots, or 
gymnosperms. Non-limiting examples of animals include vertebrates or invertebrates. 
Non-limiting examples of fungi include molds or yeasts. 

By "endogenous" or "cellular" gene is meant a gene normally found in a cell in its 
15 natural location in the genome. For example, HER-2, VEGF, VEGF-R, EGFR, BCL-2, c- 
MYC, RAS and the like would be considered an endogenous gene. Genes expressed in a 
cell from a plasmid, viral vector or other vectors or from virus, bacteria, fungi would be 
considered "foreign" or "heterologous" gene; such genes are not normally found in the 
host cell, but are introduced by standard gene transfer techniques or as a result of 
20 infection by a virus, bacterial or other infectious agent. 

By "gene family" is meant a group of more than one nucleic acid molecules that 
share at least one common characteristic, such as sequence homology, target specificity, 
mode of action, secondary structure, or the ability to modulate a process or more than one 
process in a biological system. The gene family can be of viral or cellular origin. The 
25 gene family can encode, for example, groups of cytokines, receptors, growth factors, 
adapter proteins, structural proteins, and other protein epitopes. 

By "protein family" is meant a group of more than one proteins, peptides, or 
polypeptides that share at least one common characteristic, such as sequence homology, 
target specificity, mode of action, secondary structure, or the ability to modulate a process 
30 or more than one process in a biological system. The protein family can be of viral or 
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cellular origin. The protein family can encode, for example, groups of cytokines, 
receptors, growth factors, adapter proteins, structural proteins, and other protein epitopes. 

By "highly conserved sequence region" is meant, a nucleotide sequence of one or 
more regions in a target gene does not vary significantly from one generation to the other 
5 or from one biological system to the other. 

By "cancer" is meant a group of diseases characterized by uncontrolled growth and 
spread of abnormal cells. 

By "sense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to an antisense region of the siNA molecule. In addition, the sense 
10 region of a siNA molecule can comprise a nucleic acid sequence having homology with a 
target nucleic acid sequence. 

By "antisense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to a target nucleic acid sequence. In addition, the antisense region of a 
siNA molecule can optionally comprise a nucleic acid sequence having complementarity 
15 to a sense region of the siNA molecule. 

By "target nucleic acid" is meant any nucleic acid sequence whose expression or 
activity is to be modulated. The target nucleic acid can be DNA or RNA. 

By "complementarity" is meant that a nucleic acid can form hydrogen bond(s) with 
another nucleic acid sequence by either traditional Watson-Crick or other non-traditional 

20 types. In reference to the nucleic molecules of the present invention, the binding free 
energy for a nucleic acid molecule with its complementary sequence is sufficient to allow 
the relevant function of the nucleic acid to proceed, e.g., RNAi activity. Determination of 
binding free energies for nucleic acid molecules is well known in the art (see, e.g., Turner 
etal, 1987, CSHSymp. Quant. Biol. LIIpp.123-133; Frier etal. 1986, Proc. Nat. Acad. 

25 ScL USA 83:9373-9377; Turner et al, 1987, J. Am. Chem. Soc. 109:3783-3785). A 
percent complementarity indicates the percentage of contiguous residues in a nucleic acid 
molecule that can form hydrogen bonds (e.g., Watson-Crick base pairing) with a second 
nucleic acid sequence (e.g., 5, 6, 7, 8, 9, 10 out of 10 being 50%, 60%, 70%, 80%, 90%, 
and 100% complementary). "Perfectly complementary" means that all the contiguous 
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residues of a nucleic acid sequence will hydrogen bond with the same number of 
contiguous residues in a second nucleic acid sequence. 

The siNA molecules of the invention represent a novel therapeutic approach to a 
broad spectrum of diseases and conditions, including cancer or cancerous disease, 
5 infectious disease, cardiovascular disease, neurological disease, prion disease, 
inflammatory disease, autoimmune disease, pulmonary disease, renal disease, liver 
disease, mitochondrial disease, endocrine disease, reproduction related diseases and 
conditions, and any other indications that can respond to the level of an expressed gene 
product in a cell or organsim. 

10 In one embodiment of the present invention, each sequence of a siNA molecule of 

the invention is independently about 18 to about 24 nucleotides in length, in specific 
embodiments about 18, 19, 20, 21, 22, 23, or 24 nucleotides in length. In another 
embodiment, the siNA duplexes of the invention independently comprise about 17 to 
about 23 base pairs (e.g., about 17, 18, 19, 20, 21, 22 or 23). In yet another embodiment, 

15 siNA molecules of the invention comprising hairpin or circular structures are about 35 to 
about 55 (e.g., about 35, 40, 45, 50 or 55) nucleotides in length, or about 38 to about 44 
(e.g., 38, 39, 40, 41, 42, 43 or 44) nucleotides in length and comprising about 16 to about 
22 (e.g., about 16, 17, 18, 19, 20, 21 or 22) base pairs. Exemplary siNA molecules of the 
invention are shown in Table II. Exemplary synthetic siNA molecules of the invention 

20 are shown in Table I and/or Figures 18-19. 

As used herein "cell" is used in its usual biological sense, and does not refer to an 
entire multicellular organism, e.g., specifically does not refer to a human. The cell can be 
present in an organism, e.g., birds, plants and mammals such as humans, cows, sheep, 
apes, monkeys, swine, dogs, and cats. The cell can be prokaryotic or eukaryotic (e.g., 
25 mammalian or plant cell). The cell can be of somatic or germ line origin, totipotent or 
pluripotent, dividing or non-dividing. The cell can also be derived from or can comprise 
a gamete or embryo, a stem cell, or a ftdly differentiated cell. 

The siNA molecules of the invention are added directly, or can be complexed with 
cationic lipids, packaged within liposomes, or otherwise delivered to target cells or 
30 tissues. The nucleic acid or nucleic acid complexes can be locally administered to 
relevant tissues ex vivo, or in vivo through injection, infusion pump or stent, with or 

59 



WO 03/074654 PCT/US03/05028 

without their incorporation in biopolymers. In particular embodiments, the nucleic acid 
molecules of the invention comprise sequences shown in Tables I-H and/or Figures 18- 
19. Examples of such nucleic acid molecules consist essentially of sequences defined in 
these tables and figures. Furthermore, the chemically modified constructs described in 
5 Table IV can be applied to any siNA sequence of the invention. 

In another aspect, the invention provides mammalian cells containing one or more 
siNA molecules of this invention. The one or more siNA molecules can independently be 
targeted to the same or different sites. 

By "RNA" is meant a molecule comprising at least one ribonucleotide residue. By 
10 "ribonucleotide" is meant a nucleotide with a hydroxyl group at the 2 1 position of a P-D- 
ribo-furanose moiety. The terms include double-stranded RNA, single-stranded RNA, 
v isolated RNA such as partially purified RNA, essentially pure RNA, synthetic RNA, 
recombinantly produced RNA, as well as altered RNA that differs from naturally 
occurring RNA by the addition, deletion, substitution and/or alteration of one or more 
15 nucleotides. Such alterations can include addition of non-nucleotide material, such as to 
the end(s) of the siNA or internally, for example at one or more nucleotides of the RNA. 
Nucleotides in the RNA molecules of the instant invention can also comprise non- 
standard nucleotides, such as non-naturally occurring nucleotides or chemically 
synthesized nucleotides or deoxynucleotides. These altered RNAs can be referred to as 
20 analogs or analogs of naturally-occurring RNA. 

By "subject" is meant an organism, which is a donor or recipient of explanted cells 
or the cells themselves. "Subject" also refers to an organism to which the nucleic acid 
molecules of the invention can be administered. In one embodiment, a subject is a 
mammal or mammalian cells. In another embodiment, a subject is a human or human 
25 cells. 

The term "phosphorothioate" as used herein refers to an internucleotide linkage 
having Formula I, wherein Z and/or W comprise a sulfur atom. Hence, the term 
phosphorothioate refers to both phosphorothioate and phosphorodithioate internucleotide 
linkages. 
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The term "universal base" as used herein refers to nucleotide base analogs that form 
base pairs with each of the natural DNA/RNA bases with little discrimination between 
them. Non-limiting examples of universal bases include C-phenyl, C-naphthyl and other 
aromatic derivatives, inosine, azole carboxamides, and nitroazole derivatives such as 3- 
5 nitropyrrole, 4-nitroindole, 5-nitroindole, and 6-nitroindole as known in the art (see for 
example Loakes, 2001, Nucleic Acids Research, 29, 2437-2447). 

The term "acyclic nucleotide" as used herein refers to any nucleotide having an 
acyclic ribose sugar, for example where any of the ribose carbons (CI, C2, C3, C4, or 
C5), are independently or in combination absent from the nucleotide. 

10 The nucleic acid molecules of the instant invention, individually, or in combination 

or in conjunction with other drugs, can be used to treat diseases or conditions discussed 
herein. For example, to treat a particular disease or condition, the siNA molecules can be 
administered to a subject or can be administered to other appropriate cells evident to those 
skilled in the art, individually or in combination with one or more drugs under conditions 

1 5 suitable for the treatment. 

In a further embodiment, the siNA molecules can be used in combination with other 
known treatments to treat conditions or diseases discussed above. For example, the 
described molecules could be used in combination with one or more known therapeutic 
agents to treat a disease or condition. Non-limiting examples of other therapeutic agents 
20 that can be readily combined with a siNA molecule of the invention are enzymatic nucleic 
acid molecules, allosteric nucleic acid molecules, antisense, decoy, or aptamer nucleic 
acid molecules, antibodies such as monoclonal antibodies, small molecules, and other 
organic and/or inorganic compounds including metals, salts and ions. 

In one embodiment, the invention features an expression vector comprising a 
25 nucleic acid sequence encoding at least one siNA molecule of the invention, in a manner 
which allows expression of the siNA molecule. For example, the vector can contain 
sequence(s) encoding both strands of a siNA molecule comprising a duplex. The vector 
can also contain sequence(s) encoding a single nucleic acid molecule that is self- 
complementary and thus forms a siNA molecule. Non-limiting examples of such 
30 expression vectors are described in Paul et al., 2002, Nature Biotechnology, 19, 505; 
Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee et al, 2002, Nature 
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Biotechnology, 19, 500; and Novina et al, 2002, Nature Medicine, advance online 
publication doi:10.1038/nm725. 

In another embodiment, the invention features a mammalian cell, for example, a 
human cell, including an expression vector of the invention. 

5 In yet another embodiment, the expression vector of the invention comprises a 

sequence for a siRNA molecule having complementarity to a RNA molecule referred to 
by a Genbank Accession number in Table HL 

In yet another embodiment, the expression vector of the invention comprises a 
sequence for a siNA molecule, having complementarity to a RNA molecule referred to by 
10 a Genbank Accession numbers, for example Genbank Accession Nos. shown in Table I. 

In one embodiment, an expression vector of the invention comprises a nucleic acid 
sequence encoding two or more siNA molecules, which can be the same or different. 

In another aspect of the invention, siRNA molecules that interact with target RNA 
molecules and down-regulate gene encoding target RNA molecules (for example target 

15 RNA molecules referred to by Genbank Accession number in Table HI) are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors 
can be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed 
based on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. 
The recombinant vectors capable of expressing the siNA molecules can be delivered as 

20 described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecules bind and down-regulate 
gene function or expression via RNA interference (RNAi). Delivery of siNA expressing 
vectors can be systemic, such as by intravenous or intramuscular administration, by 

25 administration to target cells ex-planted from a subject followed by reintroduction into the 
subject, or by any other means that would allow for introduction into the desired target 
cell. 

By "vectors" is meant any nucleic acid- and/or viral-based technique used to deliver 
a desired nucleic acid 
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Other features and advantages of the invention will be apparent from the following 
description of the preferred embodiments thereof and from the claims. 

BRIEF DESCRIPTION OF THE DRAWINGS 

Figure 1 shows a non-limiting example of a scheme for the synthesis of siNA 
5 molecules. The complementary siNA sequence strands, strand 1 and strand 2, are 
synthesized in tandem and are connected by a cleavable linkage, such as a nucleotide 
succinate or abasic succinate, which can be the same or different from the cleavable 
linker used for solid phase synthesis on a solid support. The synthesis can be either solid 
phase or solution phase, in the example shown, the synthesis is a solid phase synthesis. 
10 The synthesis is performed such that a protecting group, such as a dimethoxytrityl group, 
remains intact on the terminal nucleotide of the tandem oligonucleotide. Upon cleavage 
and deprotection of the oligonucleotide, the two siNA strands spontaneously hybridize to 
form a siNA duplex, which allows the purification of the duplex by utilizing the 
properties of the terminal protecting group, for example by applying a trityl on 
15 purification method wherein only duplexes/oligonucleotides with the terminal protecting 
group are isolated. 

Figure 2 shows a MALDI-TOV mass spectrum of a purified siNA duplex 
synthesized by a method of the invention. The two peaks shown correspond to the 
predicted mass of the separate siNA sequence strands. This result demonstrates that the 
20 siNA duplex generated from tandem synthesis can be purified as a single entity using a 
simple trityl-on purification methodology. 

Figure 3 shows the results of a stability assay used to determine the serum stability 
of chemically modified siNA constructs compared to a siNA control consisting of all 
RNA with 3'-TT termini. T 54 values are shown for duplex stability. 

25 Figure 4 shows the results of an RNAi activity screen of phosphorothioate 

modified siNA constructs using a luciferase reporter system. 

Figure 5 shows the results of an RNAi activity screen of phosphorothioate and 
universal base modified siNA constructs using a luciferase reporter system. 
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Figure 6 shows the results of an RNAi activity screen of 2 , -0-methyl modified 
siNA constructs using a luciferase reporter system. 

Figure 7 shows the results of an RNAi activity screen of 2'-0-methyl and T- 
deoxy-2'-fluoro modified siNA constructs using a luciferase reporter system. 

5 Figure 8 shows the results of an RNAi activity screen of a phosphorothioate 

modified siNA construct using a luciferase reporter system. 

Figure 9 shows the results of an RNAi activity screen of an inverted deoxyabasic 
modified siNA construct generated via tandem synthesis using a luciferase reporter 
system. 

10 Figure 10 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs including 3'-glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 

15 dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table L 

20 Figure 11 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3'-terminal 

25 dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 
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Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the lucif erase assay described herein at 1 nM and lOnM 
5 concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
10 are shown in Table I. In addition, the antisense strand alone (RPI 30430) and an inverted 
control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) was 
compared to the siNA duplexes described above. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

15 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

20 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. 

Figure 14 shows the results of an RNAi activity screen of chemically modifed 
25 siNA constructs including various 3'-terminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 
lOnM concentration using an all RNA siNA control (siGL2) having having S'-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
30 level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
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number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemistries 

5 compared to a fixed antisense strand chemistry. These chemically modified slNAs were 
compared in the luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having S'-terminal dithymidine (TT) and its 
corresponding inverted control Qnv siGL2). The background level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 

10 strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown in 
Table! 

Figure 16 shows the results of a siNA titration study wherein the RNAi activity of 
a phosphorothioate modified siNA construct is compared to that of a siNA construct 
15 consisting of all ribonucleotides except for two terminal thymidine residues using a 
luciferase reporter system. 

Figure 17 shows a non-limiting proposed mechanistic representation of target RNA 
degradation involved in RNAi. Double-stranded RNA (dsRNA), which is generated by 
RNA-dependent RNA polymerase (RdRP) from foreign single-stranded RNA, for 

20 example viral, transposon, or other exogenous RNA, activates the DICER enzyme that in 
turn generates siNA duplexes. Alternately, synthetic or expressed siNA can be 
introduced directely into a cell by appropriate means. An active siNA complex forms 
which recognizes a target RNA, resulting in degradation of the target RNA by the RISC 
endonuclease complex or in the synthesis of additional RNA by RNA-dependent RNA 

25 polymerase (RdRP), which can activate DICER and result in additional siNA molecules, 
thereby amplifying the RNAi response. 

Figure 18A-F shows non-limiting examples of chemically-modified siNA 
constructs of the present invention. In the figure, N stands for any nucleotide (adenosine, 
guanosine, cytosine, uridine, or optionally thymidine, for example thymidine can be 
30 substituted in the overhanging regions designated by parenthesis (N N). Various 
modifications are shown for the sense and antisense strands of the siNA constructs. 
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Figure 18A: The sense strand comprises 21 nucleotides having four 
phosphorothioate 5- and 3 ! -terminal internucleotide linkages, wherein the two terminal 3'- 
nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may be 
present are 2'-0-methyl or 2 , -deoxy-2*-fluoro modified nucleotides except for (N N) 

5 nucleotides, which can comprise ribonucleotides, deoxynucleotides, universal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3'-terminal glyceryl moiety and wherein the two terminal 
3 -nucleotides are optionally complementary to, the target RNA sequence, and having one 
3 f -terminal phosphorothioate internucleotide linkage and four S'-terminal 

10 phosphorothioate internucleotide linkages and wherein all pyrimidine nucleotides that 
may be present are 2 , -deoxy-2 f -fluoro modified nucleotides except for (N N) nucleotides, 
which can comprise ribonucleotides, deoxynucleotides, universal bases, or other chemical 
modifications described herein. 

Figure 18B: The sense strand comprises 21 nucleotides wherein the two terminal 
15 3 -nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may 
be present are 2 f -0-methyl or 2 f -deoxy-2 , -fluoro modified nucleotides except for (N N) 
nucleotides, which can comprise ribonucleotides, deoxynucleotides, universal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3 -terminal glyceryl moiety and wherein, the two terminal 
20 S'-nucleotides are optionally complementary to the target RNA sequence, and wherein all 
pyrimidine nucleotides that may be present are 2 ? -deoxy-2 f -fluoro modified nucleotides 
except for (N N) nucleotides, which can comprise ribonucleotides, deoxynucleotides, 
universal bases, or other chemical modifications described herein. 

Figure 18C: The sense strand comprises 21 nucleotides having 5 - and 3 - terminal 
25 cap moieties wherein the two terminal 3 -nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2-O-methyl or 2-deoxy-2 - 
fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. The antisense strand comprises 21 nucleotides, optionally having a 3- 
30 terminal glyceryl moiety and wherein the two terminal 3'-nucleotides are optionally 
complementary to the target RNA sequence, and having one 3 '-terminal phosphorothioate 
internucleotide linkage and wherein all pyrimidine nucleotides that may be present are 2- 
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deoxy-2-fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18D: The sense strand comprises 21 nucleotides having 5'- and 3 - terminal 
5 cap moieties wherein the two terminal 3 '-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2 f -deoxy-2-fluoro modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein and 
wherein and all purine nucleotides that may be present are 2-deoxy nucleotides. The 

10 antisense strand comprises 21 nucleotides, optionally having a 3'-terminal glyceryl moiety 
and wherein the two terminal 3'-nucleotides are optionally complementary to the target 
RNA sequence, and having one 3 f -terminal phosphorothioate internucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2-deoxy-2 t -fluoro modified 
nucleotides and all purine nucleotides that may be present are 2 f -0-methyl modified 

15 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. 

Figure 18E: The sense strand comprises 21 nucleotides having 5 - and 3 1 - terminal 
cap moieties wherein the two terminal 3 f -nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2 , -deoxy-2 t -fluoro modified 

20 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3-terminal glyceryl moiety 
and wherein the two terminal 3'-nucleotides are optionally complementary to the target 
RNA sequence, and wherein all pyrimidine nucleotides that may be present are 2 f -deoxy- 

25 2-fluoro modified nucleotides and all purine nucleotides that may be present are 2-0- 
methyl modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18F: The sense strand comprises 21 nucleotides having 5 - and 3 1 - terminal 
30 cap moieties wherein the two terminal 3 '-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2 f -deoxy-2 -fluoro modified 
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nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleo tides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3 -terminal glyceryl moiety 
and wherein the two terminal 3 f -nucleotides are optionally complementary to the target 
5 RNA sequence, and having one 3 -terminal phosphorothioate internucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2 f -deoxy-2 l -fluoro modified 
nucleotides and all purine nucleotides that may be present are 2 f -deoxy modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
10 antisense strand of constructs A-F comprise sequence complementary to target RNA 
sequence of the invention. 

Figure 19 shows non-limiting examples of specific chemically modified siNA 
sequences of the invention. A-F applies the chemical modifications described in Figure 
18 A-F to a representative siNA sequence targeting the EGFR (HER1). 

15 Figure 20 shows non-limiting examples of different siNA constructs of the 

invention. The examples shown (constructs 1, 2, and 3) have 19 representative base pairs, 
however, different embodiments of the invention include any number of base pairs 
described herein. Bracketed regions represent nucleotide overhangs, for example 
comprising between about 1, 2, 3, or 4 nucleotides in length, preferably about 2 

20 nucleotides. Constructs 1 and 2 can be used independently for RNAi activity. Construct 
2 can comprise a polynucleotide or non-nucleotide linker, which can optionally be 
designed as a biodegradable linker. In one embodiment, the loop structure shown in 
construct 2 can comprise a biodegradable linker that results in the formation of construct 
1 in vivo and/or in vitro. In another example, construct 3 can be used to generate 

25 construct 2 under the same principle wherein a linker is used to generate the active siNA 
construct 2 in vivo and/or in vitro, which can optionally utilize another biodegradable 
linker to generate the active siNA construct 1 in vivo and/or in vitro. As such, the 
stability and/or activity of the siNA constructs can be modulated based on the design of 
the siNA construct for use in vivo or in vitro and/or in vitro. 

30 Figure 21 is a diagrammatic representation of a method used to determine target 

sites for siNA mediated RNAi within a particular target nucleic acid sequence, such as 

69 



WO 03/074654 



PCT/US03/05028 



messenger RNA. (A) A pool of siNA oligonucleotides are synthesized wherein the 
antisense region of the siNA constructs has complementarity to target sites across the 
target nucleic acid sequence, and wherein the sense region comprises sequence 
complementary to the antisense region of the siNA. (B) The sequences are transfected 
5 into cells. (C) Cells are selected based on phenotypic change that is associated with 
modulation of the target nucleic acid sequence. (D) The siNA is isolated from the 
selected cells and is sequenced to identify efficacious target sites within the target nucleic 
acid sequence. 

Figure 22 shows non-limiting examples of different stabilization chemistries (1-10) 
10 that can be used, for example, to stabilize the 3'-end of siNA sequences of the invention, 
including (1) [3-3 ? ]-inverted deoxyribose; (2) deoxyribonucleotide; (3) [5 , -3 , ]-3'- 
deoxyribonucleotide; (4) [S'^-ribonucleotide; (5) [S^^-O-methyl ribonucleotide; (6) 
3'-glyceryl; (7) P'-S^S'-deoxyribonucleotide; (8) p'-S'J-deoxyribonucleotide; (9) [5'-2']- 
deoxyribonucleotide; and (10) [5-3']-dideoxyribonucleotide. In addition to modified and 
15 unmodified backbone chemistries indicated in the figure, these chemistries can be 
combined with different backbone modifications as described herein, for example, 
backbone modifications having Formula I In addition, the 2 f -deoxy nucleotide shown 5 1 
to the terminal modifications shown can be another modified or unmodified nucleotide or 
non-nucleotide described herein, for example modifications having any of Formulae I- VII 
20 or any combination thereof. 

Figure 23 shows a non-limiting example of siNA mediated inhibition of VEGF- 
induced angiogenesis using the rat corneal model of angiogenesis. siNA targeting site 
2340 of VEGFR1 RNA (shown as RPI No. sense strand/antisense strand) were compared 
to inverted controls (shown as RPI No. sense strand/antisense strand) at three different 
25 concentrations and compared to a VEGF control in which no siNA was administered. 

Figure 24 shows a non-limiting example of a strategy used to identify chemically 
modified siNA constructs of the invention that are nuclease resistance while preserving 
the ability to mediate RNAi activity. Chemical modifications are introduced into the 
siNA construct based on educated design parameters (e.g. introducing 2'-mofications, 
30 base modifications, backbone modifications, terminal cap modifications etc). The 
modified construct in tested in an appropriate system (e.g human serum for nuclease 
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resistance, shown, or an animal model for PK/delivery parameters). In parallel, the siNA 
construct is tested for RNAi activity, for example in a cell culture system such as a 
luciferase reporter assay). Lead siNA constructs are then identified which possess a 
particular characteristic while maintaining RNAi activity, and can be further modified and 
5 assayed once again. This same approach can be used to identify siNA-conjugate 
molecules with improved pharmacokinetic profiles, delivery, and RNAi activity. 

Figure 25 shows a non-limiting example of reduction of HER2 mRNA in A549 
cells mediated by RNA-based and chemically-modified siNAs that target HER2 mRNA 
sites 2344 and 3706. A549 cells were transfected with 4 ug/ml lipid complexed with 25 

10 nM unmodified siNA with a 3 '-terminal dithymidine cap (RPI#28266/28267) or a 
corresponding inverted control (RPI#28268/28269) for site 2344 and (RPI#28262/28263) 
and a corresponding inverted control (RPI 28264/28265) for site 3706. In addition, A549 
cells were transfected with 4 ug/ml lipid complexed with 25 nM modified siNA 
(RPI#30442/30443) and a corresponding matched control (RPI#30444/30445) for site 

15 2344 and (RPI#30438/30439) and a corresponding matched control (RPI 30440/30441) 
for site 3706. As shown in the figures, the modified and unmodified constructs targeting 
sites 2344 and 3706 all demonstrate significant inhibition of HER2 RNA expression. 

Figure 26 shows a non-limiting example of reduction of PKC-alpha mRNA in 
A549 cells mediated by chemically-modified siNAs that target PKC-alpha mRNA. A549 
20 cells were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen 
of siNA constructs comprising ribonucleotides and 3'-terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, all of 
the siNA constructs show significant reduction of PKC-alpha RNA expression. 

25 Figure 27 shows a non-limiting example of reduction of Myc (c-Myc) mRNA in 

293T cells mediated by chemically-modified siNAs that target c-Myc mRNA. 293T cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen of 
siNA constructs comprising ribonucleotides and 3 terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 

30 and cells transfected with lipid alone (transfection control). As shown in the figure, three 
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of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
show significant reduction of c-Myc RNA expression. 

Figure 28 shows a non-limiting example of reduction of BCL2 mRNA in A549 
cells mediated by chemically-modified siNAs that target BCL2 mRNA. A549 cells were 
5 transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA construct 
comprising ribonucleotides and 3 '-terminal dithymidine caps (RPI#30998/31074) was 
tested along with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro 
pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense 

10 strand comprises a 3'-terminal phosphorothioate internucleotide linkage 
(RPI#3 1368/3 1369), which was also compared to a matched chemistry inverted control 
(RPI#3 1370/3 1371) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine and 2'-deoxy-2'-fluoro purine nucleotides in which the sense strand of 
the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the 

15 antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
(RPI#3 1 372/3 1 373) which was also compared to a matched chemistry inverted control 
(RPK3 1374/3 1375). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, the 

20 siNA constructs show significant reduction of BCL2 RNA expression compared to 
scrambled, untreated, and transfection controls. 

Figure 29 shows a non-limiting example of reduction of CHK-1 mRNA in A549 
cells mediated by chemically-modified siNAs that target CHK-1 mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 

25 construct comprising ribonucleotides and 3 '-terminal dithymidine caps 
(RPI#3 1003/3 1079) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the 
siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and in which 
the antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 

30 (RPI#3 1 302/3 1 303), were compared to a matched chemistry inverted control 
(RPI#3 13 14/3 1325). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
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and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of CHK-1 RNA expression compared to 
appropriate controls. 

Figure 30 shows a non-limiting example of reduction of BACE mRNA in A549 
5 cells mediated by siNAs that target BACE mRNA. A549 cells were transfected with 0.25 
ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs comprising 
ribonucleotides and 3 '-terminal dithymidine caps was compared to untreated cells, 
scrambled siNA control constructs (Scraml and Scram2), and cells transfected with lipid 
alone (transfection control). As shown in the figure, all of the siNA constructs show 
1 0 significant reduction of BACE RNA expression. 

Figure 31 shows a non-limiting example of reduction of cyclin Dl mRNA in A549 
cells mediated by chemically-modified siNAs that target cyclin Dl mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3 '-terminal dithymidine caps 

15 (RPI#3 1009/3 1085) was compared to a chemically modified siNA construct comprising 
2'-deoxy-2'-fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
strand of the siNA is further modified with 5* and 3 '-terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3'-terminal phosphorothioate internucleotide linkage 
(RPI#31304/31305), which was also compared to a matched chemistry inverted control 

20 (RPW31316/31317). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of cyclin Dl RNA expression. 

Figure 32 shows a non-limiting example of reduction of PTP-1B mRNA in A549 
25 cells mediated by chemically-modified siNAs that target FTP-IB mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3'-terminal dithymidine caps 
(RPI#3 101 8/3 1307) was compared to a chemically modified siNA construct comprising 
2'-deoxy-2'-fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
30 strand of the siNA is further modified with 5' and V -terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3 5 -tennmal phosphorothioate internucleotide linkage 
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(RPK31306/31307), which was also compared to a matched chemistry inverted control 
(RPI#3 13 18/3 1319). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scram 1 and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of PTP-1B RNA expression. 

Figure 33 shows a non-limiting example of reduction of ERG2 mRNA in DLD1 
cells mediated by siNAs that target ERG2 mRNA. DLD1 cells were transfected with 
0.25 ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs 
comprising ribonucleotides and S'-terminal dithymidine caps was compared to untreated 
cells, scrambled siNA control constructs (Scraml and Scram2), and cells transfected with 
lipid alone (transfection control). As shown in the figure, all of the siNA constructs show 
significant reduction of ERG2 RNA expression. 

Figure 34 shows a non-limiting example of reduction of PCNA mRNA in A549 
cells mediated by chemically-modified siNAs that target PCNA mRNA. A549 cells were 
transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA construct 
comprising ribonucleotides and 3 '-terminal dithymidine caps (RPI#31035/31111) was 
compared to a chemically modified siNA construct comprising 2'-deoxy-2 , -fluoro 
pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense 
strand comprises a 3 terminal phosphorothioate internucleotide linkage 
(RPI#31310/31311), which was also compared to a matched chemistry inverted control 
(RPI#3 1322/3 1323). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of PCNA RNA expression. 

DETAILED DESCRIPTION OF THE INVENTION 

Mechanism of action of Nucleic Acid Molecules of the Invention 

The discussion that follows discusses the proposed mechanism of RNA interference 
mediated by short interfering RNA as is presently known, and is not meant to be limiting 
and is not an admission of prior art. Applicant demonstrates herein that chemically- 
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modified short interfering nucleic acids possess similar or improved capacity to mediate 
KNAi as do siRNA molecules and are expected to possess improved stability and activity 
in vivo; therefore, this discussion is not meant to be limiting only to siRNA and can be 
applied to siNA as a whole. By "improved capacity to mediate RNAi" or "improved 
RNAi activity* is meant to include RNAi activity measured in vitro and/or in vivo where 
the RNAi activity is a reflection of both the ability of the siNA to mediate RNAi and the 
stability of the siNAs of the invention. In this invention, the product of these activities 
can be increased in vitro and/or in vivo compared to an all RNA siRNA or a siNA 
containing a plurality of ribonucleotides. In some cases, the activity or stability of the 
siNA molecule can be decreased (i.e., less than ten-fold), but the overall activity of the 
siNA molecule is enhanced in vitro and/or in vivo, 

RNA interference refers to the process of sequence specific post-transcriptionai 
gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et al t 1998, 
Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fungi. The process of post-transcriptional gene silencing is thought to be an 
evolutionarily-conserved cellular defense mechanism used to prevent the expression of 
foreign genes which is commonly shared by diverse flora and phyla (Fire et ah, 1999, 
Trends Genet, 15, 358). Such protection from foreign gene expression may have evolved 
in response to the production of double-stranded RNAs (dsRNAs) derived from viral 
infection or the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA. The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
from the interferon response that results from dsRNA-mediated activation of protein 
kinase PKR and 2\ 5'-oligoadenylate synthetase resulting in non-specific cleavage of 
mRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease EI 
enzyme referred to as Dicer. Dicer is involved in the processing of the dsRNA into short 
pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et al, 2001, 
Nature, 409, 363). Short interfering RNAs derived from Dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes. Dicer has 
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also been implicated in the excision of 21- and 22-nucleotide small temporal RNAs 
(stRNAs) from precursor RNA of conserved structure that are implicated in translational 
control (Hutvagner et al, 2001, Science, 293, 834). The RNAi response also features an 
endonuclease complex containing a siRNA, commonly referred to as an RNA-induced 
5 silencing complex (RISC), which mediates cleavage of single-stranded RNA having 
sequence homologous to the siRNA. Cleavage of the target RNA takes place in the 
middle of the region complementary to the guide sequence of the siRNA duplex (Elbashir 
et al, 2001, Genes Dev., 15, 188). In addition, RNA interference can also involve small 
RNA (e.g., micro-RNA or miRNA) mediated gene silencing, presumably though cellular 

10 mechanisms that regulate chromatin structure and thereby prevent transcription of target 
gene sequences (see for example Allshire, 2002, Science, 297, 1818-1819; Volpe et al, 
2002, Science, 297, 1833-1837; Jenuwein, 2002, Science, 297, 2215-2218; and Hall et al, 
2002, Science, 297, 2232-2237). As such, siNA molecules of the invention can be used to 
mediate gene silencing via interaction with RNA transcripts or alternately by interaction 

1 5 with particular gene sequences, wherein such interaction results in gene silencing either at 
the transcriptional level or post-transcriptional level. 

RNAi has been studied in a variety of systems. Fire et al, 1998, Nature, 391, 806, 
were the first to observe RNAi in C. elegans. Wianny and Goetz, 1999, Nature Cell 
Biol, 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et al, 

20 2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
Elbashir et al, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21 -nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates has 
revealed certain requirements for siRNA length, structure, chemical composition, and 

25 sequence that are essential to mediate efficient RNAi activity. These studies have shown 
that 21 nucleotide siRNA duplexes are most active when containing two 2-nucleotide 3- 
terminal nucleotide overhangs. Furthermore, substitution of one or both siRNA strands 
with 2-deoxy or 2-O-methyl nucleotides abolishes RNAi activity, whereas substitution of 
3 ! -terminal siRNA nucleotides with deoxy nucleotides was shown to be tolerated. 

30 Mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 
target RNA is defined by the 5-end of the siRNA guide sequence rather than the 3-end 
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(Elbashir et ai, 2001, EMBO 1, 20, 6877). Other studies have indicated that a 5'- 
phosphate on the target-complementary strand of a siRNA duplex is required for siRNA 
activity and that ATP is utilized to maintain the 5'-phosphate moiety on the siRNA 
(Nykanen et al., 2001, Cell, 107, 309); however, siRNA molecules lacking a 5 ! -phosphate 
5 are active when introduced exogenously, suggesting that 5-phosphorylation of siRNA 
constructs may occur in vivo. 

Synthesis of Nucleic acid Molecules 

Synthesis of nucleic acids greater than 100 nucleotides in length is difficult using 
automated methods, and the therapeutic cost of such molecules is prohibitive. In this 

10 invention, small nucleic acid motifs "small" refers to nucleic acid motifs no more than 
100 nucleotides in length, preferably no more than 80 nucleotides in length, and most 
preferably no more than 50 nucleotides in length; e.g., individual siNA oligonucleotide 
sequences or siNA sequences synthesized in tandem) are preferably used for exogenous 
delivery. The simple structure of these molecules increases the ability of the nucleic acid 

15 to invade targeted regions of protein and/or RNA structure. Exemplary molecules of the 
instant invention are chemically synthesized, and others can similarly be synthesized. 

Oligonucleotides (e.g., certain modified oligonucleotides or portions of 
oligonucleotides lacking ribonucleotides) are synthesized using protocols known in the 
art, for example as described in Caruthers et al., 1992, Methods in Enzymology 211, 3-19, 

20 Thompson et al, International PCT Publication No. WO 99/54459, Wincott et al, 1995, 
Nucleic Acids Res. 23, 2677-2684, Wincott et al, 1997, Methods Mol. Bio., 74, 59, 
Brennan et al, 1998, Biotechnol Bioeng, 61, 33-45, and Brennan, U.S. Pat. No. 
6,001,31 1. All of these references are incorporated herein by reference. The synthesis of 
oligonucleotides makes use of common nucleic acid protecting and coupling groups, such 

25 as dimethoxytrityl at the 5 ! -end, and phosphoramidites at the 3'-end. In a non-limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 jimol scale protocol with a 2.5 min coupling step for 2-0- 
methylated nucleotides and a 45 sec coupling step for 2-deoxy nucleotides or 2-deoxy-2 ! - 
fluoro nucleotides. Table II outlines the amounts and the contact times of the reagents 

30 used in the synthesis cycle. Alternatively, syntheses at the 0.2 mnol scale can be 
performed on a 96-well plate synthesizer, such as the instrument produced by Protogene 
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(Palo Alto, CA) with minimal modification to the cycle. A 33-fold excess (60 nL of 0. 1 1 
M = 6.6 ^mol) of 2 , -0-methyl phosphoramidite and a 105-fold excess of S~ethyl tetrazole 
(60 \iL of 0.25 M = 15 ^mol) can be used in each coupling cycle of 2-O-methyl residues 
relative to polymer-bound 5-hydroxyl. A 22-fold excess (40 \xL of 0.11 M = 4.4 jimol) 
5 of deoxy phosphoramidite and a 70-fold excess of S-ethyl tetrazole (40 \iL of 0.25 M = 
10 jimol) can be used in each coupling cycle of deoxy residues relative to polymer-bound 
5 f -hydroxyl. Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, 
determined by colorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 

10 include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 
capping is performed with 16% TV-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-lutidine in THF (ABI); and.oxidation solution is 16.9 mM I 2 > 49 mM 
pyridine, 9% water in THF (PERSEPTIVE™). Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 

15 acetonitrile) is made up from the solid obtained from American International Chemical, 
Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one 1,1-dioxide, 0.05 M in acetonitrile) is used. 

Deprotection of the DNA-based oligonucleotides is performed as follows: the 
polymer-bound trityl-on oligoribonucleotide is transferred to a 4 mL glass screw top vial 
20 and suspended in a solution of 40% aq. methylamine (1 mL) at 65 °C for 10 min. After 
cooling to -20 °C, the supernatant is removed from the polymer support. The support is 
washed three times with 1.0 mL of EtOH:MeCN:H20/3:l:l, vortexed and the supernatant 
is then added to the first supernatant. The combined supernatants, containing the 
oligoribonucleotide, are dried to a white powder. 

25 The method of synthesis used for RNA including certain siNA molecules of the 

invention follows the procedure as described in Usman et al, 1987, /. Am. Chern. Soc, 
109, 7845; Scaringe et al, 1990, Nucleic Acids Res., 18, 5433; and Wincott et al, 1995, 
Nucleic Acids Res. 23, 2677-2684 Wincott et al, 1997, Methods Mol Bio., 74, 59, and 
makes use of common nucleic acid protecting and coupling groups, such as 

30 dimethoxytrityl at the 5 r -end, and phosphoramidites at the 3-end. In a non-limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 fimol scale protocol with a 7.5 min coupling step for alkylsilyl 
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protected nucleotides and a 2.5 min coupling step for 2 ! -0-methylated nucleotides. Table 
II outlines the amounts and the contact times of the reagents used in the synthesis cycle. 
Alternatively, syntheses at the 0.2 ^imol scale can be done on a 96-well plate synthesizer, 
such as the instrument produced by Protogene (Palo Alto, CA) with minimal modification 
5 to the cycle. A 33-fold excess (60 \iL of 0.11 M = 6.6 jimol) of 2 , -0-methyl 
phosphoramidite and a 75-fold excess of S-ethyl tetrazole (60 ^iL of 0.25 M = 15 jimol) 
can be used in each coupling cycle of 2 -O-methyl residues relative to polymer-bound 5 1 - 
hydroxyl. A 66-fold excess (120 \xL of 0.1 1 M = 13.2 nmol) of alkylsilyl (ribo) protected 
phosphoramidite and a 1 50-fold excess of S-ethyl tetrazole (120 \iL of 0.25 M = 30 jimol) 

10 can be used in each coupling cycle of ribo residues relative to polymer-bound 5 1 - 
hydroxyl. Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, 
determined by colorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 
include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 

15 capping is performed with .16% N-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-lutidine in THF (ABI); oxidation solution is 16.9 mM I2, 49 mM 
pyridine, 9% water in THF (PERSEPTIVE™). Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 
acetonitrile) is made up from the solid obtained from American International Chemical, 

20 Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one l,l-dioxide0.05 M in acetonitrile) is used. 

Deprotection of the RNA is performed using either a two-pot or one-pot protocol. 
For the two-pot protocol, the polymer-bound trityl-on oligoribonucleotide is transferred to 
a 4 mL glass screw top vial and suspended in a solution of 40% aq. methylamine (1 mL) 

25 at 65 °C for 10 min. After cooling to -20 °C, the supernatant is removed from the 
polymer support. The support is washed three times with 1.0 mL of 
EtOH:MeCN:H20/3:l:l, vortexed and the supernatant is then added to the first 
supernatant. The combined supernatants, containing the oligoribonucleotide, are dried to 
a white powder. The base deprotected oligoribonucleotide is resuspended in anhydrous 

30 TEA/HF/NMP solution (300 fiL of a solution of 1 .5 mL N-methylpyrroUdinone, 750 \xL 
TEA and 1 mL TEA-3HF to provide a 1.4 M HF concentration) and heated to 65 °C. 
After 1.5 h, the oligomer is quenched with 1 .5 M NH4HCO3. 
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Alternatively, for the one-pot protocol, the polymer-bound trityl-on 
oligoribonucleotide is transferred to a 4 mL glass screw top vial and suspended in a 
solution of 33% ethanolic methylamine/DMSO: 1/1 (0.8 mL) at 65 °C for 15 min The 
vial is brought to rt. TEA-3HF (0.1 mL) is added and the vial is heated at 65 °C for 15 
min. The sample is cooled at -20 °C and then quenched with 1.5 M NH4HCO3. 

For purification of the trityl-on oligomers, the quenched NI^HCC^ solution is 
loaded onto a C-18 containing cartridge that had been prewashed with acetonitrile 
followed by 50 mM TEAA. After washing the loaded cartridge with water, the RNA is 
detritylated with 0.5% TFA for 13 min. The cartridge is then washed again with water, 
salt exchanged with 1 M NaCl and washed with water again. The oligonucleotide is then 
eluted with 30% acetonitrile. 

The average stepwise coupling yields are typically >98% (Wincott et al, 1995 
Nucleic Acids Res. 23, 2677-2684). Those of ordinary skill in the art will recognize that 
the scale of synthesis can be adapted to be larger or smaller than the example described 
above including but not limited to 96-well format. 

Alternatively, the nucleic acid molecules of the present invention can be 
synthesized separately and joined together post-synthetically, for example, by ligation 
(Moore et al, 1992, Science 256, 9923; Draper et al, International PCT publication No. 
WO 93/23569; Shabarova et al, 1991, Nucleic Acids Research 19, 4247; Bellon et al, 
1997, Nucleosides & Nucleotides, 16, 951; Bellon et al, 1997, Bioconjugate Chem. 8, 
204), or by hybridization following synthesis and/or deprotection. 

The siNA molecules of the invention can also be synthesized via a tandem synthesis 
methodology as described in Example 1 herein, wherein both siNA strands are 
synthesized as a single contiguous oligonucleotide fragment or strand separated by a 
cleavable linker which is subsequently cleaved to provide separate siNA fragments or 
strands that hybridize and permit purification of the siNA duplex. The linker can be a 
polynucleotide linker or a non-nucleotide linker. The tandem synthesis of siNA as 
described herein can be readily adapted to both multiwell/multiplate synthesis platforms 
such as 96 well or similarly larger multi-well platfonns. The tandem synthesis of siNA as 
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described herein can also be readily adapted to large scale synthesis platforms employing 
batch reactors, synthesis columns and the like. 

A siNA molecule can also be assembled from two distinct nucleic acid strands or 
fragments wherein one fragment includes the sense region and the second fragment 
includes the antisense region of the RNA molecule. 

The nucleic acid molecules of the present invention can be modified extensively to 
enhance stability by modification with nuclease resistant groups, for example, 2'-amino, 
2'-C-allyl, 2 , -fluoro, 2 f -0-methyl, 2 , -H (for a review see Usman and Cedergren, 1992, 
TIBS 17, 34; Usman et al, 1994, Nucleic Acids Symp. Ser. 31, 163). siNA constructs can 
be purified by gel electrophoresis using general methods or can be purified by high 
pressure liquid chromatography (HPLC; see Wincott et al, supra, the totality of which is 
hereby incorporated herein by reference) and re-suspended in water. 

In another aspect of the invention, siNA molecules of the invention are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors can 
be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed based 
on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. The 
recombinant vectors capable of expressing the siNA molecules can be delivered as 
described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. 

Optimizing Activity of the nucleic acid molecule of the invention. 

Chemically synthesizing nucleic acid molecules with modifications (base, sugar 
and/or phosphate) can prevent their degradation by serum ribonucleases, which can 
increase their potency (see e.g., Eckstein et al, International Publication No. WO 
92/07065; Perrault et al, 1990 Nature 344, 565; Pieken et al, 1991, Science 253, 314; 
Usman and Cedergren, 1992, Trends in Biochem. ScL 17, 334; Usman et al, International 
Publication No. WO 93/15187; and Rossi et al, International Publication No. WO 
91/03162; Sproat, U.S. Pat. No. 5,334,711; Gold et al, U.S. Pat. No. 6,300,074; and 
Burgin et al, supra; all of which are incorporated by reference herein). All of the above 
references describe various chemical modifications that can be made to the base, 
phosphate and/or sugar moieties of the nucleic acid molecules described herein. 
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Modifications that enhance their efficacy in cells, and removal of bases from nucleic acid 
molecules to shorten oligonucleotide synthesis times and reduce chemical requirements 
are desired. 

There are several examples in the art describing sugar, base and phosphate 
5 modifications that can be introduced into nucleic acid molecules with significant 
enhancement in their nuclease stability and efficacy. For example, oligonucleotides are 
modified to enhance stability and/or enhance biological activity by modification with 
nuclease resistant groups, for example, 2-amino, 2-C-allyl, 2-fluoro, 2 f -0-methyl, 2'-0- 
allyl, 2'-H, nucleotide base modifications (for a review see Usman and Cedergren, 1992, 

10 TIBS, 17, 34; Usman et al, 1994, Nucleic Acids Symp. Ser. 31, 163; Burgin et al, 1996, 
Biochemistry, 35, 14090). Sugar modification of nucleic acid molecules have been 
extensively described in the art (see Eckstein et al, International Publication PCT No. 
WO 92/07065; Perrault et al Nature, 1990, 344, 565-568; Pieken et al Science, 1991, 
253, 314-317; Usman and Cedergren, Trends in Biochem. Set , 1992, 17, 334-339; 

15 Usman et al International Publication PCT No. WO 93/15187; Sproat, U.S. Pat. No. 
5,334,711 and Beigelman et al, 1995, J. Biol Chem., 270, 25702; Beigelman et al, 
International PCT publication No. WO 97/26270; Beigelman et al, U.S. Pat. No. 
5,716,824; Usman et al, U.S. Pat. No. 5,627,053; Woolf et al, International PCT 
Publication No. WO 98/13526; Thompson et al, USSN 60/082,404 which was filed on 

20 April 20, 1998; Karpeisky et al, 1998, Tetrahedron Lett., 39, 1131; Earnshaw and Gait, 
1998, Biopolymers (Nucleic Acid Sciences), 48, 39-55; Verma and Eckstein, 1998, Annu. 
Rev. Biochem,, 67, 99-134; andBurlina et al, 1997, Bioorg. Med. Chem., 5, 1999-2010; 
all of the references are hereby incorporated in their totality by reference herein). Such 
publications describe general methods and strategies to determine the location of 

25 incorporation of sugar, base and/or phosphate modifications and the like into nucleic acid 
molecules without modulating catalysis, and are incorporated by reference herein. In 
view of such teachings, similar modifications can be used as described herein to modify 
the siNA nucleic acid molecules of the instant invention so long as the ability of siNA to 
promote RNAi is cells is not significantly inhibited. 

30 While chemical modification of oligonucleotide internucleotide linkages with 

phosphorothioate, phosphorodithioate, and/or 5'-methylphosphonate linkages improves 
stability, excessive modifications can cause some toxicity or decreased activity. 
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Therefore, when designing nucleic acid molecules, the amount of these internucleotide 
linkages should be minimized. The reduction in the concentration of these linkages 
should lower toxicity, resulting in increased efficacy and higher specificity of these 
molecules. 

Short interfering nucleic acid (siNA) molecules having chemical modifications that 
maintain or enhance activity are provided. Such a nucleic acid is also generally more 
resistant to nucleases than an unmodified nucleic acid. Accordingly, the in vitro and/or in 
vivo activity should not be significantly lowered. In cases in which modulation is the 
goal, therapeutic nucleic acid molecules delivered exogenously should optimally be stable 
within cells until translation of the target RNA has been modulated long enough to reduce 
the levels of the undesirable protein. This period of time varies between hours to days 
depending upon the disease state. Improvements in the chemical synthesis of RNA and 
DNA (Wincott et aL, 1995, Nucleic Acids Res. 23, 2677; Caruthers et al, 1992, Methods 
in Enzymology 21 1,3-19 (incorporated by reference herein)) have expanded the ability to 
modify nucleic acid molecules by introducing nucleotide modifications to enhance their 
nuclease stability, as described above. 

In one embodiment, nucleic acid molecules of the invention include one or more 
{e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) G-clamp nucleotides. A G-clamp 
nucleotide is a modified cytosine analog wherein the modifications confer the ability to 
hydrogen bond both Watson-Crick and Hoogsteen faces of a complementary guanine 
within a duplex, see for example Lin and Matteucci, 1998, J. Am. Chem. Soc. t 120, 8531- 
8532. A single G-clamp analog substitution within an oligonucleotide can result in 
substantially enhanced helical thermal stability and mismatch discrimination when 
hybridized to complementary oligonucleotides. The inclusion of such nucleotides in 
nucleic acid molecules of the invention results in both enhanced affinity and specificity to 
nucleic acid targets, complementary sequences, or template strands. In another 
embodiment, nucleic acid molecules of the invention include one or more (e.g., about 1, 
2, 3, 4, 5, 6, 7, 8, 9, 10, or more) LNA "locked nucleic acid" nucleotides such as a 2 f , 4'-C 
methylene bicyclo nucleotide (see for example Wengel et aL, International PCT 
Publication No. WO 00/66604 and WO 99/14226). 
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In another embodiment, the invention features conjugates and/or complexes of 
siNA molecules of the invention. Such conjugates and/or complexes can be used to 
facilitate delivery of siNA molecules into a biological system, such as a cell. The 
conjugates and complexes provided by the instant invention can impart therapeutic 
5 activity by transferring therapeutic compounds across cellular membranes, altering the 
pharmacokinetics, and/or modulating the localization of nucleic acid molecules of the 
invention. The present invention encompasses the design and synthesis of novel 
conjugates and complexes for the delivery of molecules, including, but not limited to, 
small molecules, lipids, phospholipids, nucleosides, nucleotides, nucleic acids, antibodies, 

10 toxins, negatively charged polymers and other polymers, for example proteins, peptides, 
hormones, carbohydrates, polyethylene glycols, or polyamines, across cellular 
membranes. In general, the transporters described are designed to be used either 
individually or as part of a multi-component system, with or without degradable linkers. 
These compounds are expected to improve delivery and/or localization of nucleic acid 

15 molecules of the invention into a number of cell types originating from different tissues, 
in the presence or absence of serum (see Sullenger and Cech, U.S. Pat. No. 5,854,038). 
Conjugates of the molecules described herein can be attached to biologically active 
molecules via linkers that are biodegradable, such as biodegradable nucleic acid linker 
molecules. 

20 The term "biodegradable linker" as used herein, refers to a nucleic acid or non- 

nucleic acid linker molecule that is designed as a biodegradable linker to connect one 
molecule to another molecule, for example, a biologically active molecule to a siNA 
molecule of the invention or the sense and antisense strands of a siNA molecule of the 
invention. The biodegradable linker is designed such that its stability can be modulated 

25 for a particular purpose, such as delivery to a particular tissue or cell type. The stability 
of a nucleic acid-based biodegradable linker molecule can be modulated by using various 
chemistries, for example combinations of ribonucleotides, deoxyribonucleotides, and 
chemically-modified nucleotides, such as 2'-0-methyl, 2'-fluoro, 2 , -amino, 2'-0-amino, 
2'-C-aUyL 2'-0-aliyl, and other 2 , -modified or base modified nucleotides. The 

30 biodegradable nucleic acid linker molecule can be a dimer, trimer, tetramer or longer 
nucleic acid molecule, for example, an oligonucleotide of about 2, 3, 4, 5, 6, 7, 8, 9, 10, 
11, 12, 13, 14, 15, 16, 17, 18, 19, or 20 nucleotides in length, or can comprise a single 
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nucleotide with a phosphorus-based linkage, for example, a phosphoramidate or 
phosphodiester linkage. The biodegradable nucleic acid linker molecule can also 
comprise nucleic acid backbone, nucleic acid sugar, or nucleic acid base modifications. 

The term biodegradable" as used herein, refers to degradation in a biological 
5 system, for example enzymatic degradation or chemical degradation. 

The term biologically active molecule" as used herein, refers to compounds or 
molecules that are capable of eliciting or modifying a biological response in a system. 
Non-limiting examples of biologically active siNA molecules either alone or in 
combination with other molecules contemplated by the instant invention include 

10 therapeutically active molecules such as antibodies, hormones, antivirals, peptides, 
proteins, chemotherapeutics, small molecules, vitamins, co-factors, nucleosides, 
nucleotides, oligonucleotides, enzymatic nucleic acids, antisense nucleic acids, triplex 
forming oligonucleotides, 2,5-A chimeras, siNA, dsRNA, allozymes, aptamers, decoys 
and analogs thereof. Biologically active molecules of the invention also include 

15 molecules capable of modulating the pharmacokinetics and/or pharmacodynamics of 
other biologically active molecules, for example, lipids and polymers such as polyamines, 
polyamides, polyethylene glycol and other polyethers. 

The term "phospholipid" as used herein, refers to a hydrophobic molecule 
comprising at least one phosphorus group. For example, a phospholipid can comprise a 
20 phosphorus-containing group and saturated or unsaturated alkyl group, optionally 
substituted with OH, COOH, oxo, amine, or substituted or unsubstituted aryl groups. 

Therapeutic nucleic acid molecules (e.g., siNA molecules) delivered exogenously 
optimally are stable within cells until reverse transcription of the RNA has been 
modulated long enough to reduce the levels of the RNA transcript. The nucleic acid 
25 molecules are resistant to nucleases in order to function as effective intracellular 
therapeutic agents. Improvements in the chemical synthesis of nucleic acid molecules 
described in the instant invention and in the art have expanded the ability to modify 
nucleic acid molecules by introducing nucleotide modifications to enhance their nuclease 
stability as described above. 
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In yet another embodiment, siNA molecules having chemical modifications that 
maintain or enhance enzymatic activity of proteins involved in RNAi are provided. Such 
nucleic acids are also generally more resistant to nucleases than unmodified nucleic acids. 
Thus, in vitro and/or in vivo the activity should not be significantly lowered. 

5 Use of the nucleic acid-based molecules of the invention will lead to better 

treatment of the disease progression by affording the possibility of combination therapies 
(e.g., multiple siNA molecules targeted to different genes; nucleic acid molecules coupled 
with known small molecule modulators; or intermittent treatment with combinations of 
molecules, including different motifs and/or other chemical or biological molecules). The 
10 treatment of subjects with siNA molecules can also include combinations of different 
types of nucleic acid molecules, such as enzymatic nucleic acid molecules (ribozymes), 
allozymes, antisense, 2,5-A oligoadenylate, decoys, and aptamers. 

In another aspect a siNA molecule of the invention comprises one or more 5' and/or 
a 3 - cap structure, for example on only the sense siNA strand, the antisense siNA strand, 
15 or both siNA strands. 

By "cap structure" is meant chemical modifications, which have been incorporated 
at either terminus of the oligonucleotid<eT(see, for example, Adamic et ah, U.S. Pat. No. 
5,998,203, incorporated by reference herein). These terminal modifications protect the 
nucleic acid molecule from exonuclease degradation, and may help in delivery and/or 

20 localization within a cell. The cap may be present at the 5-terminus (5'-cap) or at the 3- 
terminal (3 -cap) or may be present on both termini. In non-limiting examples, the 5-cap 
is selected from the group consisting of glyceryl, inverted deoxy abasic residue (moiety); 
4',5-methylene nucleotide; l-(beta-D-erythrofuranosyl) nucleotide, 4 f -thio nucleotide; 
carbocyclic nucleotide; 1,5-anhydrohexitol nucleotide; L-nucleotides; alpha-nucleotides; 

25 modified base nucleotide; phosphorodithioate linkage; r/ireo-pentofuranosyl nucleotide; 
acyclic 3',4 f -seco nucleotide; acyclic 3,4-dihydroxybutyl nucleotide; acyclic 3,5- 
dihydroxypentyl nucleotide, S-S-inverted nucleotide moiety; 3'-3-inverted abasic 
moiety; 3 f -2'-inverted nucleotide moiety; 3-2-inverted abasic moiety; 1,4-butanediol 
phosphate; 3 f -phosphoramidate; hexylphosphate; aminohexyl phosphate; 3 -phosphate; 3- 

30 phosphorothioate; phosphorodithioate; or bridging or non-bridging methylphosphonate 
moiety. 
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In non-limiting examples, the 3 '-cap is selected from the group consisting of 
glyceryl, inverted deoxy abasic residue (moiety), 4 f ,5 f -methylene nucleotide; l-(beta-D- 
erythrofuranosyl) nucleotide; 4-thio nucleotide, carbocyclic nucleotide; 5-amino-alkyl 
phosphate; l,3-diamino-2-propyl phosphate; 3-aminopropyl phosphate; 6-aminohexyl 
5 phosphate; 1,2-aminododecyl phosphate; hydroxypropyl phosphate; 1,5-anhydrohexitol 
nucleotide; L-nucleotide; alpha-nucleotide; modified base nucleotide; phosphorodithioate; 
//jreo-pentofiiranosyl nucleotide; acyclic 3',4'-seco nucleotide; 3,4-dihydroxybutyl 
nucleotide; 3,5-dihydroxypentyl nucleotide, 5-5 f -inverted nucleotide moiety; 5-5 1 - 
inverted abasic moiety; 5 f -phosphoramidate; 5 f -phosphorothioate; 1,4-butanediol 
10 phosphate; 5-amino; bridging and/or non-bridging 5 ! -phosphoramidate, phosphorothioate 
and/or phosphorodithioate, bridging or non bridging methylphosphonate and 5'-mercapto 
moieties (for more details see Beaucage and Iyer, 1993, Tetrahedron 49, 1925; 
incorporated by reference herein). 

By the term "non-nucleotide" is meant any group or compound which can be 
15 incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound is abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine and therefore lacks a base at the 1-position. 

An "alky!" group refers to a saturated aliphatic hydrocarbon, including straight- 
chain, branched-chain, and cyclic alkyl groups. Preferably, the alkyl group has 1 to 12 
carbons. More preferably, it is a lower alkyl of from 1 to 7 carbons, more preferably 1 to 
4 carbons. The alkyl group can be substituted or unsubstituted. When substituted the 
substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, NO2 or N(CH3)2, 
amino, or SH. The term also includes alkenyl groups that are unsaturated hydrocarbon 
groups containing at least one carbon-carbon double bond, including straight-chain, 
branched-chain, and cyclic groups. Preferably, the alkenyl group has 1 to 12 carbons. 
More preferably, it is a lower alkenyl of from 1 to 7 carbons, more preferably 1 to 4 
carbons. The alkenyl group may be substituted or unsubstituted. When substituted the 
substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, NO2, halogen, 
N(CH3)2, amino, or SH. The term "alkyl" also includes alkynyl groups that have an 
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unsaturated hydrocarbon group containing at least one carbon-carbon triple bond, 
including straight-chain, branched-chain, and cyclic groups. Preferably, the alkynyl 
group has 1 to 12 carbons. More preferably, it is a lower alkynyl of from 1 to 7 carbons, 
more preferably 1 to 4 carbons. The alkynyl group may be substituted or unsubstituted. 
When substituted the substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, 
N02 or N(CH3)2, amino or SH. 

Such alkyl groups can also include aryl, alkylaryl, carbocyclic aryl, heterocyclic 
aryl, amide and ester groups. An "aryl" group refers to an aromatic group that has at least 
one ring having a conjugated pi electron system and includes carbocyclic aryl, 
heterocyclic aryl and biaryl groups, all of which may be optionally substituted. The 
preferred substituent(s) of aryl groups are halogen, trihalomethyl, hydroxyl, SH, OH, 
cyano, alkoxy, alkyl, alkenyl, alkynyl, and amino groups. An "alkylaryl" group refers to 
an alkyl group (as described above) covalently joined to an aryl group (as described 
above). Carbocyclic aryl groups are groups wherein the ring atoms on the aromatic ring 
are all carbon atoms. The carbon atoms are optionally substituted. Heterocyclic aryl 
groups are groups having from 1 to 3 heteroatoms as ring atoms in the aromatic ring and 
the remainder of the ring atoms are carbon atoms. Suitable heteroatoms include oxygen, 
sulfur, and nitrogen, and include furanyl, thienyl, pyridyl, pyrrolyl, N-lower alkyl pyrrolo, 
pyrimidyl, pyrazinyl, imidazolyl and the like, all optionally substituted. An "amide" 
refers to an -C(0)-NH-R, where R is either alkyl, aryl, alkylaryl or hydrogen. An "ester" 
refers to an -C(0)-OR', where R is either alkyl, aryl, alkylaryl or hydrogen. 

By "nucleotide" as used herein is as recognized in the art to include natural bases 
(standard), and modified bases well known in the art. Such bases are generally located at 
the r position of a nucleotide sugar moiety. Nucleotides generally comprise a base, sugar 
and a phosphate group. The nucleotides can be unmodified or modified at the sugar, 
phosphate and/or base moiety, (also referred to interchangeably as nucleotide analogs, 
modified nucleotides, non-natural nucleotides, non-standard nucleotides and other; see, 
for example, Usman and McSwiggen, supra; Eckstein et aL, International PCT 
Publication No. WO 92/07065; Usman et al t International PCT Publication No. WO 
93/15187; Uhlman & Peyman, supra, all are hereby incorporated by reference herein). 
There are several examples of modified nucleic acid bases known in the art as 
summarized by Limbach et ai t 1994, Nucleic Acids Res. 22, 2183. Some of the non- 
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l i miting examples of base modifications that can be introduced into nucleic acid 
molecules include, inosine, purine, pyridin-4-one, pyridin-2-one, phenyl, pseudouracil, 2, 
4, 6-trimethoxy benzene, 3-methyl uracil, dihydrouridine, naphthyl, aminophenyl, 
5-alkylcytidines (e.g., 5-methylcytidine), 5-alkyluridines (e.g., ribothymidine), 
5 5-halouridine (e.g., 5-bromouridine) or 6-azapyrimidines or 6-alkylpyrimidines (e.g. 6- 
methyluridine), propyne, and others (Burgin et al, 1996, Biochemistry, 35, 14090; 
Uhlman & Peyman, supra). By "modified bases" in this aspect is meant nucleotide bases 
other than adenine, guanine, cytosine and uracil at V position or their equivalents. 

In one embodiment, the invention features modified siNA molecules, with 
10 phosphate backbone modifications comprising one or more phosphorothioate, 
phosphorodithioate, methylphosphonate, phosphotriester, morpholino, amidate 
carbamate, carboxymethyl, acetamidate, polyamide, sulfonate, sulfonamide, sulfamate, 
formacetal, thioformacetal, and/or alkylsilyl, substitutions. For a review of 
oligonucleotide backbone modifications, see Hunziker and Leumann, 1995, Nucleic Acid 
15 Analogues: Synthesis and Properties, in Modern Synthetic Methods, VCH, 331-417, and 
Mesmaeker et al, 1994, Novel Backbone Replacements for Oligonucleotides, in 
Carbohydrate Modifications in Antisense Research, ACS, 24-39. 

By "abasic" is meant sugar moieties lacking a base or having other chemical groups 
in place of a base at the V position, see for example Adamic et al, U.S. Pat. No. 
20 5,998,203. 

By "unmodified nucleoside" is meant one of the bases adenine, cytosine, guanine, 
thymine, or uracil joined to the r carbon of p-D-ribo-furanose. 

By "modified nucleoside" is meant any nucleotide base which contains a 
modification in the chemical structure of an unmodified nucleotide base, sugar and/or 
25 phosphate. Non-limiting examples of modified nucleotides are shown by Formulae I- VII 
and/or other modifications described herein. 

In connection with 2 ! -modified nucleotides as described for the present invention, 
by "amino" is meant 2 I -NH 2 or 2'-0- NH 2 , which can be modified or unmodified. Such 
modified groups are described, for example, in Eckstein et al, U.S. Pat. No. 5,672,695 
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and Matulic-Adamic et aL. U.S. Pat. No. 6,248,878, which are both incorporated by 
reference in their entireties. 

Various modifications to nucleic acid siNA structure can be made to enhance the 
utility of these molecules. Such modifications will enhance shelf-life, half-life in vitro, 
stability, and ease of introduction of such oligonucleotides to the target site, e.g., to 
enhance penetration of cellular membranes, and confer the ability to recognize and bind 
to targeted cells. 

Administration of Nucleic Acid Molecules 

A siNA molecule of the invention can be adapted for use to treat any disease, 
infection or condition associated with gene expression, and other indications that can 
respond to the level of gene product in a cell or tissue, alone or in combination with other 
therapies. For example, a siNA molecule can comprise a delivery vehicle, including 
liposomes, for administration to a subject, carriers and diluents and their salts, and/or can 
be present in pharmaceutical^ acceptable formulations. Methods for the delivery of 
nucleic acid molecules are described in Akhtar et aL, 1992, Trends Cell Bio., 2, 139; 
Delivery Strategies for Antisense Oligonucleotide TIterapeutics, ed. Akhtar, 1995, Maurer 
et aL, 1999, Mol Membr. Biol., 16, 129-140; Hofland and Huang, 1999, Handb. Exp. 
Pharmacol., 137, 165-192; and Lee et aL, 2000, ACS Symp. Ser., 752, 184-192, all of 
which are incorporated herein by reference. Beigelman et aL, U.S. Pat. No. 6,395,713 
and Sullivan et aL, PCT WO 94/02595 further describe the general methods for delivery 
of nucleic acid molecules. These protocols can be utilized for the delivery of virtually 
any nucleic acid molecule. Nucleic acid molecules can be administered to cells by a 
variety of methods known to those of skill in the art, including, but not restricted to, 
encapsulation in liposomes, by iontophoresis, or by incorporation into other vehicles, 
such as hydrogels, cyclodextrins (see for example Gonzalez et aL, 1999, Bioconjugate 
Chem., 10, 1068-1074), biodegradable nanocapsules, and bioadhesive microspheres, or 
by proteinaceous vectors (O'Hare and Normand, International PCT Publication No. WO 
00/53722). Alternatively, the nucleic acid/vehicle combination is locally delivered by 
direct injection or by use of an in&sion pump. Direct injection of the nucleic acid 
molecules of the invention, whether subcutaneous, intramuscular, or intradermal, can take 
place using standard needle and syringe methodologies, or by needle-free technologies 
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such as those described in Conry et al, 1999, Clin. Cancer Res., 5, 2330-2337 and Barry 
et al, International PCT Publication No. WO 99/31262. Many examples in the art 
describe CNS delivery methods of oligonucleotides by osmotic pump, (see Chun et al, 
1998, Neuroscience Letters, 257, 135-138, D'Aldin et al, 1998, Mol. Brain Research, 55, 
151-164, Dryden et al, 1998, J. Endocrinol, 157, 169-175, Ghirnikar et al, 1998, 
Neuroscience Letters, 247, 21-24) or direct infusion (Broaddus et al, 1997, Neurosurg. 
Focus, 3, article 4). Other routes of delivery include, but are not limited to oral (tablet or 
pill form) and/or intrathecal delivery (Gold, 1997, Neuroscience, 76, 1153-1158). More 
detailed descriptions of nucleic acid delivery and administration are provided in Sullivan 
et al, supra, Draper et al, PCT W093/23569, Beigelman et al, PCT WO99/05094, and 
Klimuk et al, PCT WO99/04819 all of which have been incorporated by reference 
herein. The molecules of the instant invention can be used as pharmaceutical agents. 
Pharmaceutical agents prevent, modulate the occurrence, or treat (alleviate a symptom to 
some extent, preferably all of the symptoms) of a disease state in a subject. 

In addition, the invention features the use of methods to deliver the nucleic acid 
molecules of the instant invention to hematopoietic cells, including monocytes and 
lymphocytes. These methods are described in detail by Hartmann et al, 1998, /. 
Phamacol Exp. Ther. t 285(2), 920-928; Kronenwett et al, 1998, Blood, 91(3), 852-862; 
Filion and Phillips, 1997, Biochim. Biophys. Acta., 1329(2), 345-356; Ma and Wei, 1996, 
Leuk Res., 20(11/12), 925-930; and Bongartz et al, 1994, Nucleic Acids Research, 
22(22), 4681-8. Such methods, as described above, include the use of free 
oligonucleitide, cationic lipid formulations, liposome formulations including pH sensitive 
liposomes and immunoliposomes, and bioconjugates including oligonucleotides 
conjugated to fusogenic peptides, for the transfection of hematopoietic cells with 
oligonucleotides. 

Thus, the invention features a pharmaceutical composition comprising one or more 
nucleic acid(s) of the invention in an acceptable carrier, such as a stabilizer, buffer, and 
the like. The polynucleotides of the invention can be administered {e.g., RNA, DNA or 
protein) and introduced into a subject by any standard means, with or without stabilizers, 
buffers, and the like, to form a pharmaceutical composition. When it is desired to use a 
liposome delivery mechanism, standard protocols for formation of liposomes can be 
followed. The compositions of the present invention can also be formulated and used as 
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tablets, capsules or elixirs for oral administration, suppositories for rectal administration, 
sterile solutions, suspensions for injectable administration, and the other compositions 
known in the art. 

The present invention also includes pharmaceutical^ acceptable formulations of the 
5 compounds described. These formulations include salts of the above compounds, e.g., 
acid addition salts, for example, salts of hydrochloric, hydrobromic, acetic acid, and 
benzene sulfonic acid 

A pharmacological composition or formulation refers to a composition or 
formulation in a form suitable for administration, e.g., systemic administration, into a cell 

10 or subject, including for example a human. Suitable forms, in part, depend upon the use 
or the route of entry, for example oral, transdermal, or by injection. Such forms should 
not prevent the composition or formulation from reaching a target cell (i.e., a cell to 
which the negatively charged nucleic acid is desirable for delivery). For example, 
pharmacological compositions injected into the blood stream should be soluble. Other 

15 factors are known in the art, and include considerations such as toxicity and forms that 
prevent the composition or formulation from exerting its effect. 

By "systemic administration" is meant in vivo systemic absorption or accumulation 
of drugs in the blood stream followed by distribution throughout the entire body. 
Administration routes that lead to systemic absorption include, without limitation: 

20 intravenous, subcutaneous, intraperitoneal, inhalation, oral, intrapulmonary and 
intramuscular. Each of these administration routes exposes the siNA molecules of the 
invention to an accessible diseased tissue. The rate of entry of a drug into the circulation 
has been shown to be a function of molecular weight or size. The use of a liposome or 
other drug carrier comprising the compounds of the instant invention can potentially 

25 localize the drug, for example, in certain tissue types, such as the tissues of the reticular 
endothelial system (RES). A liposome formulation that can facilitate the association of 
drug with the surface of cells, such as, lymphocytes and macrophages is also useful. This 
approach can provide enhanced delivery of the drug to target cells by taking advantage of 
the specificity of macrophage and lymphocyte immune recognition of abnormal cells, 

30 such as cells producing excess MDR. 
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By "pharmaceutically acceptable formulation" is meant, a composition or 
formulation that allows for the effective distribution of the nucleic acid molecules of the 
instant invention in the physical location most suitable for their desired activity. Non- 
limiting examples of agents suitable for formulation with the nucleic acid molecules of 
the instant invention include: P-glycoprotein inhibitors (such as Pluronic P85), which can 
enhance entry of drugs into the CNS (Jolliet-Riant and Tillement, 1999, Fundam. Clin. 
Pharmacol, 13, 16-26); biodegradable polymers, such as poly (DL-lactide-coglycolide) 
microspheres for sustained release delivery after intracerebral implantation (Emerich, DF 
et al, 1999, Cell Transplant, 8, 47-58) (Alkennes, Inc. Cambridge, MA); and loaded 
nanoparticles, such as those made of polybutylcyanoacrylate, which can deliver drugs 
across the blood brain barrier and can alter neuronal uptake mechanisms (Prog 
Neuropsychopharmacol Biol Psychiatry, 23, 941-949, 1999). Other non-limiting 
examples of delivery strategies for the nucleic acid molecules of the instant invention 
include material described in Boado et al t 1998, J. Pharm. Set, 87, 1308-1315; Tyler et 
al f 1999, FEBSLett., 421, 280-284; Pardridge et al, 1995, PNAS USA, 92, 5592-5596; 
Boado, 1995, Adv. Drug Delivery Rev., 15, 73-107; Aldrian-Herrada et al, 1998, Nucleic 
AcidsRes., 26, 4910-4916; and Tyler etal, 1999, PNAS USA., 96, 7053-7058. 

The invention also features the use of the composition comprising surface-modified 
liposomes containing poly (ethylene glycol) lipids (PEG-modified, or long-circulating 
liposomes or stealth liposomes). These formulations offer a method for increasing the 
accumulation of drugs in target tissues. This class of drug carriers resists opsonization 
and elimination by the mononuclear phagocytic system (MPS or RES), thereby enabling 
longer blood circulation times and enhanced tissue exposure for the encapsulated drug 
(Lasic et al Chem. Rev. 1995, 95, 2601-2627; Ishiwata et al, Chem. Pham. Bull 1995, 
43, 1005-1011). Such liposomes have been shown to accumulate selectively in tumors, 
presumably by extravasation and capture in the neovascularized target tissues (Lasic et 
al, Science 1995, 267, 1275-1276; Oku et al, 1995, Biochim. Biophys. Acta, 1238, 86- 
90). The long-circulating liposomes enhance the pharmacokinetics and 
pharmacodynamics of DNA and RNA, particularly compared to conventional cationic 
liposomes which are known to accumulate in tissues of the MPS (Liu et al, J. Biol 
Chan. 1995, 42, 24864-24870; Choi et al, International PCT Publication No. WO 
96/10391; Ansell et al. International PCT Publication No. WO 96/10390; Holland et al. 
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International PCT Publication No. WO 96/10392). Long-circulating liposomes are also 
likely to protect drugs from nuclease degradation to a greater extent compared to cationic 
liposomes, based on their ability to avoid accumulation in metabolically aggressive MPS 
tissues such as the liver and spleen. 

The present invention also includes compositions prepared for storage or 
administration that include a pharmaceutically effective amount of the desired compounds 
in a pharmaceutically acceptable carrier or diluent. Acceptable carriers or diluents for 
therapeutic use are well known in the pharmaceutical art, and are described, for example, 
in Remington's Pharmaceutical Sciences, Mack Publishing Co. (A.R. Gennaro edit. 
1985), hereby incorporated by reference herein. For example, preservatives, stabilizers, 
dyes and flavoring agents can be provided. These include sodium benzoate, sorbic acid 
and esters of /?-hydroxybenzoic acid. In addition, antioxidants and suspending agents can 
be used. 

A pharmaceutically effective dose is that dose required to prevent, inhibit the 
occurrence, or treat (alleviate a symptom to some extent, preferably all of the symptoms) 
of a disease state. The pharmaceutically effective dose depends on the type of disease, 
the composition used, the route of administration, the type of mammal being treated, the 
physical characteristics of the specific mammal under consideration, concurrent 
medication, and other factors that those skilled in the medical arts will recognize. 
Generally, an amount between 0.1 mg/kg and 100 mg/kg body weight/day of active 
ingredients is administered dependent upon potency of the negatively charged polymer. 

The nucleic acid molecules of the invention and formulations thereof can be 
administered orally, topically, parenterally, by inhalation or spray, or rectally in dosage 
unit formulations containing conventional non-toxic pharmaceutically acceptable carriers, 
adjuvants and/or vehicles. The term parenteral as used herein includes percutaneous, 
subcutaneous, intravascular (<?.£., intravenous), intramuscular, or intrathecal injection or 
infusion techniques and the like. In addition, there is provided a pharmaceutical 
formulation comprising a nucleic acid molecule of the invention and a pharmaceutically 
acceptable carrier. One or more nucleic acid molecules of the invention can be present in 
association with one or more non-toxic pharmaceutically acceptable carriers and/or 
diluents and/or adjuvants, and if desired other active ingredients. The pharmaceutical 
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compositions containing nucleic acid molecules of the invention can be in a form suitable 
for oral use, for example, as tablets, troches, lozenges, aqueous or oily suspensions, 
dispersible powders or granules, emulsion, hard or soft capsules, or syrups or elixirs. 

Compositions intended for oral use can be prepared according to any method 
5 known to the art for the manufacture of pharmaceutical compositions and such 
compositions can contain one or more such sweetening agents, flavoring agents, coloring 
agents or preservative agents in order to provide pharmaceutically elegant and palatable 
preparations. Tablets contain the active ingredient in admixture with non-toxic 
pharmaceutically acceptable excipients that are suitable for the manufacture of tablets. 

10 These excipients can be, for example, inert diluents; such as calcium carbonate, sodium 
carbonate, lactose, calcium phosphate or sodium phosphate; granulating and 
disintegrating agents, for example, corn starch, or alginic acid; binding agents, for 
example starch, gelatin or acacia; and lubricating agents, for example magnesium 
stearate, stearic acid or talc. The tablets can be uncoated or they can be coated by known 

15 techniques. In some cases such coatings can be prepared by known techniques to delay 
disintegration and absorption in the gastrointestinal tract and thereby provide a sustained 
action over a longer period. For example, a time delay material such as glyceryl 
monosterate or glyceryl distearate can be employed. 

Formulations for oral use can also be presented as hard gelatin capsules wherein the 
20 active ingredient is mixed with an inert solid diluent, for example, calcium carbonate, 
calcium phosphate or kaolin, or as soft gelatin capsules wherein the active ingredient is 
mixed with water or an oil medium, for example peanut oil, liquid paraffin or olive oil. 

Aqueous suspensions contain the active materials in a mixture with excipients 
suitable for the manufacture of aqueous suspensions. Such excipients are suspending 

25 agents, for example sodium carboxymethylcellulose, methylcellulose, hydropropyl- 
methylcellulose, sodium alginate, polyvinylpyrrolidone, gum tragacanth and gum acacia; 
dispersing or wetting agents can be a naturally-occurring phosphatide, for example, 
lecithin, or condensation products of an alkylene oxide with fatty acids, for example 
polyoxyethylene stearate, or condensation products of ethylene oxide with long chain 

30 aliphatic alcohols, for example heptadecaethyleneoxycetanol, or condensation products of 
ethylene oxide with partial esters derived from fatty acids and a hexitol such as 
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polyoxyethylene soibitol monooleate, or condensation products of ethylene oxide with 
partial esters derived from fatty acids and hexitol anhydrides, for example polyethylene 
sorbitan monooleate. The aqueous suspensions can also contain one or more 
preservatives, for example ethyl, or n-propyl p-hydroxybenzoate, one or more coloring 
5 agents, one or more flavoring agents, and one or more sweetening agents, such as sucrose 
or saccharin. 

Oily suspensions can be formulated by suspending the active ingredients in a 
vegetable oil, for example arachis oil, olive oil, sesame oil or coconut oil, or in a mineral 
oil such as liquid paraffin. The oily suspensions can contain a thickening agent, for 
10 example beeswax, hard paraffin or cetyl alcohol. Sweetening agents and flavoring agents 
can be added to provide palatable oral preparations. These compositions can be preserved 
by the addition of an anti-oxidant such as ascorbic acid 

Dispersible powders and granules suitable for preparation of an aqueous suspension 
by the addition of water provide the active ingredient in admixture with a dispersing or 
15 wetting agent, suspending agent and one or more preservatives. Suitable dispersing or 
wetting agents or suspending agents are exemplified by those already mentioned above. 
Additional excipients, for example sweetening, flavoring and coloring agents, can also be 
present. 

Pharmaceutical compositions of the invention can also be in the form of oil-in- 
20 water emulsions. The oily phase can be a vegetable oil or a mineral oil or mixtures of 
these. Suitable emulsifying agents can be naturally-occxirring gums, for example gum 
acacia or gum tragacanth, naturally-occurring phosphatides, for example soy bean, 
lecithin, and esters or partial esters derived from fatty acids and hexitol, anhydrides, for 
example sorbitan monooleate, and condensation products of the said partial esters with 
25 ethylene oxide, for example polyoxyethylene sorbitan monooleate. The emulsions can 
also contain sweetening and flavoring agents. 

Syrups and elixirs can be formulated with sweetening agents, for example glycerol, 
propylene glycol, sorbitol, glucose or sucrose. Such formulations can also contain a 
demulcent, a preservative and flavoring and coloring agents. The pharmaceutical 
30 compositions can be in the form of a sterile injectable aqueous or oleaginous suspension. 
This suspension can be formulated according to the known art using those suitable 
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dispersing or wetting agents and suspending agents that have been mentioned above. The 
sterile injectable preparation can also be a sterile injectable solution or suspension in a 
non-toxic parentally acceptable diluent or solvent, for example as a solution in 1,3- 
butanediol. Among the acceptable vehicles and solvents that can be employed are water, 
5 Ringer's solution and isotonic sodium chloride solution. In addition, sterile, fixed oils are 
conventionally employed as a solvent or suspending medium. For this purpose, any bland 
fixed oil can be employed including synthetic mono-or diglycerides. In addition, fatty 
acids such as oleic acid find use in the preparation of injectables. 

The nucleic acid molecules of the invention can also be administered in the form of 
10 suppositories, e.g., for rectal a(iministration of the drug. These compositions can be 
prepared by mixing the drug with a suitable non-irritating excipient that is solid at 
ordinary temperatures but liquid at the rectal temperature and will therefore melt in the 
rectum to release the drug. Such materials include cocoa butter and polyethylene glycols. 

Nucleic acid molecules of the invention can be administered parenterally in a sterile 
15 medium. The drug, depending on the vehicle and concentration used, can either be 
suspended or dissolved in the vehicle. Advantageously, adjuvants such as local 
anesthetics, preservatives and buffering agents can be dissolved in the vehicle. 

Dosage levels of the order of from about 0.1 mg to about 140 mg per kilogram of 
body weight per day are useful in the treatment of the above-indicated conditions (about 
0.5 mg to about 7 g per subject per day). The amount of active ingredient that can be 
combined with the carrier materials to produce a single dosage form varies depending 
upon the host treated and the particular mode of administration. Dosage unit forms 
generally contain between from about 1 mg to about 500 mg of an active ingredient. 

It is understood that the specific dose level for any particular subject depends upon 
a variety of factors including the activity of the specific compound employed, the age, 
body weight, general health, sex, diet, time of administration, route of administration, and 
rate of excretion, drug combination and the severity of the particular disease undergoing 
therapy. 

For administration to non-human animals, the composition can also be added to the 
animal feed or drinking water. It can be convenient to formulate the animal feed and 
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drinking water compositions so that the animal takes in a therapeutically appropriate 
quantity of the composition along with its diet. It can also be convenient to present the 
composition as a premix for addition to the feed or drinking water. 

The nucleic acid molecules of the present invention can also be administered to a 
5 subject in combination with other therapeutic compounds to increase the overall 
therapeutic effect. The use of multiple compounds to treat an indication can increase the 
beneficial effects while reducing the presence of side effects. 

In one embodiment, the invention comprises compositions suitable for 
administering nucleic acid molecules of the invention to specific cell types. For example, 

10. the asialoglycoprotein receptor (ASGPr) (Wu and Wu, 1987, /. Biol Chem. 262, 4429- 
4432) is unique to hepatocytes and binds branched galactose-terminal glycoproteins, such 
as asialoorosomucoid (ASOR). In another example, the folate receptor is overexpressed 
in many cancer cells. Binding of such glycoproteins, synthetic glycoconjugates, or 
folates to the receptor takes place with an affinity that strongly depends on the degree of 

15 branching of the oligosaccharide chain, for example, triatennary structures are bound with 
greater affinity than biatenarry or monoatennary chains (Baenziger and Fiete, 1980, Cell, 
22, 611-620; Connolly et al, 1982, /. Biol Chem., 257, 939-945). Lee and Lee, 1987, 
Glycoconjugate J., 4, 317-328, obtained this high specificity through the use of N-acetyl- 
D-galactosamine as the carbohydrate moiety, which has higher affinity for the receptor, 

20 compared to galactose. This "clustering effect" has also been described for the binding 
and uptake of mannosyl-terminating glycoproteins or glycoconjugates (Ponpipom et al, 
1981, J. Med Chem., 24, 1388-1395). The use of galactose, galactosamine, or folate 
based conjugates to transport exogenous compounds across cell membranes can provide a 
targeted delivery approach to, for example, the treatment of liver disease, cancers of the 

25 liver, or other cancers. The use of bioconjugates can also provide a reduction in the 
required dose of therapeutic compounds required for treatment. Furthermore, therapeutic 
bioavialability, pharmacodynamics, and pharmacokinetic parameters can be modulated 
through the use of nucleic acid bioconjugates of the invention. Non-limiting examples of 
such bioconjugates are described in Vargeese et al, USSN 10/201,394, filed August 13, 

30 2001; and Matulic-Adamic et al, USSN 60/362,016, filed March 6, 2002. 
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Alternatively, certain siNA molecules of the instant invention can be expressed 
within cells from eukaryotic promoters (e.g., Izant and Weintraub, 1985, Science, 229, 
345; McGarry and Lindquist, 1986, Proc. Natl. Acad. Sci., USA 83, 399; Scanlon et al., 

1991, Proc. Natl. Acad. Set. USA,S8, 10591-5; Kashani-Sabet er a/., 1992, AntisenseR J. 
Dev., 2, 3-15; Dropulic et al, 1992, J. Virol, 66, 1432-41; Weerasinghe et aL, 1991, J. 
Virol., 65, 5531-4; Ojwang et al., 1992, Proc. Natl. Acad. Sci. USA, 89, 10802-6; Chen 
etal, 1992, Nucleic Acids Res., 20,4581-9; Sarvere/a/., 1990 Science, 247, 1222-1225; 
Thompson* al, 1995, Nucleic Acids Res., 23, 2259; Good etal, 1997, Gene Therapy, 4, 
45. Those skilled in the art realize that any nucleic acid can be expressed in eukaryotic' 
cells from the appropriate DNA/RNA vector. The activity of such nucleic acids can be 
augmented by their release from the primary transcript by a enzymatic nucleic acid 
(Draper et al, PCT WO 93/23569, and Sullivan et al, PCT WO 94/02595; Ohkawa et al, 

1992, Nucleic Acids Symp.Ser., 27, 15-6; Tmzetal, \99\,Nucleic Acids Res., 19,5125- 
30; Ventura et al, 1993, Nucleic Acids Res., 21, 3249-55; Chowrira et al, 1994, J. Biol 

15 Chem., 269, 25856. 

In another aspect of the invention, RNA molecules of the present invention can be 
expressed from transcription units (see for example Couture et al, 1996, TIG., 12, 510) 
inserted into DNA or RNA vectors. The recombinant vectors can be DNA plasmids or 
viral vectors. siNA expressing viral vectors can be constructed based on, but not limited 
20 to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. In another embodiment, 
pol m based constructs are used to express nucleic acid molecules of the invention (see 
for example Thompson, U.S. Pats. Nos. 5,902,880 and 6,146,886). The recombinant 
vectors capable of expressing the siNA molecules can be delivered as described above, 
and persist in target cells. Alternatively, viral vectors can be used that provide for 
transient expression of nucleic acid molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecule interacts with the target 
mRNA and generates an RNAi response. Delivery of siNA molecule expressing vectors 
can be systemic, such as by intravenous or intra-muscular administration, by 
administration to target cells ex-planted from a subject followed by reintroduction into the 
30 subject, or by any other means that would allow for introduction into the desired target 
cell (for a review see Couture et al, 1996, TIG, 12, 510). 
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In one aspect the invention features an expression vector comprising a nucleic acid 
sequence encoding at least one siNA molecule of the instant invention. The expression 
vector can encode one or both strands of a siNA duplex, or a single self-complementary 
strand that self hybridizes into a siNA duplex. The nucleic acid sequences encoding the 
5 siNA molecules of the instant invention can be operably linked in a manner that allows 
expression of the siNA molecule (see for example Paul et aL, 2002, Nature 
Biotechnology, 19, 505; Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee 
et aL, 2002, Nature Biotechnology, 19, 500; and Novina et aL, 2002, Nature Medicine, 
advance online publication doi:10.1038/nm725). 

10 In another aspect, the invention features an expression vector comprising: a) a 

transcription initiation region (e.g., eukaryotic pol I, II or III initiation region); b) a 
transcription termination region (e.g., eukaryotic pol I, II or HI termination region); and c) 
a nucleic acid sequence encoding at least one of the siNA molecules of the instant 
invention; wherein said sequence is operably linked to said initiation region and said 

15 termination region, in a manner that allows expression and/or delivery of the siNA 
molecule. The vector can optionally include an open reading frame (ORF) for a protein 
operably linked on the 5* side or the 3-side of the sequence encoding the siNA of the 
invention; and/or an intron (intervening sequences). 

Transcription of the siNA molecule sequences can be driven from a promoter for 
20 eukaryotic RNA polymerase I (pol I), RNA polymerase II (pol II), or RNA polymerase HI 
(pol HI). Transcripts from pol II or pol in promoters are expressed at high levels in all 
cells; the levels of a given pol II promoter in a given cell type depends on the nature of 
the gene regulatory sequences (enhancers, silencers, etc.) present nearby. Prokaryotic 
RNA polymerase promoters are also used, providing that the prokaryotic RNA 
25 polymerase enzyme is expressed in the appropriate cells (Elroy-Stein and Moss, 1990, 
Proc. NatL Acad Sci. USA, 87, 6743-7; Gao and Huang 1993, Nucleic Acids Res., 21, 
2867-72; Lieber et aL, 1993, Methods EnzymoL, 217, 47-66; Zhou et aL, 1990, MoL 
Cell. BioL, 10, 4529-37). Several investigators have demonstrated that nucleic acid 
molecules expressed from such promoters can function in mammalian cells (e.g. Kashani- 
30 SabctetaL, 1992, Antisense Res. Dev., 2,3-15; Ojwang etaL, 1992, Proc. NatL Acad. 
Sci. USA, 89, 10802-6; Chen et aL, 1992, Nucleic Acids Res., 20, 4581-9; Yu et aL, 
1993, Proc. NatL Acad Sci. USA, 90, 6340-4; LHuillier et aL, 1992, EMBO J., 11, 
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441 1-8; Iisziewicz et al, 1993, Proa Natl. Acad Sci. U. S. A, 90, 8000-4; Thompson et 
al, 1995, Nucleic Acids Res., 23, 2259; Sullenger & Cech, 1993, Science, 262, 1566). 
More specifically, transcription units such as the ones derived from genes encoding U6 
small nuclear (snRNA), transfer RNA (tRNA) and adenovirus VA RNA are useful in 
generating high concentrations of desired RNA molecules such as siNA in cells 
(Thompson et al, supra; Couture and Stinchcomb, 1996, supra; Noonberg et al, 1994, 
Nucleic Acid Res., 22, 2830; Noonberg et al, U.S. Pat No. 5,624,803; Good et al, 1997, 
Gene Titer., 4, 45; Beigelman et al, International PCT Publication No. WO 96/18736. 
The above siNA transcription units can be incorporated into a variety of vectors for 
introduction into mammalian cells, including but not restricted to, plasmid DNA vectors, 
viral DNA vectors (such as adenovirus or adeno-associated virus vectors), or viral RNA 
vectors (such as retroviral or alphavirus vectors) (for a review see Couture and 
Stinchcomb, 1996, supra). 

In another aspect the invention features an expression vector comprising a nucleic 
acid sequence encoding at least one of the siNA molecules of the invention in a manner 
that allows expression of that siNA molecule. The .expression vector comprises in one 
embodiment; a) a transcription initiation region; b) a transcription termination region; and 
c) a nucleic acid sequence encoding at least one strand of the siNA molecule, wherein the 
sequence is operably linked to the initiation region and the termination region in a manner 
that allows expression and/or delivery of the siNA molecule. 

In another embodiment the expression vector comprises: a) a transcription initiation 
region; b) a transcription termination region; c) an open reading frame; and d) a nucleic 
acid sequence encoding at least one strand of a siNA molecule, wherein the sequence is 
operably linked to the 3'-end of the open reading frame and wherein the sequence is 
operably linked to the initiation region, the open reading frame and the termination region 
in a manner that allows expression and/or delivery of the siNA molecule. In yet another 
embodiment, the expression vector comprises: a) a transcription initiation region; b) a 
transcription termination region; c) an intron; and d) a nucleic acid sequence encoding at 
least one siNA molecule, wherein the sequence is operably linked to the initiation region, 
the intron and the termination region in a manner which allows expression and/or delivery 
of the nucleic acid molecule. 
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In another embodiment, the expression vector comprises: a) a transcription 
initiation region; b) a transcription termination region; c) an intron; d) an open reading 
frame; and e) a nucleic acid sequence encoding at least one strand of a siNA molecule, 
wherein the sequence is operably linked to the 3-end of the open reading frame and 
5 wherein the sequence is operably linked to the initiation region, the intron, the open 
reading frame and the termination region in a manner which allows expression and/or 
delivery of the siNA molecule. 

Examples : 

The following are non-limiting examples showing the selection, isolation, synthesis 
1 0 and activity of nucleic acids of the instant invention. 

Example 1 : Tandem synthesis of siNA constructs 

Exemplary siNA molecules of the invention are synthesized in tandem using a 
cleavable linker, for example, a succinyl-based linker. Tandem synthesis as described 
herein is followed by a one-step purification process that provides KNAi molecules in 
15 high yield. This approach is highly amenable to siNA synthesis in support of high 
throughput RNAi screening, and can be readily adapted to multi-column or multi-well 
synthesis platforms. 

After completing a tandem synthesis of a siNA oligo and its complement in which 
the 5 f -terminal dimethoxytrityl (5'-0-DMT) group remains intact (trityl on synthesis), the 

20 oligonucleotides are deprotected as described above. Following deprotection, the siNA 
sequence strands are allowed to spontaneously hybridize. This hybridization yields a 
duplex in which one strand has retained the 5'-0-DMT group while the complementary 
strand comprises a terminal S'-hydroxyl. The newly formed duplex behaves as a single 
molecule during routine solid-phase extraction purification (Trityl-On purification) even 

25 though only one molecule has a dimethoxytrityl group. Because the strands form a stable 
duplex, this dimethoxytrityl group (or an equivalent group, such as other trityl groups or 
other hydrophobic moieties) is all that is required to purify the pair of oligos, for example, 
by using a C18 cartridge. 
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Standard phosphoramidite synthesis chemistry is used up to the point of introducing 
a tandem linker, such as an inverted deoxy abasic succinate or glyceryl succinate linker 
(see Figure 1) or an equivalent cleavable linker. A non-limiting example of linker 
coupling conditions that can be used includes a hindered base such as 
5 diisopropylethylamine (DIP A) and/or DMAP in the presence of an activator reagent such 
as BromotripyrroUdinophosphoniumhexaflurorophosphate (PyBrOP). After the linker is 
coupled, standard synthesis chemistry is utilized to complete synthesis of the second 
sequence leaving the terminal the 5-O-DMT intact. Following synthesis, the resulting 
oligonucleotide is deprotected according to the procedures described herein and quenched 
1 0 with a suitable buffer, for example with 50mM NaOAc or 1 .5M NH4H2CO3. 

Purification of the siNA duplex can be readily accomplished using solid phase 
extraction, for example using a Waters C18 SepPak lg cartridge conditioned with 1 
column volume (CV) of acetonitrile, 2 CV H20, and 2 CV 50mM NaOAc. The sample is 
loaded and then washed with 1 CV H20 or 50mM NaOAc. Failure sequences are eluted 

15 with 1 CV 14% ACN (Aqueous with 50mM NaOAc and 50mM NaCl). The column is 
then washed, for example with 1 CV H20 followed by on-column detritylation, for 
example by passing 1 CV of 1% aqueous trifluoroacetic acid (TFA) over the column, then 
adding a second CV of 1% aqueous TFA to the column and allowing to stand for 
approximately 10 minutes. The remaining TFA solution is removed and the column 

20 washed with H20 followed by 1 CV 1M NaCl and additional H20. The siNA duplex 
product is then eluted, for example, using 1 CV 20% aqueous CAN. 

Figure 2 provides an example of MALDI-TOV mass spectrometry analysis of a 
purified siNA construct in which each peak corresponds to the calculated mass of an 
individual siNA strand of the siNA duplex. The same purified siNA provides three peaks 

25 when analyzed by capillary gel electrophoresis (CGE), one peak presumably 
corresponding to the duplex siNA, and two peaks presumably corresponding to the 
separate siNA sequence strands. Ion exchange HPLC analysis of the same siNA contract 
only shows a single peak. Testing of the purified siNA construct using a luciferase 
reporter assay described below demonstrated the same RNAi activity compared to siNA 

30 constructs generated from separately synthesized oligonucleotide sequence strands. 

Example 2: Serum stability of chemically modified siNA constructs 
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Chemical modifications were introduced into siNA constructs to determine the 
stability of these constructs compared to native siNA oligonucleotides (containing two 
thymidine nucleotide overhangs) in human serum. An investigation of the serum stability 
of RNA duplexes revealed that siNA constructs consisting of all RNA nucleotides 
containing two thymidine nucleotide overhangs have a half-life in serum of 15 seconds, 
whereas chemically modified siNA constructs remained stable in serum for 1 to 3 days 
depending on the extent of modification. RNAi stability tests were performed by 
internally labeling one strand (strand 1) of siNA and duplexing with 1.5 X the 
concentration of the complementary siNA strand (strand 2) (to insure all labeled material 
was in duplex form). Duplexed siNA constructs were then tested for stability by 
incubating at a final concentration of 2pM siNA (strand 2 concentration) in 90% mouse 
or human serum for time-points of 30sec, Imin, 5min, 30min, 90min, 4hrs lOmin, 16hrs 
24min, and 49hrs. Time points were run on a 15% denaturing polyacrylamide gels and 
analyzed on a phosphoimager. 

Internal labeling was performed via kinase reactions with polynucleotide kinase 
(PNK) and 32 P-y-ATP, with addition of radiolabeled phosphate at nucleotide 13 of strand 
2, counting in from the 3' side. Ligation of the remaining 8-mer fragments with T4 RNA 
ligase resulted in the fiall length, 21-mer, strand 2. Duplexing of RNAi was done by 
adding appropriate concentrations of the siNA oligonucleotides and heating to 95° C for 
5min followed by slow cooling to room temperature. Reactions were performed by 
adding 100% serum to the siNA duplexes and incubating at 37° C, then removing aliquots 
at desired time-points. Results of this study are summarized in Figure 3. As shown in 
the Figure 3, chemically modified siNA molecules (e.g., SEQ ID NOs: 925/927, 925/928, 
925/929, 925/930, and 925/931) have significantly increased serum stability compared to 
an siNA construct having all ribonucleotides except a 3 '-terminal dithymidine (TT) 
modification (e.g., SEQ ID NOs: 925/926). 

Example 3: Identificatio n of potential siNA target sites in any RNA sequence 

The sequence of an RNA target of interest, such as a viral or human mRNA 
transcript, is screened for target sites, for example by using a computer folding algorithm. 
In a non-limiting example, the sequence of a gene or RNA gene transcript derived from a 
database, such as Genbank, is used to generate siNA targets having complementarity to 
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the target Such sequences can be obtained from a database, or can be determined 
experimentally as known in the art. Target sites that are known, for example, those target 
sites determined to be effective target sites based on studies with other nucleic acid 
molecules, for example ribozymes or antisense, or those targets known to be associated 
with a disease or condition such as those sites containing mutations or deletions, can be 
used to design siNA molecules targeting those sites. Various parameters can be used to 
determine which sites are the most suitable target sites within the target RNA sequence. 
These parameters include but are not limited to secondary or tertiary RNA structure, the 
nucleotide base composition of the target sequence, the degree of homology between 
various regions of the target sequence, or the relative position of the target sequence 
within the RNA transcript. Based on these determinations, any number of target sites 
within the RNA transcript can be chosen to screen siNA molecules for efficacy, for 
example by using in vitro RNA cleavage assays, cell culture, or animal models. In a non- 
limiting example, anywhere from 1 to 1000 target sites are chosen within the transcript 
based on the size of the siNA construct to be used. High throughput screening assays can 
be developed for screening siNA molecules using methods known in the art, such as with 
multi-well or multi-plate assays or combinatorial/siNA library screening assays to 
determine efficient reduction in target gene expression. 

Example 4: Selection of siNA molecule target sites in a RNA 

The following non-limiting steps can be used to carry out the selection of siNAs 
targeting a given gene sequence or transcript. 

The target sequence is parsed in silico into a list of all fragments or subsequences of 
a particular length, for example 23 nucleotide fragments, contained within the target 
sequence. This step is typically carried out using a custom Perl script, but commercial 
sequence analysis programs such as Oligo, MacVector, or the GCG Wisconsin Package 
can be employed as well. 

In some instances the siNAs correspond to more than one target sequence; such 
would be the case for example in targeting different transcripts of the same gene, 
targeting different transcripts of more than one gene, or for targeting both the human gene 
and an animal homolog. In this case, a subsequence list of a particular length is generated 
for each of the targets, and then the lists are compared to find matching sequences in each 
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list. The subsequences are then ranked according to the number of target sequences that 
contain the given subsequence; the goal is to find subsequences that are present in most or 
all of the target sequences. Alternately, the ranking can identify subsequences that are 
unique to a target sequence, such as a mutant target sequence. Such an approach would 
5 enable the use of siNA to target specifically the mutant sequence and not effect the 
expression of the normal sequence. 

In some instances the siNA subsequences are absent in one or more sequences 
while present in the desired target sequence; such would be the case if the siNA targets a 
gene with a paralogous family member that is to remain untargeted. As in case 2 above, a 
10 subsequence list of a particular length is generated for each of the targets, and then the 
lists are compared to find sequences that are present in the target gene but are absent in 
the untargeted paralog. 

The ranked siNA subsequences can be further analyzed and ranked according to GC 
content. A preference can be given to sites containing 30-70% GC, with a further 
1 5 preference to sites containing 40-60% GC. 

The ranked siNA subsequences can be further analyzed and ranked according to 
self-folding and internal hairpins. Weaker, internal folds are preferred; strong hairpin 
structures are to be avoided. 

The ranked siNA subsequences can be further analyzed and ranked according to 
20 whether they have runs of GGG or CCC in the sequence. GGG (or even more Gs) in 
either strand can make oligonucleotide synthesis problematic and can potentially interfere 
with RNAi activity, so it is avoided whenever other appropriately suitable sequences are 
available. CCC is searched in the target strand because that will place GGG in the 
antisense strand. 

25 The ranked siNA subsequences can be further analyzed and ranked according to 

whether they have the dinucleotide UU (uridine dinucleotide) on the 3-end of the 
sequence, and/or AA on the 5'-end of the sequence (to yield 3* UU on the antisense 
sequence). These sequences allow one to design siNA molecules with terminal TT 
thymidine dinucleotides. 
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Four or five target sites are chosen from the ranked list of subsequences as 
described above. For example, in subsequences having 23 nucleotides, the right 21 
nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
upper (sense) strand of the siNA duplex, while the reverse complement of the left 21 
nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
lower (antisense) strand of the siNA duplex (see Tables I). If terminal TT residues are 
desired for the sequence (as described in paragraph 7), then the two 3 1 terminal 
nucleotides of both the sense and antisense strands are replaced by TT prior to 
synthesizing the oligos. 

The siNA molecules are screened in an in vitro, cell culture or animal model system 
to identify the most active siNA molecule or the most preferred target site within the 
target RNA sequence. 

In an alternate approach, a pool of siNA constructs specific to a target sequence is 
used to screen for target sites in cells expressing target RNA, such as human HeLa cells. 
The general strategy used in this approach is shown in Figure 21. A non-limiting 
example of such as pool is a pool comprising sequences having antisense sequences 
complementary to the target RNA sequence and sense sequences complementary to the 
antisense sequences. Cells (e.g., HeLa cells) expressing the target gene are transfected 
with the pool of siNA constructs and cells that demonstrate a phenotype associated with 
gene silencing are sorted. The pool of siNA constructs can be chemically modified as 
described herein and synthesized, for example, in a high throughput manner. The siNA 
from cells demonstrating a positive phenotypic change (e.g., decreased target mRNA 
levels or target protein expression), are identified, for example by positional analysis 
within the assay, and are used to determine the most suitable target site(s) within the 
target RNA sequence based upon the complementary sequence to the corresponding siNA 
antisense strand identified in the assay. 

Example 5: RNAi activity of chemically modified siNA constructs 

Short interfering nucleic acid (siNA) is emerging as a powerful tool for gene 
regulation. All-ribose siNA duplexes activate the RNAi pathway but have limited utility 
as therapeutic compounds due to their nuclease sensitivity and short half-life in serum, as 
shown in Example 2 above. To develop nuclease-resistant siNA constructs for in vivo 
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applications, siNAs that target luciferase mRNA and contain stabilizing chemical 
modifications were tested for activity in HeLa cells. The sequences for the siNA 
oligonucleotide sequences used in this study are shown in Table I. Modifications 
included phosphorothioate linkages (P=S), 2'-0-methyl nucleotides, or 2-fluoro (F) 
nucleotides in one or both siNA strands and various 3 '-end stabilization chemistries, 
including 3 '-glyceryl, 3 '-inverted abasic, 3 '-inverted Thymidine, and/or Thymidine. 
Active siNA containing stabilizing modifications such as described herein should prove 
useful for in vivo applications. 

A luciferase reporter system was utilized to test RNAi activity of chemically 
modified siNA constructs compared to siNA constructs consisting of all RNA nucleotides 
containing two thymidine nucleotide overhangs. Sense and antisense siNA strands (20 
uM each) were annealed by incubation in buffer (100 mM potassium acetate, 30 mM 
HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 90°C followed by 1 hour 
at 37°C. Plasmids encoding firefly luciferase (pGL2) and renilla luciferase (pRLSV40) 
were purchased from Promega Biotech. 

HeLa S3 cells were grown at 37°C in DMEM with 5% FBS and seeded at 15,300 
cells in 100 ul media per well of a 96-well plate 24 hours prior to transfection. For 
transfection, 4 ul Lipofectamine 2000 (Life Technologies) was added to 96 ul OPTI- 
MEM, vortexed and incubated at room temperature for 5 minutes. The 100 ul diluted lipid 
was then added to a microtiter tube containing 5 ul pGL2 (200ng/ul), 5 ul pRLSV40 (8 
ng/ul) 6 ul siNA (25 nM or 10 nM final), and 84 ul OPTI-MEM, vortexed briefly and 
incubated at room temperature for 20 minutes. The transfection mix was then mixed 
briefly and 50 ul was added to each of three wells that contained HeLa S3 cells in 100 ul 
media Cells were incubated for 20 hours after transfection and analyzed for luciferase 
expression using the Dual luciferase assay according to the manufacturer's instructions 
(Promega Biotech). The results of this study are summarized in Figures 4-16. The 
sequences of the siNA strands used in this study are shown in Table I and are referred to 
by RPK in the figures. Normalized luciferase activity is reported as the ratio of firefly 
luciferase activity to renilla luciferase activity in the same sample. Error bars represent 
standard deviation of triplicate transfections. As shown in Figures 4-16, the RNAi 
activity of chemically modified constructs is comparable to that of control siNA 
constructs, which consist of all ribonucleotides at every position except the 3 '-terminus 
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which comprises two thymidine nucleotide overhangs. In some instances, the RNAi 
activity of the chemically modified constructs is greater than the siNA construct 
consisting of all ribonucleotides at every position except the 3'-tenninus which comprises 
two thymidine nucleotide overhangs. For example, Figure 4 shows results obtained from 
5 a screen using phosphorothioate modified siNA constructs; the RPI 27654/27659 
construct contains phosphorothioate substitutions for every pyrimidine nucleotide in both 
sequences, the RPI 27657/27662 construct contains 5 terminal 3 '-phosphorothioate 
substitutions in each strand, the RPI 27649/27658 construct contains all phosphorothioate 
substitutions only in the antisense strand, whereas the RPI 27649/27660 arid RPI 
10 27649/27661 constructs have unmodified sense strands and varying degrees of 
phosphorothioate substitutions in the antisense strand. All of these constructs show 
significant RNAi activity when compared to a scrambled siNA. 

Figure 5 shows results obtained from a screen using phosphorothioate (RPI 
28253/28255 and RPI 28254/28256) and universal base substitutions (RPI 28257/28259 
15 and RPI 28258/28260) compared to the same controls described above. As shown, these 
modifications show equivalent or better RNAi activity when compared to the control 
siNA construct. 

Figure 6 shows results obtained from a screen using 2'-0-methyl modified siNA 
constructs in which the sense strand contains either 10 (RPI 28244/27650) or 5 (RPI 
20 28245/27650) 2'-0-methyl substitutions, both with comparable activity to the control 
siNA construct. 

Figure 7 shows results obtained from a screen using 2'-0-methyl or 2'-deoxy-2'- 
fluoro modified siNA constructs compared to a control construct consisting of all 
ribonucleotides at every position except the S'-terminus which comprises two thymidine 
25 nucleotide overhangs. 

Figure 8 compares a siNA construct containing six phosphorothioate substitutions 
in each strand (RPI 28460/28461), where 5 phosphorothioates are present at the 3' end 
and a single phosphorothioate is present at the 5' end of each strand. This motif shows 
very similar activity to the control siNA construct consisting of all ribonucleotides at 
30 every position except the 3 '-terminus which comprises two thymidine nucleotide 
overhangs. 
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Figure 9 compares a siNA construct synthesized by the method of the invention 
described in Example 1, wherein an inverted deoxyabasic succinate linker was used to 
generate a siNA having a S'-inverted deoxyabasic cap on the antisense strand of the 
siNA. This construct shows improved activity compared to the control siNA (siGL2) 
construct consisting of all ribonucleotides at every position except the 3 '-terminus which 
comprises two thymidine nucleotide overhangs. 

Figure 10 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs including 3 '-glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3'-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the Figure, the S'-tenninal modified siNA constructs 
retain significant RNAi activity compared to the control siNA (siGL2) construct. 

Figure 11 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30063/30430, 
RPI 30433/30430, and RPI 30063/30224 constructs retain significant RNAi activity 
compared to the control siNA construct It should be noted that RPI 30433/30430 is a 
siNA construct having no ribonucleotides which retains significant RNAi activity 
compared to the constrol siGL2 construct in vitro, therefore, this construct is expected to 
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have both similar RNAi activity and improved stability compared to siNA constructs 
having ribonucleotides in vivo. 

Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
5 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having S'-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

10 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30063/30224 
and RPI 30063/30430 constructs retain significant RNAi activity compared to the control 
siNA (siGL2) construct. In addition, the antisense strand alone (RPI 30430) and an 

15 inverted control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) were 
compared to the siNA duplexes described above. The antisense strand (RPI 30430) 
alone provides far less inhibition compared to the siNA duplexes using this sequence. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

20 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

25 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table L In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. As 
shown in the figure, the chemically modified RPI 28251/30430, RPI 28251/30224, and 

30 RPI 30222/30224 constructs retain significant RNAi activity compared to the control 
siNA construct, and the chemically modified RPI 28251/30430 construct demonstrates 
improved activity compared to the control siNA (siGL2) construct. 

Ill 
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Figure 14 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs including various 3Merminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 

5 lOnM concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 

10 are shown in Table I. As shown in the figure, the chemically modified RPI 30222/30546, 
30222/30224, 30222/30551, 30222/30557 and 30222/30558 constructs retain significant 
RNAi activity compared to the control siNA construct. 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemistries 

15 compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in the luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3*-terminal dithymidine (TT) and its 
corresponding inverted control (Inv siGL2). The background level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 

20 strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown in 
Table I. As shown in the figure, the chemically modified RPI 30063/30430, 
30434/30430, and 30435/30430 constructs all demonstrate greater activity compared to 
the control siNA (siGL2) construct. 

25 Example 6: RNAi activity titration 

A titration assay was performed to determine the lower range of siNA concentration 
required for RNAi activity both in a control siNA construct consisting of all RNA 
nucleotides containing two thymidine nucleotide overhangs and a chemically modified 
siNA construct comprising 5 phosphorothioate internucleotide linkages in both the sense 
30 and antisense strands. The assay was performed as described above, however, the siNA 
constructs were diluted to final concentrations between 2.5 nM and 0.025 nM. Results 
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are shown in Figure 16. As shown in Figure 16, the chemically modified siNA construct 
shows a very similar concentration dependent RNAi activity profile to the control siNA 
construct when compared to an inverted siNA sequence control. 

Example 7: siNA design 

5 siNA target sites were chosen by analyzing sequences of the target RNA and 

optionally prioritizing the target sites on the basis of folding (structure of any given 
sequence analyzed to determine siNA accessibility to the target), by using a library of 
siNA molecules as described in Example 4, or alternately by using an in vitro siNA 
system as described in Example 9 herein. siNA molecules were designed that could bind 

10 each target and are optionally individually analyzed by computer folding to assess 
whether the siNA molecule can interact with the target sequence. Varying the length of 
the siNA molecules can be chosen to optimize activity. Generally, a sufficient number of 
complementary nucleotide bases are chosen to bind to, or otherwise interact with, the 
target RNA, but the degree of complementarity can be modulated to accommodate siNA 

15 duplexes or varying length or base composition. By using such methodologies, siNA 
molecules can be designed to target sites within any known RNA sequence, for example 
those RNA sequences corresponding to the any gene transcript. 

Chemically modified siNA constructs are designed to provide nuclease stability for 
systemic administration in vivo and/or improved pharmacokinetic, localization, and 

20 delivery properties while preserving the ability to mediate RNAi activity. Chemical 
modifications as described herein are introduced synthetically using synthetic methods 
described herein and those generally known in the art. The synthetic siNA constructs are 
then assayed for nuclease stability in serum and/or cellular/tissue extracts (e.g. liver 
extracts). The synthetic siNA constructs are also tested in parallel for RNAi activity 

25 using an appropriate assay, such as a luciferase reporter assay as described herein or 
another suitable assay that can quantity RNAi activity. Synthetic siNA constructs that 
possess both nuclease stability and RNAi activity can be further modified and re- 
evaluated in stability and activity assays. The chemical modifications of the stabilized 
active siNA constructs can then be applied to any siNA sequence targeting any chosen 

30 RNA and used, for example, in target screening assays to pick lead siNA compounds for 
therapeutic development (see for example Figure 24). 
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siNA molecules can be designed to interact with various sites in the RNA message, 
for example, target sequences within the RNA sequences described herein. The sequence 
of one strand of the siNA molecule(s) is complementary to the target site sequences 
described above. The siNA molecules can be chemically synthesized using methods 
described herein. Inactive siNA molecules that are used as control sequences can be 
synthesized by scrambling the sequence of the siNA molecules such that it is not 
complementary to the target sequence. Generally, siNA constructs can by synthesized 
using solid phase oligonucleotide synthesis methods as described herein (see for example 
Usman et al, US Patent Nos. 5,804,683; 5,831,071; 5,998,203; 6,117,657; 6,353,098; 
6,362,323; 6,437,117; 6,469,158; Scaringe et al, US Patent Nos. 6,111,086; 6,008,400; 
6,1 1 1,086 all incorporated by reference herein in their entirety). 

In a non-limiting example, RNA oligonucleotides are synthesized in a stepwise 
fashion using the phosphoramidite chemistry as is known in the art. Standard 
phosphoramidite chemistry involves the use of nucleosides comprising any of 5'-0- 
dimethoxytrityl, 2'-0-tert-butyldimethylsilyl, S'-O^-Cyanoethyl N,N-diisopropylphos- 
phoroamidite groups, and exocyclic amine protecting groups (e.g. N6-benzoyl adenosine, 
N4 acetyl cytidine, and N2-isobutyryl guanosine). Alternately, 2'-0-Silyl Ethers can be 
used in conjunction with acid-labile 2'-0-orthoester protecting groups in the synthesis of 
RNA as described by Scaringe supra. Differing 2' chemistries can require different 
protecting groups, for example 2'-deoxy-2' -amino nucleosides can utilize N-phthaloyl 
protection as described by Usman et al, US Patent 5,631,360, incorporated by reference 
herein in its entirety). 

During solid phase synthesis, each nucleotide is added sequentially (3'- to 5'- 
direction) to the solid support-bound oligonucleotide. The first nucleoside at the 3 r -end of 
the chain is covalently attached to a solid support (e.g., controlled pore glass or 
polystyrene) using various linkers. The nucleotide precursor, a ribonucleoside 
phosphoramidite, and activator are combined resulting in the coupling of the second 
nucleoside phosphoramidite onto the 5 '-end of the first nucleoside. The support is then 
washed and any unreacted 5'-hydroxyl groups are capped with a capping reagent such as 
acetic anhydride to yield inactive 5 '-acetyl moieties. The trivalent phosphorus linkage is 



114 



WO 03/074654 PCMJS03/05028 

then oxidized to a more stable phosphate linkage. At the end of the nucleotide addition 
cycle, the 5'-0-protecting group is cleaved under suitable conditions (e.g., acidic 
conditions for trityl-based groups and Fluoride for silyl-based groups). The cycle is 
repeated for each subsequent nucleotide. 

5 Modification of synthesis conditions can be used to optimize coupling efficiency, 

for example by using differing coupling times, differing reagent/phosphoramidite 
concentrations, differing contact times, differing solid supports and solid support linker 
chemistries depending on the particular chemical composition of the siNA to be 
synthesized. Deprotection and purification of the siNA can be performed as is generally 

10 described in Usman et al., US 5,831,071, US 6,353,098, US 6,437,117, and Bellon et al., 
US 6,054,576, US 6,162,909, US 6,303,773, incorporated by reference herein in their 
entirety or Scaringe supra,. Additionally, deprotection conditions can be modified to 
provide the best possible yield and purity of siNA constructs. For example, applicant has 
observed that oligonucleotides comprising 2 , -deoxy-2'-fluoro nucleotides can degrade 

15 under inappropriate deprotection conditions. Such oligonucleotides are deprotected using 
aqueous methylamine at about 35°C for 30 minutes. If the 2'-deoxy-2'-fluoro containing 
oligonucleotide also comprises ribonucleotides, after deprotection with aqueous 
methylamine at about 35°C for 30 minutes, TEA-HF is added and the reaction maintained 
at about 65°C for an additional 15 minutes. 

20 Example 9: RNAi in vitro assay to assess siNA activity 

An in vitro assay that recapitulates RNAi in a cell free system is used to evaluate 
siNA constructs specific to target RNA. The assay comprises the system described by 
Tuschl et al, 1999, Genes and Development, 13, 3191-3197 and Zamore et al, 2000, 
Cell, 101, 25-33 adapted for use with target RNA. A Drosophila extract derived from 

25 syncytial blastoderm is used to reconstitute RNAi activity in vitro. Target RNA is 
generated via in vitro transcription from an appropriate plasmid using T7 RNA 
polymerase or via chemical synthesis as described herein. Sense and antisense siNA 
strands (for example 20 uM each) are annealed by incubation in buffer (such as 100 mM 
potassium acetate, 30 mM HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 

30 90°C followed by 1 hour at 37°C , then diluted in lysis buffer (for example 100 mM 
potassium acetate, 30 mM HEPES-KOH at pH 7.4, 2mM magnesium acetate). Annealing 
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can be monitored by gel electrophoresis on an agarose gel in TBE buffer and stained with 
ethidium bromide. The Drosophila lysate is prepared using zero to two-hour-old embryos 
from Oregon R flies collected on yeasted molasses agar that are dechorionated and lysed 
The lysate is centrifuged and the supernatant isolated. The assay comprises a reaction 
5 mixture containing 50% lysate [vol/vol], RNA (10-50 pM final concentration), and 10% 
[vol/vol] lysis buffer containing siNA (10 nM final concentration). The reaction mixture 
also contains 10 mM creatine phosphate, 10 ug.ml creatine phosphokinase, 100 urn GTP, 
100 uM OTP, 100 uM CTP, 500 uM ATP, 5 mM DTT, 0.1 U/uL RNasin (Promega), and 
100 uM of each amino acid. The final concentration of potassium acetate is adjusted to 
10 100 mM. The reactions are pre-assembled on ice and preincubated at 25° C for 10 
minutes before adding RNA, then incubated at 25° C for an additional 60 minutes. 
Reactions are quenched with 4 volumes of 1.25 x Passive Lysis Buffer (Promega). Target 
RNA cleavage is assayed by RT-PCR analysis or other methods known in the art and are 
compared to control reactions in which siNA is omitted from the reaction. 

15 Alternately, internally-labeled target RNA for the assay is prepared by in vitro 

transcription in the presence of [alpha- 32 p] CTP, passed over a G 50 Sephadex column by 
spin chromatography and used as target RNA without further purification. Optionally, 

target RNA is 5-32p-end labeled using T4 polynucleotide kinase enzyme. Assays are 
performed as described above and target RNA and the specific RNA cleavage products 
20 generated by RNAi are visualized on an autoradiograph of a gel. The percentage of 

cleavage is determined by Phosphor Imager® quantitation of bands representing intact 
control RNA or RNA from control reactions without siNA and the cleavage products 
generated by the assay. 

In one embodiment, this assay is used to determine target sites the RNA target for 
25 siNA mediated RNAi cleavage, wherein a plurality of siNA constructs are screened for 
RNAi mediated cleavage of the RNA target, for example, by analyzing the assay reaction 
by electrophoresis of labeled target RNA, or by northern blotting, as well as by other 
methodology well known in the art. 

Example 10: Nucleic acid inhibition of target RNA in vivo 
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siNA molecules targeted to the target RNA are designed and synthesized as 
described above. These nucleic acid molecules can be tested for cleavage activity in vivo, 
for example, using the following procedure. 

Two formats are used to test the efficacy of siNAs targeting a particular gene 
5 transcipt. First, the reagents are tested on target expressing cells (e.g., HeLa), to 
determine the extent of RNA and protein inhibition. siNA reagents are selected against 
the RNA target. RNA inhibition is measured after delivery of these reagents by a suitable 
transfection agent to cells. Relative amounts of target RNA are measured versus actin 
using real-time PCR monitoring of amplification (eg., ABI 7700 Taqman®). A 

10 comparison is made to a mixture of oligonucleotide sequences made to unrelated targets 
or to a randomized siNA control with the same overall length and chemistry, but 
randomly substituted at each position. Primary and secondary lead reagents are chosen for 
the target and optimization performed. After an optimal transfection agent concentration 
is chosen, a RNA time-course of inhibition is performed with the lead siNA molecule. In 

1 5 addition, a cell-plating format can be used to determine RNA inhibition. 

Delivery of siNA to Cells 

Cells (e.g., HeLa) are seeded, for example, at 1x10^ cells per well of a six-well dish 
in EGM-2 (BioWhittaker) the day before transfection. siNA (final concentration, for 
example 20nM) and cationic lipid (e.g., final concentration 2)ig/ml) are complexed in 
20 EGM basal media (Biowhittaker) at 37°C for 30 mins in polystyrene tubes. Following 
vortexing, the complexed siNA is added to each well and incubated for the times 

indicated. For initial optimization experiments, cells are seeded, for example, at 1x10^ in 
96 well plates and siNA complex added as described. Efficiency of delivery of siNA to 
cells is determined using a fluorescent siNA complexed with lipid. Cells in 6-well dishes 
25 are incubated with siNA for 24 hours, rinsed with PBS and fixed in 2% paraformaldehyde 
for 15 minutes at room temperature. Uptake of siNA is visualized using a fluorescent 
microscope. 

Taqman and Lightcvcler quantification of mRNA 

Total RNA is prepared from cells following siNA delivery, for example, using 
30 Qiagen RNA purification kits for 6-well or Rneasy extraction kits for 96-well assays. For 

117 



WO 03/074654 PCT/US03/05028 

Taqman analysis, dual-labeled probes are synthesized with the reporter dye, FAM or JOE, 
covalently linked at the 5 r -end and the quencher dye TAMRA conjugated to the 3 f -end. 
One-step RT-PCR amplifications are performed on, for example, an ABI PRISM 7700 
Sequence Detector using 50 fil reactions consisting of 10 \il total RNA, 100 nM forward 

5 primer, 900 nM reverse primer, 100 nM probe, IX TaqMan PCR reaction buffer (PR- 
Applied Biosystems), 5.5 mM MgCl 2 , 300 \M each dATP, dCTP, dGTP, and dTTP, 10U 
RNase Inhibitor (Promega), 1.25U AmpliTaq Gold (PE-Applied Biosystems) and 10U M- 
MLV Reverse Transcriptase (Promega). The thermal cycling conditions can consist of 30 
min at 48°C, 10 min at 95°C, followed by 40 cycles of 15 sec at 95°C and 1 min at 60°C. 

10 Quantitation of mRNA levels is determined relative to standards generated from serially 
diluted total cellular RNA (300, 100, 33, 11 ng/rxn) and normalizing to B-actin or 
GAPDH mRNA in parallel TaqMan reactions. For each gene of interest an upper and 
lower primer and a fluorescently labeled probe are designed. Real time incorporation of 
SYBR Green I dye into a specific PCR product can be measured in glass capillary tubes 

15 using a lightcyler. A standard curve is generated for each primer pair using control 
cRNA. Values are represented as relative expression to GAPDH in each sample. 

Western blotting 

Nuclear extracts can be prepared using a standard micro preparation technique (see 
for example Andrews and Faller, 1991, Nucleic Acids Research, 19, 2499). Protein 

20 extracts from supernatants are prepared, for example using TCA precipitation. An equal 
volume of 20% TCA is added to the cell supernatant, incubated on ice for 1 hour and 
pelleted by centrifugation for 5 minutes. Pellets are washed in acetone, dried and 
resuspended in water. Cellular protein extracts are run on a 10% Bis-Tris NuPage 
(nuclear extracts) or 4-12% Tris-Glycine (supernatant extracts) polyacrylamide gel and 

25 transferred onto nitro-cellulose membranes. Non-specific binding can be blocked by 
incubation, for example, with 5% non-fat milk for 1 hour followed by primary antibody 
for 16 hour at 4°C. Following washes, the secondary antibody is applied, for example 
(1:10,000 dilution) for 1 hour at room temperature and the signal detected with 
SuperSignal reagent (Pierce). 

30 Exam ple 11: Animal Models 
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Various animal models can be used to screen siNA constructs in vivo as are known 
in the art, for example those animal models that are used to evaluate other nucleic acid 
technologies such as enzymatic nucleic acid molecules (ribozymes) and/or antisense. 
Such animal models are used to test the efficacy of siNA molecules described herein. In 
5 a non-limiting example, siNA molecules that are designed as anti-angiogenic agents can 
be screened animal models. There are several animal models in which the anti- 
angiogenesis effect of nucleic acids of the present invention, such as siNA, directed 
against genes associated with angiogenesis and/or metastais, such as VEGFR (e.g., 
VEGFR1, VEGFR2, and VEGFR3) genes. Typically a corneal model has been used to 

10 study angiogenesis in rat and rabbit since recruitment of vessels can easily be followed in 
this normally avascular tissue (Pandey et al, 1995 Science 268: 567-569). In these 
models, a small Teflon or Hydron disk pretreated with an angiogenesis factor (e.g. bFGF 
or VEGF) is inserted into a pocket surgically created in the cornea. Angiogenesis is 
monitored 3 to 5 days later. siNA molecules directed against VEGFR mRNAs are 

15 delivered in the disk as well, or dropwise to the eye over the time course of the 
experiment. In another eye model, hypoxia has been shown to cause both increased 
expression of VEGF and neovascularization in the retina (Pierce et al, 1995 Proc. Natl 
Acad. Set USA. 92: 905-909; Shweiki et al, 1992 /. Clin. Invest 91: 2235-2243). 

Several animal models exist for screening of anti-angiogenic agents. These include 
20 corneal vessel formation following corneal injury (Burger et al, 1985 Cornea 4: 35-41; 
Lepri, et al, 1994 J. Ocular Pharmacol 10: 273-280; Ormerod et al, 1990 Am. J. 
Pathol 137: 1243-1252) or intracomeal growth factor implant (Grant et al, 1993 
Diabetologia 36: 282-291; Pandey et al 1995 supra; Zieche et al, 1992 Lab. Invest. 
67: 711-715), vessel growth into Matrigel matrix containing growth factors (Passaniti et 
25 al, 1992 supra), female reproductive organ neovascularization following hormonal 
manipulation (Shweiki et al, 1993 Clin. Invest. 91: 2235-2243), several models 
involving inhibition of tumor growth in highly vascularized solid tumors (O'Reilly et al, 
1994 Cell 79: 315-328; Senger et al, 1993 Cancer and Metas. Rev. 12: 303-324; 
Takahasi et al, 1994 Cancer Res. 54: 4233-4237; Kim et al, 1993 supra), and transient 
30 hypoxia-induced neovascularization in the mouse retina (Pierce et al, 1995 Proc. Natl 
Acad. Set USA. 92: 905-909).gene 
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The cornea model, described in Pandey et al. supra, is the most common and well 
characterized anti-angiogenic agent efficacy screening model. This model involves an 
avascular tissue into which vessels are recruited by a stimulating agent (growth factor, 
thermal or alkalai burn, endotoxin). The corneal model would utilize the intrastromal 
5 corneal implantation of a Teflon pellet soaked in a VEGF-Hydron solution to recruit 
blood vessels toward the pellet which can be quantitated using standard microscopic and 
image analysis techniques. To evaluate their anti-angiogenic efficacy, ribozymes are 
applied topically to the eye or bound within Hydron on the Teflon pellet itself. This 
avascular cornea as well as the Matrigel model provide for low background assays. 
10 While the corneal model has been performed extensively in the rabbit, studies in the rat 
have also been conducted. 

The mouse model (Passaniti et al., supra) is a non-tissue model which utilizes 
Matrigel, an extract of basement membrane (Kleinman et al., 1986) or Millipore® filter 
disk, which can be impregnated with growth factors and anti-angiogenic agents in a liquid 
15 form prior to injection. Upon subcutaneous adniinistration at body temperature, the 
Matrigel or Millipore® filter disk forms a solid implant. VEGF embedded in the Matrigel 
or Millipore® filter disk is used to recruit vessels within the matrix of the Matrigel or 
Millipore® filter disk which can be processed histologically for endothelial cell specific 
vWF (factor VHI antigen) immunohistochemistry, Trichrome-Masson stain, or 
20 hemoglobin content. Like the cornea, the Matrigel or Millipore® filter disk are avascular; 
however, it is not tissue. In the Matrigel or Millipore® filter disk model, siNA molecules 
are administered within the matrix of the Matrigel or Millipore® filter disk to test their 
anti-angiogenic efficacy. Thus, delivery issues in this model, as with delivery of siNA 
molecules by Hydron- coated Teflon pellets in the rat cornea model, may be less 
25 problematic due to the homogeneous presence of the siNA within the respective matrix. 

The Lewis lung carcinoma and B-16 murine melanoma models are well accepted 
models of primary and metastatic cancer and are used for initial screening of anti-cancer 
agents. These murine models are not dependent upon the use of immunodeficient mice, 
are relatively inexpensive, and minimize housing concerns. Both the Lewis lung and B- 
30 16 melanoma models involve subcutaneous implantation of approximately 10* tumor 
cells from metastatically aggressive tumor cell lines (Lewis lung lines 3LL or D122, LLc- 
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LN7; B-16-BL6 melanoma) in C57BL/6J mice. Alternatively, the Lewis lung model can 
. be produced by the surgical implantation of tumor spheres (approximately 0.8 mm in 
diameter). Metastasis also may be modeled by injecting the tumor cells directly *.v.. In 
the Lewis lung model, microscopic metastases can be observed approximately 14 days 
5 following implantation with quantifiable macroscopic metastatic tumors developing 
within 21-25 days. The B-16 melanoma exhibits a similar time course with tumor 
neovascularization beginning 4 days following implantation. Since both primary and 
metastatic tumors exist in these models after 21-25 days in the same animal, multiple 
measurements can be taken as indices of efficacy. Primary tumor volume and growth 
10 latency as well as the number of micro- and macroscopic metastatic lung foci or number 
of animals exhibiting metastases can be quantitated. The percent increase in lifespan can 
also be measured. Thus, these models provide suitable primary efficacy assays for 
screening systemically administered siNA molecules and siNA formulations. 

In the Lewis lung and B-16 melanoma models, systemic pharmacotherapy with a 
15 wide variety of agents usually begins 1-7 days following tumor implantation/inoculation 
with either continuous or multiple administration regimens. Concurrent pharmacokinetic 
studies can be performed to determine whether sufficient tissue levels of siNA can be 
achieved for pharmacodynamic effect to be expected. Furthermore, primary tumors and 
secondary lung metastases can be removed and subjected to a variety of in vitro studies 
20 (z.e. target RNA reduction). 

In utilizing these models to assess siNA activity, VEGFR1, VEGFR2, and/or 
VEGFR3 protein levels can be measured clinically or experimentally by FACS analysis. 
VEGFR1, VEGFR2, and/or VEGFR3 encoded mRNA levels will be assessed by 
Northern analysis, RNase-protection, primer extension analysis and/or quantitative RT- 
25 PCR. siNA molecules that block VEGFR1, VEGFR2, and/or VEGFR3 protein 
encoding mRNAs and therefore result in decreased levels of VEGFR1, VEGFR2, and/or 
VEGFR3 activity by more than 20% in vitro can be thus identified. 

Example 12: siNA -mediated inhi bition of angiogenesis in vivo 

The purpose of this study was to assess the anti-angiogenic activity of siNA 
30 targeted against VEGFR1 in the rat cornea model of VEGF induced angiogenesis (see 
above). These siNA molecules have matched inverted controls which are inactive since 
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they are not able to interact with the RNA target. The siNA molecules and VEGF were 
co-delivered using the filter disk method: Nitrocellulose filter disks (Millipore®) of 
0.057 diameter were immersed in appropriate solutions and were surgically implanted in 
rat cornea as described by Pandey et al, supra. 

5 The stimulus for angiogenesis in this study was the treatment of the filter disk with 

30 fiM VEGF which is implanted within the cornea's stroma. This dose yields 
reproducible neovascularization stemming from the pericorneal vascular plexus growing 
toward the disk in a dose-response study 5 days following implant. Filter disks treated 
only with the vehicle for VEGF show no angiogenic response. The siNA were co- 

10 adminstered with VEGF on a disk in two different siNA concentrations. One concern 
with the simultaneous administration is that the siNA would not be able to inhibit 
angiogenesis since VEGF receptors can be stimulated. However, Applicant has observed 
that in low VEGF doses, the neovascular response reverts to normal, suggesting that the 
VEGF stimulus is essential for maintaining the angiogenic response. Blocking the 

15 production of VEGF receptors using simultaneous administration of anti-VEGF-R mRNA 
siNA could attenuate the normal neovascularization induced by the filter disk treated with 
VEGF. 

Materials and Methods: 

Test Compounds and Controls 

20 

R&D Systems VEGF, carrier free at 75 nM in 82 mM Tris-Cl, pH 6.9 

siNA, 1.67 nG/jiL, SITE 2340 (SEQ ID NO: 2; SEQ ID NO: 6) sense/antisense 

siNA, 1.67 nG/jiL, INVERTED CONTROL FOR SITE 2340 (SEQ ID NO: 19; 
SEQ ID NO: 20) sense/antisense 

25 siNA 1.67 ng/fiL, Site 2340 (SEQ ID NO: 419; SEQ ID NO: 420) sense/antisense 

Animals 

Harlan Sprague-Dawley Rats, Approximately 225-250g 
45 males, 5 animals per group. 
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Husbandry 

Animals are housed in groups of two. Feed, water, temperature and humidity are 
determined according to Pharmacology Testing Facility performance standards (SOP's) 
5 which are in accordance with the 1996 Guide for the Care and Use of Laboratory Animals 
(NRC). Animals are acclimated to the facility for at least 7 days prior to experimentation. 
During this time, animals are observed for overall health and sentinels will be bled for 
baseline serology. 

Experimental Groups 

10 

Each solution (VEGF and siNAs) was prepared as a IX solution for final 
concentrations shown in the experimental groups described in Table HI. 

siNA Annealing Conditions 

15 siNA sense and antisense strands are annealed for 1 minute in H2O at 

1.67mg/mL/strand followed by a 1 hour incubation at 37°C producing 3.34 mg/mL of 
duplexed siNA. For the 20ng/eye treatment, 6 uLs of the 3.34 mg/mL duplex is injected 
into the eye (see below). The 3.34 mg/mL duplex siNA can then be serially diluted for 
dose response assays. 

20 

Preparation of VEGF Filter Disk 

For corneal implantation, 0.57 mm diameter nitrocellulose disks, prepared from 
0.45 jim pore diameter nitrocellulose filter membranes (Millipore Corporation), were 
25 soaked for 30 min in 1 ^L of 75 jiM VEGF in 82 mM Tris HC1 (pH 6.9) in covered petri 
dishes on ice. Filter disks soaked only with the vehicle for VEGF (83 mM Tris-Cl pH 
6.9) elicit no angiogenic response. 

Corneal surgery 
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The rat corneal model used in this study was a modified from Koch et al. Supra 
and Pandey et al, supra. Briefly, corneas were irrigated with 0.5% povidone iodine 
solution followed by normal saline and two drops of 2% lidocaine. Under a dissecting 
microscope (Leica MZ-6), a stromal pocket was created and a presoaked filter disk (see 
5 above) was inserted into the pocket such that its edge was 1 mm from the corneal limbus. 

Intraconjunctival injection of test solutions 

Immediately after disk insertion, the tip of a 40-50 urn OD injector (constructed in 
our laboratory) was inserted within the conjunctival tissue 1 mm away from the edge of 

1 0 the corneal limbus that was directly adjacent to the VEGF-soaked filter disk. Six hundred 
nanoliters of test solution (siNA, inverted control or sterile water vehicle) were dispensed 
at a rate of 1.2 uL/min using a syringe pump (Kd Scientific). The injector was then 
removed, serially rinsed in 70% ethanol and sterile water and immersed in sterile water 
between each injection. Once the test solution was injected, closure of the eyelid was 

15 maintained using microaneurism clips until the animal began to recover gross motor 
activity. Following treatment, animals were warmed on a heating pad at 37°C. 

Quantitation of angiogenic response 

Five days after disk implantation, animals were euthanized following im 
20 administration of 0.4 mg/kg atropine and corneas were digitally imaged. The neovascular 
surface area (NSA, expressed in pixels) was measured postmortem from blood-filled 
corneal vessels using computerized morphometry (Image Pro Plus, Media Cybernetics, 
v2.0). The individual mean NSA was determined in triplicate from three regions of 
identical size in the area of maximal neovascularization between the filter disk and the 
25 limbus. The number of pixels corresponding to the blood-filled corneal vessels in these 
regions was summated to produce an index of NSA. A group mean NSA was then 
calculated. Data from each treatment group were normalized to VEGF/siNA vehicle- 
treated control NSA and finally expressed as percent inhibition of VEGF-induced 
angiogenesis. 

30 Statistics 
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After detennining the normality of treatment group means, group mean percent 
inhibition of VEGF-induced angiogenesis was subjected to a one-way analysis of 
variance. This was followed by two post-hoc tests for significance including Dunnett's 
(comparison to VEGF control) and Tukey-Kramer (all other group mean comparisons) at 
5 alpha = 0.05. Statistical analyses were performed using JMP v.3.1.6 (SAS Institute). 

Results are graphically represented in Figure 23. As shown in Figure 23, 
VEGFR1 site 4229 active siNA at three concentrations were effective at inhibiting 
angiogenesis compared to the inverted siNA control and the VEGF control. A chemically 
modified version of the VEGFR1 site 4229 active siNA comprising a sense strand having 

10 2 , -deoxy-2'-fluoro pyrimidines and ribo purines with 5' and 3' terminal inverted 
deoxyabasic residues (SEQ ID NO: 419) and an antisense strand having having 2'- 
deoxy-2'-fluoro pyrimidines and ribo purines with a terminal S'-phosphorothioate 
internucleotide linkage (SEQ ID NO: 420), showed similar inhibition. This result shows 
siNA molecules of differing chemically modified composition of the invention are 

1 5 capable of significantly inhibiting angiogenesis in vivo. 

Example 13: RNAi mediated inhibition of EGFR (HER1YRNA expression 

siNA constructs (Table I) were tested for efficacy in reducing EGFR (HER1) RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 fil/well, such that at the time of 

20 transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 nl/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 \xl Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 

25 incubated at 37°C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 
transfection mixtures were first removed and discarded, then the cells wre lysed and RNA 
prepared from each well. Target gene expression following treatment was evaluated by 
RT-PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) 

30 for normalization. The triplicate data were averaged and the standard deviations 
determined for each treatment. Normalized data were graphed and the percent reduction 
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of target mRNA by active siNAs in comparison to their respective inverted control siNAs 
was determined. 

Results of this study are shown in Figure 25. A siNA construct comprising 
ribonucleotides and 3^terminal dithymidine caps (RPI#30988/31064) was compared to a 
chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate internucleotide linkage (RPI#3 1300/3 1301), 
which was also compared to a matched chemistry inverted control (RPI#31312/31313). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce EGFR RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 14: RNAi medi ated inhibition of PKC-atoha RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing PKC-alpha RNA 
expression in, for example in A549 cells. Cells are plated approximately 24h before 
transfection in 96-well plates at 5,000-7,500 cells/well, 100 ul/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs are mixed with 
the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 ul. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 
prepared from each well of treated cells. The supematants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for normalization. The triplicate 
data is averaged and the standard deviations detennined for each treatment. Normalized 
data are graphed and the percent reduction of target mRNA by active siNAs in comparison 
to their respective inverted control siNAs was determined. 
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In a non-limiting example, siNA constructs were screened for activity (see Figure 
26) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 26, the siNA constructs significantly reduce PKC-alpha RNA expression. Leads 
5 generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3'-tenninal dithymidine caps are assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 

10 comprises a 3 '-terminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 

15 (transfection control). 

Example 15: RN Ai mediated inhibition of Mvc RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing Myc (c-Myc) RNA 
expression in 293T cells. 293T cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ul/well, such that at the time of 
transfection cells were 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 ul. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37°C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations detennined for each treatment. Normalized data were graphed and 
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the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 

Results of this study are shown in Figure 27. A screen of siNA constructs was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, three 
of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
significantly reduce c-Myc RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 16: RNAi mediated inhibition of BCL2 RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing BCL2 RNA expression 
in, for example, A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 jil/well, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ^il/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 jil. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA is prepared from each well of treated cells. The supernatants with the 
transfection mixtures are first removed and discarded, then the cells are lysed and RNA 
prepared from each well. Target gene expression following treatment is evaluated by RT- 
PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) for 
normalization. The triplicate data is averaged and the standard deviations determined for 
each treatment. Normalized data are graphed and the percent reduction of target mRNA 
by active siNAs in comparison to their respective inverted control siNAs is determined. 

In a non-limiting example, A549 cells were transfected with 0.25 ug/well of lipid 
complexed with 25 nM siNA A siNA construct comprising ribonucleotides and 3'- 
terminal dithymidine caps (RPM30998/31074) was tested along with a chemically 
modified siNA construct comprising 2 , -deoxy-2'-fluoro pyrimidine nucleotides and 
purine ribonucleotides in which the sense strand of the siNA is further modified with 5' 
and 3'-terminal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
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terminal phosphorothioate internucleotide linkage (RPW31368/31369), which was also 
compared to a matched chemistry inverted control (RPI#3 1370/3 1371) and a chemically 
modified siNA construct comprising 2'-deoxy-2 , -fluoro pyrimidine and 2'-deoxy-2'- 
fluoro purine nucleotides in which the sense strand of the siNA is further modified with 
5' and 3 f -terminal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
terminal phosphorothioate internucleotide linkage (RPI#3 1372/3 1373) which was also 
compared to a matched chemistry inverted control (RPW31374/31375). In addition, the 
siNA constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scraml and Scram2), and cells transfected with lipid alone 
(transfection control). As shown in Figure 28, the siNA constructs significantly reduce 
BCL2 RNA expression compared to scrambled, untreated, and transfection controls. 
Additional stabilization chemistries as described in Table IV are similarly assayed for 
activity. 

Example 17: RNAi mediated inhibition of CHK-1 RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing CHK-1 RNA 
expression in A549 cells. A549 ceils were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 jil/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 29. A siNA construct comprising 
ribonucleotides and 3^terminal dithymidine caps (RPI#3 1003/3 1079) and a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine nucleotides and 
purine ribonucleotides in which the sense strand of the siNA is further modified with 5' 
and 3^tenninal inverted deoxyabasic caps and in which the antisense strand comprises a 
3'-tenninal phosphorothioate internucleotide linkage (RPK3 1302/3 1303), were compared 
to a matched chemistry inverted control (RPI#31314/31325). In addition, the siNA 
constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scraml and Scram2), and cells transfected with lipid alone 
(transfection control). As shown in the figure, both siNA constructs significantly reduce 
CHK-1 RNA expression compared to appropriate controls. Additional stabilization 
chemistries as described in Table IV are similarly assayed for activity. 

Example 18: RNAi medi ated inhibition of BACE RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing BACE RNA expression 
in, for example in A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 ul/well, such that at the time of transfection cells 
are 70-90% confluent For transfection, annealed siNAs are mixed with the transfection 
reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well and incubated for 20 
min. at room temperature. The siNA transfection mixtures are added to cells to give a final 
20 siNA concentration of 25 nM in a volume of 150 uL Each siNA transfection mixture is 
added to 3 wells for triplicate siNA treatments. Cells are incubated at 37°C for 24h in the 
continued presence of the siNA transfection mixture. At 24h, RNA is prepared from each 
well of treated cells. The supematants with the transfection mixtures are first removed and 
discarded, then the cells are lysed and RNA prepared from each well. Target gene 
25 expression following treatment is evaluated by RT-PCR for the target gene and for a control 
gene (36B4, an RNA polymerase subunit) for normalization The triplicate data is averaged 
and the standard deviations determined for each treatment. Normalized data are graphed 
and the percent reduction of target mRNA by active siNAs in comparison to their 
respective inverted control siNAs was determined. 

30 hi a non-limiting example, siNA constructs were screened for activity (see Figure 

30) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
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Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 30, the siNA constructs significantly reduce BACE RNA expression. Leads 
generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3'-terminal dithymidine caps are assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). 

Example 19: RNAi mediated inhihitinn of cvclin D] RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing cyclin Dl RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ul/well, ^ m at &e time Qf 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 pi. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
25 transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
30 the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 31. A siNA construct comprising 
ribonucleotides and 3'-terminal dithymidine caps (RPI#30988/31064) was assayed along 
with a chemically modified siNA construct comprising 2>-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
modified with 5' and 3'-tenninal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate internucleotide linkage (RPI#31300/3130), 
which was also compared to a matched chemistry inverted control (RPI#31312/31313)' 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
mth m md SCrambled siNA co ^ts (Scraml and Scram2), and cells transfected 
with lipid alone (transfection control). As shown in the figure, both siNA constructs 
sigxuficantly reduce cyclin Dl RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 20: RNAi mediated inhibition nf PT P. m RNA 

siNA constructs (Table I) were tested for efficacy in reducing PTP-1B RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ul/well, such that at the time of 
transfection cells are 70-9 0 o/ 0 confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 ul Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 
30 inverted control siNAs was determined. 
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Results of this study are shown in Figure 32. A siNA construct comprising 
ribonucleotides and 3Menninal dithymidine caps (RPI#3 101 8/3 1094) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
modified with 5' and 3'-tenninal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate internucleotide linkage (RPI#31306/31307), 
which was also compared to a matched chemistry inverted control (RPI#31318/31319)! 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce PTP-1B RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 21 : RN Ai m ed iated inhibition nf FRG2 RNA exp ^i™ 

siNA constructs (Table I) are tested for efficacy in reducing ERG2 RNA expression 
in, for example in DLD1 cells. Cells are plated approximately 24h before transfection in 
96-well plates at 5,000-7,500 cells/well, 100 utfwell, such that at the time of transfection 
cells are 70-90% confluent For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 pi. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection rnixture. At 24h, RNA is 
prepared from each well of treated cells. The supematants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for notarization. The triplicate 
data is averaged and the standard deviations detennined for each treatment. Normalized 
data are graphed and the percent reduction of target mRNA by active siNAs in comparison 
to then respective inverted control siNAs was determined. 

In a non-limiting example, siNA constructs were screened for activity (see Figure 
33) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
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Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 33, the siNA constructs significantly reduce of ERG2 RNA expression. Leads 
generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3'-terminal dithymidine caps are assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2 , -fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3' -terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 terminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). Additional stabilization chemistries as described in Table IV are 
similarly assayed for activity. 

Example 22: RNAi mediated inhibition of PCNA RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing PCNA RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ^l/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 34. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPW31035/31111) was assayed along 
with a chemically modified siNA construct comprising 2 , -deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5* and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate internucleotide linkage (RPI#31310/31311), 
which was also compared to a matched chemistry inverted control (RPI#3 1322/3 1323). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scram 1 and Scram2), and cells transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significant reduce PCNA RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 23: Indications 

The siNA molecules of the invention can be used to treat a variety of diseases and 
15 conditions through modulation of gene expression. Using the methods described herein, 
chemically modified siNA molecules can be designed to modulate the expression any 
number of target genes, including but not limited to genes associated with cancer, 
metabolic diseases, infectious diseases such as viral, bacterial or fungal infections, 
neurologic diseases, musculoskeletal diseases, diseases of the immune system, diseases 
20 associated with signaling pathways and cellular messengers, and diseases associated with 
transport systems including molecular pumps and channels. 

Non-limiting examples of various viral genes that can be targeted using siRNA 
molecules of the invention include Hepatitis C Virus (HCV, for example Genbank 
Accession Nos: D11168, D50483.1, L38318 and S82227), Hepatitis B Virus (HBV, for 

25 example GenBank Accession No. AF100308.1), Human Immunodeficiency Virus type 1 
(HIV-1, for example GenBank Accession No. U51188), Human Immunodeficiency Virus 
type 2 (HIV-2, for example GenBank Accession No. X60667), West Nile Virus (WNV 
for example GenBank accession No. NCJ)01563), cytomegalovirus (CMV for example 
GenBank Accession No. NC 001347), respiratory syncytial virus (RSV for example 

30 GenBank Accession No. NCJJ01781), influenza virus (for example example GenBank 
Accession No. AF037412, rhinovirus (for example, GenBank accession numbers: 
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D00239, X02316, X01087, L24917, M16248, K02121, X01087), papillomavirus (for 
example GenBank Accession No. NC_001353), Herpes Simplex Virus (HSV for 
example GenBank Accession No. NC_001345), and other viruses such as HTLV (for 
example GenBank Accession No. AJ430458). Due to the high sequence variability of 
5 many viral genomes, selection of siRNA molecules for broad therapeutic applications 
would likely involve the conserved regions of the viral genome. Nonlimiting examples of 
conserved regions of the viral genomes include but are not limited to 5'-Non Coding 
Regions (NCR), 3'- Non Coding Regions (NCR) and/or internal ribosome entry sites 
(IRES). siRNA molecules designed against conserved regions of various viral genomes 
10 will enable efficient inhibition of viral replication in diverse patient populations and may 
ensure the effectiveness of the siRNA molecules against viral quasi species which evolve 
due to mutations in the non-conserved regions of the viral genome. 

Non-limiting examples of human genes that can be targeted using siRNA molecules 
of the invention using methods described herein include any human RNA sequence, for 

15 example those commonly referred to by Genbank Accession Number. These RNA 
sequences can be used to design siRNA molecules that inhibit gene expression and 
therefore abrogate diseases, conditions, or infections associated with expression of those 
genes. Such non-limiting examples of human genes that can be targeted using siRNA 
molecules of the invention include VEGFr (VEGFr-1 for example GenBank Accession 

20 No. XM_067723, VEGFr-2 for example GenBank Accession No. AF063658), HER1, 
HER2, HER3, and HER4 (for example Genbank Accession Nos: NM 005228, 
NM_004448, NM_001982, and NM_005235 respectively), telomerase (TERT, for 
example GenBank Accession No. NM_003219), telomerase RNA (for example GenBank 
Accession No. U86046), NFkappaB, Rel-A (for example GenBank Accession No. 

25 NM_005228), NOGO (for example GenBank Accession No. AB020693), NOGOr (for 
example GenBank Accession No. XM_0 15620), RAS (for example GenBank Accession 
No. NMJJ04283), RAF (for example GenBank Accession No. XMJJ33884), CD20 (for 
example GenBank Accession No. X07203), METAP2 (for example GenBank Accession 
No. NM_003219), CLCA1 (for example GenBank Accession No. NM_001285) , 

30 phospholamban (for example GenBank Accession No. NMJ)02667), PTP1B (for 
example GenBank Accession No. M31724), and others, for example, those shown in 
Table m. 
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The siNA molecule of the invention can also be used in a variety of agricultural 
applications involving modulation of endogenous or exogenous gene expression in plants 
using siNA, including use as insecticidal, antiviral and anti-fungal agents or modulate 
plant traits such as oil and starch profiles and stress resistance. 

5 Example 24: Diagnostic uses 

The siNA molecules of the invention can be used in a variety of diagnostic 
applications, such as in the identification of molecular targets (e.g., RNA) in a variety of 
applications, for example, in clinical, industrial, environmental, agricultural and/or 
research settings. Such diagnostic use of siNA molecules involves utilizing reconstituted 

10 RNAi systems, for example, using cellular lysates or partially purified cellular lysates. 
siNA molecules of this invention can be used as diagnostic tools to examine genetic drift 
and mutations within diseased cells or to detect the presence of endogenous or exogenous, 
for example viral, RNA in a cell. The close relationship between siNA activity and the 
structure of the target RNA allows the detection of mutations in any region of the 

15 molecule, which alters the base-pairing and three-dimensional structure of the target 
RNA. By using multiple siNA molecules described in this invention, one can map 
nucleotide changes, which are important to RNA structure and function in vitro, as well 
as in cells and tissues. Cleavage of target RNAs with siNA molecules can be used to 
inhibit gene expression and define the role of specified gene products in the progression 

20 of disease or infection. In this manner, other genetic targets can be defined as important 
mediators of the disease. These experiments will lead to better treatment of the disease 
progression by affording the possibility of combination therapies (e.g., multiple siNA 
molecules targeted to different genes, siNA molecules coupled with known small 
molecule inhibitors, or intermittent treatment with combinations siNA molecules and/or 

25 other chemical or biological molecules). Other in vitro uses of siNA molecules of this 
invention are well known in the art, and include detection of the presence of mRNAs 
associated with a disease, infection, or related condition. Such RNA is detected by 
determining the presence of a cleavage product after treatment with a siNA using 
standard methodologies, for example, fluorescence resonance emission transfer (FRET). 

30 In a specific example, siNA molecules that cleave only wild-type or mutant forms 

of the target RNA are used for the assay. The first siNA molecules (i.e., those that cleave 
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only wild-type forms of target RNA) are used to identify wild-type RNA present in the 
sample and the second siNA molecules (ie, those that cleave only mutant forms of target 
RNA) are used to identify mutant RNA in the sample. As reaction controls, synthetic 
substrates of both wild-type and mutant RNA are cleaved by both siNA molecules to 
5 demonstrate the relative siNA efficiencies in the reactions and the absence of cleavage of 
the "non-targeted" RNA species. The cleavage products from the synthetic substrates 
also serve to generate size markers for the analysis of wild-type and mutant RNAs in the 
sample population. Thus, each analysis requires two siNA molecules, two substrates and 
one unknown sample, which is combined into six reactions. The presence of cleavage 

10 products is determined using an RNase protection assay so that full-length and cleavage 
fragments of each RNA can be analyzed in one lane of a polyacrylamide gel. It is not 
absolutely required to quantify the results to gain insight into the expression of mutant 
RNAs and putative risk of the desired phenotypic changes in target cells. The expression 
of mRNA whose protein product is implicated in the development of the phenotype (i.e., 

15 disease related or infection related) is adequate to establish risk. If probes of comparable 
specific activity are used for both transcripts, then a qualitative comparison of RNA levels 
is adequate and decreases the cost of the initial diagnosis. Higher mutant form to wild- 
type ratios are correlated with higher risk whether RNA levels are compared qualitatively 
or quantitatively. 

20 All patents and publications mentioned in the specification are indicative of the 

levels of skill of those skilled in the art to which the invention pertains. All references 
cited in this disclosure are incorporated by reference to the same extent as if each 
reference had been incorporated by reference in its entirety individually. 

One skilled in the art would readily appreciate that the present invention is well 
25 adapted to carry out the objects and obtain the ends and advantages mentioned, as well as 
those inherent therein. The methods and compositions described herein as presently 
representative of preferred embodiments are exemplary and are not intended as 
limitations on the scope of the invention. Changes therein and other uses will occur to 
those skilled in the art, which are encompassed within the spirit of the invention, are 
30 defined by the scope of the claims. 
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It will be readily apparent to one skilled in the art that varying substitutions and 
modifications can be made to the invention disclosed herein without departing from the 
scope and spirit of the invention. Thus, such additional embodiments are within the scope 
of the present invention and the following claims. The present invention teaches one 
skilled in the art to test various combinations and/or substitutions of chemical 
modifications described herein toward generating nucleic acid constructs with improved 
activity for mediating RNAi activity. Such improved activity can comprise improved 
stability, improved bioavailability, and/or improved activation of cellular responses 
mediating RNAi. Therefore, the specific embodiments described herein are not limiting 
and one skilled in the art can readily appreciate that specific combinations of the 
modifications described herein can be tested without undue experimentation toward 
identifying siNA molecules with improved RNAi activity. 

The invention illustratively described herein suitably can be practiced in the 
absence of any element or elements, limitation or limitations that are not specifically 
disclosed herein. Thus, for example, in each instance herein any of the terms 
"comprising", "consisting essentially of 1 , and "consisting of 1 may be replaced with either 
of the other two terms. The terms and expressions which have been employed are used as 
terms of description and not of limitation, and there is no intention that in the use of such 
terms and expressions of excluding any equivalents of the features shown and described 
or portions thereof, but it is recognized that various modifications are possible within the 
scope of the invention claimed. Thus, it should be understood that although the present 
invention has been specifically disclosed by preferred embodiments, optional features, 
modification and variation of the concepts herein disclosed may be resorted to by those 
skilled in the art, and that such modifications and variations are considered to be within 
the scope of this invention as defined by the description and the appended claims. 

In addition, where features or aspects of the invention are described in terms of 
Markush groups or other grouping of alternatives, those skilled in the art will recognize 
that the invention is also thereby described in terms of any individual member or 
subgroup of members of the Markush group or other group. 
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Table II 



Reagent 



Phosphoramidites 



S-Ethyi Tetrazole 



Acetic Anhydride 



Equivalents 



A. 2J5 pmol Synthesis Cycle ABI 394 Instrument 
Amount I Wait Time* DNA 



6.5 
23.8 



163 pL 



100 
186 



238 pL 



233 pL 



45 sec 



45 sec 



5 sec 



Wait Time* r-O-methyt 



2.5 min 



2.5 min 



WaitTime*RNA 



7.5 min 



7.5 min 



5 sec 



AWtfethyl 
Imidazoie 



233 pL 



5 sec 



5 sec 



5 sec 



TCA 



176 



2.3 ml_ 



21 sec 



21 sec 



Iodine 



11.2 



21 sec 



1.7 mL 



45 sec 



Beaucage 
Acetonltrile 



1Z9 
NA 



45 sec 



45 sec 



645 pL 



100 sec 



300 sec 



300 sec 



6.67 mL 



NA 



NA 



NA 



Reagent 


Equivalents 


Amount 


Wart Time* DNA 


Wait Time* 2'-0-methyl 


WaitTime*RNA 


Phosphoramidites 


15 


31 pL 


45 sec 


233 sec 


465 sec 


S-Ethyl Tetrazole 


38.7 


31 pL 


45 sec 


233 min 


465 sec 


Acetic Anhydride 


655 


124 pL 


5 sec 


5 sec 


5 sec 


N-Methyl 
Imidazole 


1245 


124 pL 


5 sec 


5 sec 


5 sec 


TCA 


700 


732 pL | 


10 sec 


10 sec 


10 sec 


Iodine 


20.6 


244 pL 


15 sec 


15 sec 


15 sec 


Beaucage 


7.7 


232 pL 


100 sec 


300 sec 


300 sec 


Acetonitrile 


NA 


2.64 mL | 


NA 


NA 


NA 



Reagent 


Equfvalents:DNA/ 
^-O-methyl/Ribo 


Amount: DNA/2'-0- 
methyl/Ribo 


Wait Time* DNA 


Wait Time* 2'-0- 
methyl 


Wait Time* Ribo 


Phosphoramidites 


22/33/66 


40/60/120 pL 


60 sec 


180 sec 


360sec 


S-Ethyi Tetrazole 


70/105/210 


40/60/120 pL 


60 sec 


180 min 


360 sec 


Acetic Anhydride 


265/265/265 


50/50/50 pL 


10 sec 


10 sec 


10 sec 


W-Methyl 
Imidazole 


502/502/502 


50/50/50 pL 


10 sec 


10 sec 


10 sec 


TCA 


238/475/475 


250/500/500 pL 


15 sec 


15 sec 


15 sec 


Iodine 


6.8/6.8/6.8 


80/80/80 pL 


30 sec 


30 sec 


30 sec 


Beaucage 


34/51/51 


80/120/120 


100 sec 


200 sec 


200 sec 


Acetonitrile 


NA 


1150/1150/1150 pL 


NA 


NA 


NA 



Wait time does not include contact time during delivery. 
Tandem synthesis utilizes double coupling of linker molecule 
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Gr up * 


Solution on =' 

>■* ' ' uLV T-' 
- rr") 'y i 


Stock VEGF 
* concentration^ 


^Number *- t 

'. ■"•'of 

~r\ IlIIIiaAa - 

- • • ■:• \, } r 


injectatet 

. ' >Vt :.«*.' " "«•' '"Y* 


r Dose 

'A'-' : ■ 


! : .mjectate- 


1 


Tris-QpH 
6.9 


NA 


5 


water 


NA 


NA 


9 


VEGF-carrier 
free 
75 ^iM 


^ TO iicr/nT 


D 


water 


TvT A 
IMA 


NA 


% 


1?&-T") Q^ycfomc 
1XOCL/ \Dy O Lt.II lO 

VEGF-carrier 
free 
75 nM 


^ TO iitr/nT 
O.DO Jig/ |ib 


c 
D 


oite z^4U 
Stabl 
siRNA 


1U 
Hg/eye 


1.67 
Hg/*iL 


4 


VEGF-carrier 
free 
75 \xM 


a co liry / ll T 
Jig/ JiL 


D 


at** o*i/in 
Olte 

Stabl 

siRNA 


o 

tig/ eye 


0.5 
Hg/nL 


5 


is jy a l cil 123 

VEGF-carrier 
free 
75 nM 


^ TO iicr/nT 


c 
0 


Dite zo4U 
Stabl 
siRNA 


1 

tig/eye 


U.167 
. Hg/^L 




VEGF-carrier 
free 
75 mM 


3 TO iirr/nT 

O.OO (Ig/ [XL 


D 


Inactive 
Site 2340 
Stabl 
siRNA 


1U 
tig/eye 


1.67 
Hg/^L 


7 


R&D Systems 
VEGF-carrier 
free 
75 \xM 


3.53 ue/uL 


5 


Inactive 
Site 2340 
Stabl 
siRNA 


3 

Hg/eye 




8 


R&D Systems 
VEGF-carrier 
free 
75 jxM 


3.53 jig/jiL 


5 


Inactive 
Site 2340 
Stabl 
siRNA 


1 

Hg/eye 


0.167 
Hg/^L 
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Table IV 



Non-limiting examples of Stabilization Chemistries for chemically modified siNA 
constructs 



Chemistry 


pyrimidine 


Purine 


cap 


p=S 


Strand 


"Stab 1" 


Ribo 


Ribo 


- 


5 at 5 '-end 
1 at 3 '-end 


S/AS 


"Stab 2" 


Ribo 


Ribo 




All 

linkages 


Usually AS 


Stab 3" 


2'-fluoro 


Ribo 




4 at 5 '-end 
*t at j -end 


Usually S 


"Stab 4" 


2'-fluoro 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 5" 


2'-fluoro 


Ribo 




1 at 3 '-end 


Usually AS 


"Stab 6" 


2'-0-Methyl 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 7" 


2'-fluoro 


2'-deoxy 


5' and 3'- 
ends 




Usually S 


"Stab 8" 


2'-fluoro 


2'-0- 
Methyl 




1 at 3 '-end 


Usually AS 


"Stab 9" 


Ribo 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 10" 


Ribo 


Ribo 




1 at 3 '-end 


Usually AS 


"Stab 11" 


2'-fluoro 


2'-deoxy 




1 at 3'-end 


Usually AS 



5 CAP = any terminal cap, see for example Figure 10. 



All Stab 1-11 chemistries can comprise 3 '-terminal thymidine (TT) residues 

All Stab 1-11 chemistries typically comprise 21 nucleotides, but can vary as described 
herein. 

S = sense strand 
10 AS = antisense strand 
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Table V 





l/escripuon 




nomo sapiens pieiouvjpnin jnepann Dinaing growth tactor o, neunte growth- 

nrnmrttinff factor 1 ■ fPTTJi mPMA 


NM 033418 


Homo sapiens hypothetical protein MGC9084 (MGC9084), mRNA 


nm n^^i i i 

■TN1YX UJJ 111 


nomo sapiens jlajooojZj ^iajuoojzj ) 3 mKINA 




nomo sapiens oiacyigjyceroi u-acyltransierase homolog 2 (mouse) (DGAT2), 
mRNA 


(mil 1 


nomo sapiens isJAAio4y protein (ivlAAlo4y), mKNA 


>JM 099 1 in 


Homo sapiens golgi phosphoprotein 3 (coat-protein) (GOLPH3), mRNA 


NM 021980 


Homo sapiens optineurin (OPTN), mRNA 


iNlVL__UUlrOOU 


Homo sapiens transforming growth factor, beta 1 (Camurati-Engelmann disease) 
(TGFB1), mRNA 


"KTM n9nvi9*i 
lNivi 


Homo sapiens hypothetical protein LOC57147 (LOC57147), mRNA 




Homo sapiens smooth muscle cell-expressed and macrophage conditioned 
meaium-inauced protem smag-64 (LOC57086), mRNA 


INlVx UIJOjO 


Homo sapiens hypothetical protein OJ473B4 (DJ473B4), mRNA 


"MM" fH8£7£ 
1N1V1__U 1 50 /O 


Jtlomo sapiens 1M1 aP tor transmembrane molecule with thrombospondin 
module (LOC55901), mRNA 


lNIVx_U i OZOD 


Homo sapiens CjIUI-J tor gonadotropin inducible transcription repressor-3 
rr^TriT twT?xta 

^VJIL^ 1 -J ), miNiN A 


NM 016531 


Homo sapiens Kruppel-like factor 3 (basic) (KLF3), mRNA 


"MM 0.1^79 


Homo sapiens seven transmembrane domain orphan receptor (TPRA40) mRNA 


NM 016211 


Homo sapiens yeast Sec31p homolog (KIAA0905), mRNA 


INIYI UlHl/JJ 


Homo sapiens yeast Sec3 lp homolog (KIAA0905), mRNA 


"MM fHzl7n£ 
IN lVx_U 1 H / U 0 


Homo sapiens squamous cell carcinoma antigen recognised by T cells 3 

^o/AJtvl J ), mJKJNA 


IN JYl V 1 f*fr O J 


nomo sapiens Lsm3 protem (LSM3), mRNA 


"MA/f 01/1988 
INlVx_U I *f ZO O 


Homo sapiens integrin beta 3 binding protein (beta3-endonexin) HTGB3BP) 

mRlSJA ^ ,t 

nuvtN/\ 


NM_013443 


Homo sapiens CMP-NeuAC:(beta)-N-acetylgalactosaminide (alpha)2,6- 
siaiyiTransierase memoer vi ( vij, mKNA 


NM 012404 


xxuiixu iwipiciio ppj^ reidieu Z ^xx jLjsJLjy mJKJNA 


NM 012403 


xiAJiuu odpiciib yyoz. rcidieu i ^xx jZx\.l ) y ITLKIN A \ 


NMJ)06710 


Homo sapiens COP9 homolog (COP9), mRNA 


NM 006117 


nomo sapiens peroxisomal uj,L>z-enoyi-CoA isomerase (PEClj, mRNA 


NM 005839 

l^IlYX UVJOJ7 


nomo sapiens senne/argirune repenuve matrix 1 (oKRMl), mRNA 


NM 004264 

11 ATX W*T^V^T 


numu bdpicnb oivd / suppressor oi KiN a polymerase d nomoiog (yeast) 


NM 003714 


WfiTnn ^flniptr; ^tanr>inrjitf*iTi 9 /QTT S *9^ mT?\TA 

XXKJILIKJ OdjJl WllO OullllXliywal^ILl Z 1 W J } llll\lN/\ 


NM 00312? 


nomo sapiens serme protease innioitor, ivazal type 1 (oriNKl), mRNA 


NM 0036Q0 


nomo sapiens proiem Kinase, lnterieron-inaucible double stranded RNA 
denendpnt activator fPRPTP A ^ mPXT A 

UV^/Wilu&Xll awUYalUl ^XXVLVXvfV/, IllX\lN/\. 


NM 015526 


Homo sapiens CLIP-170-related protein (CLIPR-59), mRNA 


NM 033401 


Homo sapiens cell recognition protein CASPR4 (CASPR4), mRNA 


NM 023037 


Homo sapiens hypothetical protein CG003 (13CDNA73), mRNA 


NM 021817 


Homo sapiens brain link protein- 1 (BRAL1), mRNA 


NM 016222 


Homo sapiens DEAD-box protein abstrakt (ABS), mRNA 


NM 003744 


Homo sapiens numb homolog (Drosophila) (NUMB), mRNA 


NM 032682 


Homo sapiens forkhead box PI (FOXP1), mRNA 


NM 003681 


Homo sapiens pyridoxal (pyridoxine, vitamin B6) kinase (PDXK), mRNA 



177 



WO 03/074654 



PCT/US03/05028 



NM 001685 


Homo sapiens Alt' synthase. H+ transDortins mi'tnrhnnfirinl Ffl nrnmin 
subxmit F6 (ATP5J), mRNA 


NM 017954 


Homo sapiens hypothetical protein FU20761 (FT J207fin mRNA 


NM 015626 


Homo sapiens SOCS box-containing WD protein SWiP-1 (WSB1) mRNA 


NM 130795 


Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


NM 030877 
NM 080830 


Homo sapiens chromosome 20 open reading frame ^1 (COOnrFi'W mUMA 
Homo sapiens cystatin 1 1 (CST1 1), mRNA 


NM 032329 
NM 022917 


Homo sapiens p28 ING5 (ING5), mRNA 

Homo sapiens nucleolar RNA-associated nmtpi-n HvJraM ™P"ma 


NM_130787 
NM 024744 


Homo sapiens adaptor-related protein complex 2, alpha 1 subunit (AP2A1), 
mRNA 

Homo sapiens (ALS2CR8), mRNA 


NM 018984 
NM_106552 


Homo sapiens slingshot 1 (hSSH-1), mRNA 

Homo sapiens hypothetical protein FU14249 similar to HS 1 binding protein 3 
(FIJI 4249), transcript variant 2 mRNA 


NM_022460 
NM 130446 


Homo sapiens hypothetical protein FLT14249 similar to HS1 binding protein 3 

(FLJ14249), transcript variant 1, mRNA 

Homo sapiens kelch-hke protein KLHL6 (KLHL6), mRNA 


NM 020314 
NM_130395 


HomO SaDienS eSOnhaO'eal f*anf»i*r nccnriut^i'l r\t*r\+c»tT-» f\/fCU~*'\ /COyf\ n\r a 

. vov/yiiagcai ^am/Ci dbaULlalcQ proiein (JVHjQ 100^4), mRNA 

Homo sapiens Werner hehcase mteracting protein (WHIP), transcript variant 2, 
mRNA 


NM_020135 

NM 130388 
NM 130387 


Homo sapiens Werner hehcase mteracting protein (WHIP), transcript variant 1 
mRNA 

Homo sapiens ankyim repeat and SOCS box-containing 12 (ASB12) mRNA 

Homo sapiens ankvnn reneat anH £OP^! hrw ^rvn+atV^nn <\a aacdi/j\ t»\t a 

K omvjrim i^jj^ai aim ou^o pox-containing 14 (AM314), mRNA 


NM 007191 
NM_052950 
NM_025042 


Homo sapiens WNT inhibitory factor 1 fWTFl), mRNA 

^ " TVA^tv uuu r i v n-uomain containing protein 2 (WDF2) mRNA 
Hamosapiens Wilhams-Beuren syndrome chromosome region 23 (WBSCR23), 


NM_080706 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPV1), transcript variant 3, mRNA 


NM_080705 


Homo sapiens transient receptor potential cation channel, subfamily V member 
1 (TRPV1), transcript variant 4, mRNA 


NM_080704 


Homo sapiens transient receptor potential cation channel, subfamily V member 
1 (TRPV1), transcript variant 1, mRNA 


NM_018727 

NM 080879 
NM 080871 
NM 080870 
NM 080834 
NM 080829 
NM 080828 
NM 080819 
NM 080752 
NM 080749 
NM 080745 
NM_080738 
NM 014970 
NM 021058 
NM 021064 
NM 080491 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPV1), transcript variant 2, mRNA 

Homo sapiens SOCS box containing protein RAR2A (RAR2A), mRNA 
Homo sapiens ankynn repeat and SOCS box-containing 10 (ASB10), mRNA 
Homo sapiens DPCR1 protein (DPCR1), mRNA 

Homo sapiens chromosome 20 open reading frame 1 52 (C20orfl 52) mRNA J 

Homo sapiens chromosome 20 open reading frame 175 (C20orfl75) mRNA 

Homo sapiens chromosome 20 open reading frame 173 (C20orfl73), mRNA 

Homo sapiens G protein-coupled receptor 78 (GPR78) mRNA 

Homo sapiens chromosome 20 open reading frame 164 (C20orfl64) mRNA 

Homo sapiens chromosome 20 open reading frame 163 (C20orfl63) mRNA 

Homo sapiens ring finger protein 36 (RNF36), mRNA 

Homo sapiens EDAR-associated death domain (EDARADD) mRNA 

Homo sapiens kines in-associated protein 3 (KIFAP3) mRNA 

Homo sapiens H2B histone family, member R (H2BFR) mRNA 

Homo sapiens H2A histone family, member P (H2AFP) mRNA 

Homo sapiens GRB2-associated binding protein 2 (GAB2), transcript variant 1, 
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mRNA 


NM.012296 


Homo sapiens GRB2-associated binding protein 2 (GAB2), transcript vanant 2, 
mRNA 


NMJ)07247 


Homo sapiens API gamma subunit binding protein 1 (AP1GBP1), transcript 
variant 1, mRNA 


NM_080551 


Homo sapiens API gamma subunit binding protein 1 (AP1GBP1), transcript 
variant 3, mRNA 


NMJ)80550 


Homo sapiens API gamma subunit binding protein 1 (AP1GBP1), transcript 
variant 2, mRNA 


NM 000982 


Homo sapiens ribosomal protein L21 (RPL21), mRNA 


NM 003913 


Homo sapiens serine/threonine-protein kinase PRP4 homolog (PRP4), mRNA 


NM 002475 


Homo sapiens myosin light chain 1 slow a (MLC1SA), mRNA 


NM 002729 


Homo sapiens hematopoietically expressed homeobox (HHEX), mRNA 


NM 005893 


Homo sapiens calicin (CC1N), mRNA 


NM 017593 


Homo sapiens homolog of mouse BMP-2 inducible kinase (BIKE), mRNA 


NM 032027 


Homo sapiens beta-amyloid binding protein precursor (BBP), mRNA 


NM_004051 


Homo sapiens 3-hydrqxybutyrate dehydrogenase (heart, mitochondrial) (BDH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 006576 


Homo sapiens advillin (AVIL), mRNA 


NM 013375 


Homo sapiens TATA-binding protein-binding protein (ABT1), mRNA 


NM 058219 


Homo sapiens homolog of yeast mRNA transport regulator 3 (MTR3), mRNA 


NMJ)58237 


Homo sapiens HEAT-like repeat-containing protein (KIAA1622), transcript 
variant 1, mRNA 


NM_020958 


Homo sapiens HEAT-like repeat-containing protein (KIAA1622), transcript 
variant 2, mRNA 


NM 004702 


Homo sapiens cyclin E2 (CCNE2), transcript variant 3, mRNA 


NM 057749 


Homo sapiens cyclin E2 (CCNE2), transcript variant 1 , mRNA 


NM 057735 


Homo sapiens cyclin E2 (CCNE2), transcript variant 2, mRNA 


NM 002013 


Homo sapiens FK506 binding protein 3 (25kD) (FKBP3), mRNA 


NM_004724 


Homo sapiens ZW10 homolog, centromere/kinetochore protein (Drosophila) 
(ZW10),mRNA 


NM__057159 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 2 (EDG2), transcript variant 2, mRNA 


NM_001401 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 2 (EDG2), transcript variant 1, mRNA 


NMJ) 15084 


Homo sapiens mitochondrial ribosomal protein S27 (MRPS27), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_033281 


Homo sapiens mitochondrial ribosomal protein S36 (MRPS36), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_005830 


Homo sapiens mitochondrial ribosomal protein S3 1 (MRPS31), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 012062 


Homo sapiens dynamin 1-like (DNM1L), transcript variant 1, mRNA 


NM_005648 


Homo sapiens transcription elongation factor B (Sid), polypeptide 1 (15kD, 
elongin C) (TCEB 1), mRNA 


NM 007070 


Homo sapiens FKBP-associated protein (FAP48), transcript variant 2, mRNA 


NM 053274 


Homo sapiens FKBP-associated protein (FAP48), transcript variant 1, mRNA 


NMJ)54113 


Homo sapiens DNA-dependent protein kinase catalytic subunit-interacting 
protein 3 (KIP 3), mRNA 


NM 003726 


Homo sapiens src family associated phosphoprotein 1 (SCAP1), mRNA 


NM 012308 


Homo sapiens F-box and leucine-rich repeat protein 1 1 (FBXL1 1), mRNA 


NM 030913 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6C (SEMA6C), mRNA 
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NM 021163 
NM_033632 


Homo sapiens RB-associated KRAB repressor (RBAK), mRNA 

HomO SaDieilS F-bOX anH WT)-/10 Hrvmofn nrntpin 7 fw^.U^^ nn ^ L ^ 

AA.wuj.vr »uyiwiw x uua auu yfxj-H\j uomajn proiein / (arcnipeiago nomolog 
Drosophila) (FBXW7), transcript variant 1, mRNA 


NM018315 
NM 012168 


Axwiiiw oapicud x- uua axiu wi;-4u aomam protein / (archipelago homolog 
Drosophila) (FBXW7), transcript variant 2, mRNA 
Homo sanienc F-brw rvnlv nmt*»iri i /^7^'v/ - ^o^ ^dxt a 


NM.033332 


Homo sapiens CDC14 cell division cycle 14 homolog B (S. cerevisiae) 

(CDC14B i transcnnt variant *X mPM A 

\ M*~Ti~r j, u. cujloV/X l]Jt Vol loll I J, IIlXvlNxV 


NMJ)33331 


Homo sapiens CDC14 cell division cycle 14 homolog B (S. cerevisiae) 

( CDC 14B^ tran ccrint van* ant 9 mPMA 


NM_003671 


Homo sapiens CDC14 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC14B), transcript variant 1 , mRNA 


NM_033307 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant delta, mRNA 


NM_033306 


xiuinu 5dpicns caspase ^, apoptosis-relatea cysteine protease (CASP4), transcript 
variant gamma, mRNA 


NM_001225 
NM 002948 


" UU1U sapiens Ldspase % apoptosis-reiated cysteine protease (CASP4), transcript 
variant alpha, mRNA 


NMJ)33228 


Homo sapiens ribosomal protein L15 (RPL15), mRNA 

Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFD1), 

transcript variant gamma, mRNA 


NM_033227 


Homo sapiens ADP-nbosylation factor domain protein 1, 64kD (ARFD1) 
transcript variant beta, mRNA ' 


NMJ)01656 
NM 021203 


Homo sapiens ADP-nbosylation factor domain protein 1, 64kD (ARFD1), 

transcript variant alpha, mRNA 

Homo sapiens APMCF1 protein (APMCF1), mRNA 


NM_0 12095 

NM 001025 
NM 032989 
NM 004322 
NM 014326 
NM 012430 


Homo sapiens adaptor-related protein complex 3, mu 1 subunit (AP3M1) 
mRNA " 

Homo sapiens nbosomal protein S23 (RPS23), mRNA 

Homo sapiens BCL2-antaeomst of cell death (BAD), transcript variant 2 mRNA 
Homo sapiens BCL2-antagonist of cell death (BAD), transcript variant 1 mRNA 
Homo sapiens death-associated protein kinase 2 (DAPK2), mRNA 
Homo sapiens sec22 homnlna fSFP?? a , v mPMA 


NM_031216 
NM 002927 
NM 031274 
NM 001730 
NMJ)32674 


Homo sapiens secl3-hke protein (SEC13L), mRNA 
xxuuiu a^piciib rc^uiaior 01 u-protem signalling 13 (RGS13), mRNA 
Homo sapiens testis expressed sequence 13A (TEX13A), mRNA 
oa^iciij> ivruppci-iiKe ractor j (mtestinal) (KLF5), mRNA 
Homo sapiens leucine rich repeat (in FLU) interacting protein 1 (LRRFEP1) 
mRNA 


NM_031361 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) binding protein 
(COL4A3BP), transcript variant 2, mRNA 


NMJ)31266 


Jr**"" 0 n^LCi ugciicuiib nuciear noonucieoprotem AJd (HNRPAB) 
transcript variant 1, mRNA " 


NMJ)04499 
NM 004990 


x^vrxxAv aa^H/ua iicicrugcneous nuciear n uonucieoprotein A/B (HNRPAB) 
transcript variant 2, mRNA 

Homo sapiens methiomne-tRNA synthetase (MARS), mRNA 


NM_031244 


Homo sapiens sirtuin silent mating type mformation regulation 2 homolog 5 (S 
cerevisiae) (SIRT5), transcript variant 2, mRNA 


NM_012241 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 5 (S 
cerevisiae) (SIRT5), transcript variant 1, mRNA 


NM_006845 


Homo sapiens kinesin-like 6 (mitotic centromere-associated kinesin) (KNSL6) 
mRNA 
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NM 030920 


Homo sapiens lecuine-rich acidic protein-like protein (LANP-L), mRNA 




nuinu bdpicnb ju-Kyn lu ciune/ aipna-aminoaGrpate amino trans terase (lvAIll), 
mRNA 




xiomo sapiens nypotneucai protein rU/U/y / (rJU^OzSJ /), mRNA 


NMJ)00778 


Homo sapiens cytochrome P450, subfamily IVA, polypeptide 1 1 (CYP4A1 1), 


NM_006582 


Homo sapiens glucocorticoid modulatory element binding protein 1 (GMEB1), 
uanscripi van ant 1 , mixiN/v 




xiomo sapiens glucocorticoid modulatory element binding protein 1 (GMEB1), 
transcript variant 2, mRNA 




xiomo sapiens lAr /-iiKe KJNA polymerase H, TATA box binding protein 
V * ±jjr/*-associaiea iactor, kxj \lJ\r /L,) t mKlNA 


NM 00S736 


nomo sapiens akjt i acnn-reiateu protein l nomolog A, centractm alpha (yeast) 
(ACTR1A), mRNA 


NM 014011 


xiomo sapiens vjll,o-xi1 protein (VLCo-Hl), mRNA 


NM 022H4 


xiomo sapiens integnn cytoplasmic domain-associated protein l (ICAP-l A), 

■fTBTICPffnt VQTlQTlt 0 mPMA 

ucuiolrlipi Vol lolil X, IILlvIN jtV 


NM 007036 


Homo sapiens endothelial cell-specific molecule l (ESMl), mRNA 


NM 006R17 


xiomo sapiens cnromosome iz open reading irame o (C12orfo), mRNA 


NM 022802 


xiomo sapiens v^-ierminai Dinuing protem 2 (C i Brzj, transcript variant 2 
mRNA ^ 


NM 001951 


xauiiiu bd.pi ci ii> r,£,r traiiscnpLion iactor d, pi JU-Dinaing (rszr j), mRNA 


NM 022142 


xaumu bapiciib cpiuiuymai sperm oinaing protem 1 (cJLoroJr 1 ), mKN A 


NM 012200 


xiuuiu bapicnb Dcw-i,j-giucuronyitransierase J ^giucuronosyltransierase 1) 
rB3GAT31 mRNA 


NM 022375 


Homo saniPriQ nrnlnm^Hin fC\C*T *\A} mP\[A 
*-*»-'iA*v/ oapiwiia wV/Uiiui lie villi \\J\^l^,i}fl,j i IHl\_LN/\ 


NM 004962 


xiuuiu 5dpicnb gruwin amerennaaon iactor 1U (UUr 1U), mKN A 


NM 007372 


Homo QaniPnQ PMA Vip1ir , ac(»_rialQt*»r1 nrntatr^ /T> XT A TTTJ\ __T)XT A 

AA * J " 1 »^ oajjiciio ixiNrv ucm/dbc-reiaicQ protem ^XvXNArlr ), mKN A. 


NM 005613 


Homo sapiens regulator of G-protein signalling 4 (RGS4), mRNA 


NM 006083 


xiumo sapiens iiv cytoione, aown-reguiator 01 xtLA 11 (IK), mRNA 


NM 012426 


xiumu bdpiens spncmg iactor 3D, suDunit j, liUicD (^^Bj), mRNA 


NM. 018164 


Homo sapiens hypothetical protein FIJI 0637 (FIJI 063 7), mRNA 


NM 006367 i 


xiomo sapiens aaenyiyi cyciase-associatea protein (CAP), mRNA 


NM 021 106 


xiomo sapiens regulator 01 o-protein signallmg 3 (RGS3), mRNA 


NM 021082 


xiomo sapiens somte earner ramily Id (xi+/peptide transporter), member 2 
rSLC15A2^ mRNA 


NM 016578 


Homo <saniP"n^ TTTi\/ nY QecAoi'nfp^ nr/\fa«n Q fx npc i T70\ m t)\ta 
xxuuiu aapi^iib xix> v pw associaiea protem-o (LUwl / /3), mKNA 


NM 006671 

1 11"* VVWl X 


xxuuiu dapiciu> buiuie earner iamny 1 ^giutamate transporter), member 7 
(SLC1A7) mRNA 


NM 020650 


Homo sapiens hvoothetical nrotem T nr^7^^^ rr 00^71 wiT>xta 


NM_015990 


Homo sapiens lymphocyte activation-associated protein (LOC51088), mRNA 


NM 020905 


Homo sani ens PAN2 nrotpin/PAN?^ mPWA 


NM 020685 


Homo saniens H ll)? 1 rRTO?^ mPMA 


NM 020682 ! 


HomO SatrieTlQ Ovtl 0 -nrrkt^in (T\A1 Q\ m DMA 

iiutuu oapiwio v^^n^ protein \v*yiii/^, rnxviNA 


NM 020678 


Homo SanietlQ WTO 1 7 rirr»t#»tri /TTTOI 7"\ rwDXT A 
xxuiii^r oa^/iciid xi l yj i / protein ^Xl 1 U 1 / ), IT1KJNA 


NM 020669 


Homo sapiens imcharacterized gastric nrotein ZAS7P nnCMIWi mPNA 


NM_003760 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 3 (EIF4G3), 
mRNA 


NM 020412 


Homo sapiens CHMP1.5 protem (CHMP1.5), mRNA 


NM 020411 


Homo sapiens XAGE-1 protein (XAGE-1), mRNA 


NM 020408 


Homo sapiens CGI-203 protein (CGI-203), mRNA 


NM 020395 


Homo sapiens hypothetical nuclear factor SBBI22 (LOC57 1 1 7), mRNA i 
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NM 020387 


Homo sapiens CATX-8 protein (CATX-8), mRNA 


NM 020^71 


nomo sapiens ceii aeam regulator aven (LrUL,j /uy9), mKJNA 


A^UYX VAVJUa 


Aiurnu sapiens niuiH \iii\jm-) 9 mtsINA 


NM 020107 

A^IYA vZ>VJ V/ / 


nomo sapiens cycnn l» ania-oa (JLUOj /Uloj, mKJNA 


NM 007187 


nomo sapiens w w aomain oinaing protein 4 (tormm binding protein 21) 

^YYAJX'tJ, IliIVL>/\ 


NM_005644 


Homo sapiens TAF12 RNA polymerase H, TATA box binding protein (TBP)- 

oobUOldLCU ldCLOr, ZO KU ^I/tlT 1.Z J, UaKJNA 


NM 020150 


Homo sapiens SARI protein (SARI), mRNA 


NM 090167 

1N1V1 \JjL\J 1 O / 


nomo sapiens neuromedin u receptor 2 (NMU2R), mRNA 


MM 0902^^ 


nomo sapiens x Uuo protem (MDaOOo), mRNA 


NM 020232 


Homo sapiens x 003 protem (MDS003), mRNA 




Homo sapiens hypothetical protein, clone 

Telethon(Italy B41) Strait02270 FL142 (LOC56997), mRNA 




Homo sapiens hypothetical protein from EUROHMAGE 1977056 (LOC56965) 

t«T?MA 
mivLNA 


NM 0201 SI 

A^lYX \JZ~\J I J J 


nomo sapiens nypotnetical protem (LUC56912), mRNA 


NM 020149 


Homo sapiens Meisl, myeloid ecotropic viral integration site 1 homolog 2 


NM 020120 


nomo sapiens uur-giucose ceramide glucosyltransferase-like 1 (UGCGL1) 
mRNA 


NM 020190 


Homo sapiens HNOEL-iso protein (HNOEL-iso), mRNA 


NM 020242 


nomo sapiens Jonesm-UKe / (IsJNox^/), mKNA 


NM 020194 


Hfimft 0QT»1#»«O (^wt f\f\A nrAfaiM ( f~2.X t\f\A\ . , ,T>>iT A 

nuino sapiens vjjl»uu^ proiem ^vjivUU4j, mKNA 


NM 020193 


nomo sapiens utluuz proiem (LrLUUz), mKNA 


NM 020189 


nomo sapiens jl/l,o proiem ^UL/Oj, mKJNA 


NM 020188 

A" ATA VXUlOO 


nomo sapiens l/uij protem ^UdJJ, mKNA 


NM 020 134 

A^IAYA \J£*\J 1 JT 


Homo sapiens collapsin response mediator protein-5; CRMP3 -associated 

mnlf»nilp /T^P Ay^P^^ m p\TA 
xiioicuuic ^v^xsxVxx j), niJKJNA. 


NM 019893 


nomo bapiens iniiocnonunai ceramiuase (AoArlZJ, niKNA 


NM 019846 

A^AYA U170TU 


nomo sapiens cnemoKine CUL.^o (oCYA2o), mRNA 


NM 019852 


Homo sapiens putative methyltransferase (M6A), mRNA 


A^AYA V/IJJJO 


nomo sapiens Aig^, b. cerevisiae, homolog of (ALG5), mRNA 


NM 013341 

AlAYA \J A JJt 1 


nomo sapiens nypotneticai protem (r 1D004), mRNA 


NM 013318 


Homo sapiens hypothetical protem (LQFBS-1), mRNA 


NM 013302 

A ^ AVA V1JJ l/X> 


nomo sapiens eiongauon ractor-2 kinase (HSU93850), mRNA 


NM 013299 

A^AYA 


nomo sapiens protem predicted by clone 23627 (HSU79266), mRNA 


NM 013347 


nomo sapiens replication protem A complex 34 kd subunit homolog Rpa4 
rHSTJ241R6i mRNA 


NM 019011 


xxuiuu oapiciib i±\±t\Lsj proiem v.IavIAi jji r mKNA 


NM 018965 


nomo sapiens uiggenng receptor expressed on myeloid cells 2 (TREM2), 
mRNA 


NM 019043 


nomo sapiens similar to proiine-ricn protem 48 (LUC54518), mRNA 


NM 019006 


nomo sapiens proiem associated witn KKKi (AWrlj, mRNA 


NM 019101 


xiumo ^apicxis aponpopTOiem M ^03 A) 9 mKNA 


NM 019049 


Homo sapiens hypothetical protein (FLJ20054), mRNA 


NM 018992 


Homo sapiens hypothetical protein (FU20040), mRNA 


NM 019033 


Homo sapiens hypothetical protein (FIJI 1235), mRNA 


NM 019045 1 


Homo sapiens similar to rab 11 -binding protein (FIJI 1116) mRNA 


NM 019079 


Homo sapiens hypothetical protein (FIJI 0884), mRNA 


NM 019073 


Homo sapiens hypothetical protein (FU10007), mRNA 1 


NM 014298 


iomo sapiens quinolinate phosphoribosyltransferase (nicotinate-nucleotide 



182 



WO 03/074654 



PCT/US03/05028 





pyrophosphotylase (caiboxylating)) (QPRT), mRNA 


XTX Jt A 1 1 A 1 1 

NM_012413 


Homo sapiens glutaminyl-peptide cyclotransferase (glutaminyl cyclase) (QPCT), 

TS VTA 

mRNA 


NM 01 8836 


Homo sapiens hypothetical protein (MOT8), mRNA 


xtn x ai QCA*i 
NM_0 18643 


Homo sapiens triggering receptor expressed on myeloid cells 1 (TREM1), 

XT A 

mRNA 


NM_0 1 8647 


Homo sapiens tumor necrosis factor receptor superfamily, member 19 
(lNrRSF19), mRNA 


NM 018664 


Homo sapiens Jun dimerization protein p21SNFT (SNFT), mRNA 


XTTV/T A1 QC/f A 

NM 018540 


Homo sapiens hypothetical protein PR0283 1 (PR0283 1), mRNA 


NM 018630 


Homo sapiens hypothetical protein PR02577 (PR02577), mRNA 


XTX if A1 00*7 

NM 018527 


Homo sapiens hypothetical protein PR02435 (PR02435), mRNA 


XTX If A 1 O^C 

NM 018625 


Homo sapiens hypothetical protein PR02289 (PR02289), mRNA 


NM 018515 


Homo sapiens hypothetical protein PR02176 (PR02176), mRNA 


XTTV/f A1 Q/Tl c 

NM OloolS 


Homo sapiens hypothetical protein PRO2032 (PRO2032), mRNA 


NM Uiool4 


Homo sapiens hypothetical protein PRO2012 (PRO2012), mRNA 


NM 018608 


Homo sapiens hypothetical protein PRO 1905 (PRO 1905), mRNA 


XTTV/T A 1 QCAfl 

NM 0185Uy 


Homo sapiens hypothetical protein PR01855 (PR01855), mRNA 


NM 018505 


Homo sapiens hypothetical protein PR01728 (PR01728), mRNA 


XTX K A 1 O A A A 

NM 018444 


Homo sapiens pyruvate dehydrogenase phosphatase (PDP), mRNA 


NM 018442 


Homo sapiens PC326 protein (PC326), mRNA 


NM 018698 


Homo sapiens hypothetical protein P15-2 (P15-2), mRNA 


NM_0l846o 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS031 (MDS031), mRNA 


XTX A f\10A£C 

NM_0l8465 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS030 (MDS030), mRNA 


XTAvT A1 QA CI 

NM_0 18463 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS028 (MDS028), mRNA 


XTX X A10/TCA 

NM 018650 


Homo sapiens MAP/microtubule affinity-regulating kinase l (MARKl), mRNA 


XIX M A10/TO 

NM 018678 


Homo sapiens lipopolysaccharide specific response-68 protein (LSR68), mRNA 


XTX K AlO^rtf 

NM 018695 


Homo sapiens erbb2 interacting protein (ERBB2IP), mRNA 


XTX JF AIO^OI 

NM 018683 


Homo sapiens zinc finger protein 313 (ZNF313), mRNA 


XTX a~ mo^A 

NM 018660 


Homo sapiens papillomavirus regulatory factor PRF-l (LOC55893), mRNA 


xtavt ai O/i qa 
NM_0 18484 


Homo sapiens solute carrier family 22 (organic anion/cation transporter), 
member 1 1 (SLC22A1 1), mRNA 


iNXvi U 1544 J 


tiomo sapiens AD-015 protem (LOC55829), mRNA 


NM 017571 


Homo sapiens hypothetical protein (LOC55580), mRNA 


XJY/f AI ISA') 
JNJV1 U1/D4Z 


Homo sapiens KJAA1513 protein (KIAA1513), mRNA 


JNJYl_Ulo4/j 


Homo sapiens uncharacterized hypothalamus protein HT012 (HT012), mRNA 


NM Ul o4oU 


Homo sapiens uncharacterized hypothalamus protem HT007 (HT007), mRNA 


NM Vi/JOJ 


Homo sapiens DIPB protein (HSA249128), mRNA 


NM 01/56/ 


Homo sapiens N-acetylglucosamine kinase (NAGK), mRNA 


XTTV/T A1 C/1 Q*7 

JNM_U 1 848 / 


Homo sapiens hepatocellular carcinoma-associated antigen 1 12 (HCA112), 


IN JV1 U 1 / jHo 


Homo sapiens hypothetical protein (H41), mRNA 


NM 017547 


Homo Sapiens hypothetical nrntpfn fW1 7\ mPMA 


NM_017966 


Homo sapiens hypothetical protein FU20847 (FLJ20847), mRNA 


NM 017955 


Homo sapiens hypothetical protein FU20764 (FU20764), mRNA 


NM_017948 


Homo sapiens hypothetical protein FLJ20736 (FU20736), mRNA 


NM 017945 


Homo sapiens hypothetical protein FLJ20730 (FLJ20730), mRNA 


NM 017944 


Homo sapiens hypothetical protein FIJ20727 (HJ20727), mRNA 


NM 017939 


Homo sapiens hypothetical protein FLF20718 (FU20718), mRNA 
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NM 017924 


llvmu aapicxxa nypuuicticax protein ri^jzuo / 1 (rLJZUo / 1 ) 9 inRNA 


NM 017923 


1 Homo sanienQ hvnnfhptirnl nmt*»fn 17T r>fi«fi /T7T TOfuCdCCX t>\t a ~ 

*witw gscfgffg nyuumcucai protein ri^jzuooo ^rjuzuopoj, mRNA 


NM 017922 


1 Homo saoiens hvnnthetirfll nrAtpm FT T0(\6(\f\ fT*J Ton#c^c/r\ m n\7A 
i xavuiu oopiwiio iij'puuicuudi protein xjljzuuoo (pj-JZUooo), mKN A 


NM 017908 


1 HomO Saoiens hvnnthptirj»I rvrntpin ITT 17CM\'7& fXZt nfWO/TV n\r a 

i xiyy-uiu japiwia a iy Li uai pruicffl JTJLJZUOZO ^JJLJZUuZo), mKNA 


NM 017906 


1 Homo Saoiens hviwrtlPtiral nrntm'n T7T VJCM&A /"ET TOfWCO/l\ tixt a ~ 

I Aijrpumcm/ai protein rJLJzi/OZ^f {j 1 JLJZUoZ4)» mRNA 


NM 017904 


»a|^iciia nypuineuL.ai protein rJLJZUOiy (rJLJZUol!/) mRNA 


NM 017890 


numu sapiens nypotnencai protein rUZUDoi (rLJ20583), mRNA 


NM 017887 


i xiuiiivj sapiens nypotnencai protem rUZUDoU (FLJ20580) rnRNA 


NM 017886 


nomo sapiens nypotnencai protein *LJ20574 (FLJ20574), mRNA \ 


NM 017880 


nomo sapiens nypoineucai protem *UZU558 (FU20558), mRNA 


NM 017878 


nuinu sapiens jiKAd-iiKe suppressor z (HRASLS2), mRNA 


NM 017877 


nomo sapiens nypomeucal protein i*Uz0555 (FU20555), mRNA 


NM 017875 


numo sapiens nypotnencai protein rU2055 1 (FLJ20551), mRNA 


NM 017870 


Homo sapiens hypothetical protein FLJ20539 (FU20539), mRNA 


NM 017867 


| xxumu sapiens nypotnencai protein FUZU534 (FU20534), mRNA 


NM 017864 


| numu sapiens nypotnencai protein r LJZU530 (FLJ20530), mRNA 


NM 017857 


xxumu sapiens siingsnot o ^oorl-j ), rnKiN A 


NM 017852 


xauhiu sapiens iyf\L*r£ protein (JNALrrZJ, rnKiN A 


NM 017850 


1 sapiens nypotnencai protein rLJ20508 (FLJ20508), mRNA 


NM 017846 


ounio sapiens ttuNA seienocvsteme associated protein (SECP43), mRNA 


NM 017841 


xxumu sapiens nypotnencai protein rUzU4o7 (rLJ20487) mRNA 


NM 017839 


numu sapiens nypotnencai protein rJLJzQ481 (FLJ20481), mRNA 


NM 017837 


xxumu sapiens nypotnencai protein vLJl\j*\ / / (FLJ20477), mRNA 


NM 017832 


xxumu sapiens nypotnencai protein l H UZU457 (FLJ20457), mRNA 


NM_017827 


xxuiiiu sapiens nypotnencai protem rUH)Q5[) (FLJ20450), mRNA 


NM 017826 


xxuxuu sapiens iiypotnencai protem rLJZU44y (FU20449) mRNA 


NM 017823 


nomo sapiens nypotnencai protem FLJ20442 (FU20442) mRNA 


NM 017822 


numo sapiens nypotnencai protein FU20436 (FU20436) mRNA 


NM 017821 i 


nomo sapiens nypotnencai protein FLJ20435 (FU20435), mRNA 


NM 017815 


nomo sapiens nypotnencai protem FU20424 (FLJ20424) mRNA 


NM_017811 1 


nomo sapiens nypomencai protem FU20419 (FU20419), mRNA 


NM_017810 1 


xxuuiu sapiens nypotnencai protem 1UJZU417 (FU2Q417), niRNA 


NM_0 17802 | 


xxviiiv/ oapieus nypuinencai protem i^uzujy / (FU20397) mRNA 


NM 017792 j 


xxuuiu sapiens nypotnencai protem 1 H LJ20373 (FLJ20373), mRNA 


NM 017790 


Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


NM_0 17786 I 


numu sapiens nypotnencai protem JrLJ2036o (FLJ20366) mRNA 


NM 017785 


numu sapiens nypotnencai protem FLJ20364 (FLJ20364), mRNA i 


NM 017775 


numu sapiens Hypothetical protein FLJ20343 (FLJ20343), mRNA 


NM 017774 


numu sapiens nypomencai protein r JLJ20342 (FLJ20342) mRNA 


NM 017772 i 


numu sapiens nypotnencai protein FLJ20337 (FLJ20337), mRNA 


NM_0 17770 ! 


numu sapiens elongation ot very long chain fatty acids (FENl/Elo2 SUR4/Elo3 
yeast)-like 2 (ELOVL2), mRNA 


NM_ 017762 f 


Homo sapiens hypothetical protein FLJ203 13 (FLJ203 13), mRNA 


NM 017759 


Homo sapiens hypothetical protein FLJ20309 (FLJ20309) mRNA 


NM 017756 | 


Homo sapiens hypothetical protein FU20306 (FU20306), mRNA 


NM 017753 


Homo sapiens hypothetical protein FLJ20300 (FU20300) mRNA 


NM 017751 J 


Homo sapiens hypothetical protem FU20297 (HJ20297), mRNA 


NM 017748 
NM 017744 


Homo sapiens hypothetical protein FU20291 (FU20291), mRNA 


NM 017740 
NM 017738 1 : 


Homo sapiens hypothetical protein FLJ20284 (FLJ20284) mRNA 
Homo sapiens hypothetical protein FU20279 (FLJ20279), mRNA 
nomo sapiens hypothetical protein FLT20276 (FU20276), mRNA 
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I NM 017736 


xxvjLxiv oapiciid lijrpuuicuLdi protein rUZuz/4 (rU2U274), mRNA 


1 NM 017735 


Homo ssmien^ Tivnnfhf»tir*»1 TYm+«»i-n ttt toatto /tt tiaot>\ t»-xt a " 
numu sxipicua uypomcacai proiein rLJzUz/z (FU20272), mRNA 


1 NMJH7719 


uumu oapiciia iiypuuieucai proiein rU2U224 (KLJ20224), mRNA 


NM 017718 


xiumu bdpicns nypoinencai protein JPU20220 (FU20220), mRNA 


NM 017716 


xiumu sapiens memDrane-spanning 4-domains, subfamily A, member 12 4- 
uuiiiauib, bUDidmiiy a, memoer / (Mo4A12), mRNA 


NM 017711 


Homo sapiens hypothetical protein FLJ20207 (FU20207), mRNA 


1 NM 017709 


Homo sapiens hypothetical protein FU20202 (FU20202), mRNA 


NM 017704 


Homo sapiens hypothetical protein FLT20189 (FU20189), mRNA 


NM 017699 


Homo sapiens hypothetical protein FU20174 (FU20174Y mRNA 


NM 017697 


Homo sapiens hypothetical protein FLJ20171 (FU20171) mRNA 


1 NM 017687 


Homo sapiens hypothetical protein FU20147 (FU20147), mRNA 


NM_017686 


Homo sapiens ganglioside induced differentiation associated protein 2 fGDAP2^ 


NM 017678 


Homo sapiens hypothetical protein FLJ20127 (FU20127) mRNA 


NM 017677 
NM 017676 


Homo sapiens hypothetical protein FLJ20126 (HJ20126) mRNA 


NM 017670 


Homo sapiens hypothetical protein FU20125 (FU20125) mRNA 
Homo sapiens hypothetical protein FLJ201 13 (FLJ201 13) mRNA 


1 NM 017669 
NM 017665 


xiomo sapiens nypotnetical protein FU201Q5 (FU20105), mRNA 


I NM 017659 
NM 017657 
NM 017645 


Homo sapiens hypothetical protein FLJ20094 (FU20094) mRNA 
Homo sapiens hypothetical protein FU20084 (FU20084), mRNA 
Homo sapiens hypothetical protein FU20080 (FU20080), mRNA 


NM 017640 
NM_017637 


Homo sapiens hypothetical protein FLJ20060 (FU20060), mRNA 
Homo sapiens hypothetical protein FLJ20048 (FU20048) mRNA 
Homo sapiens hypothetical protein FU20043 (FU20043), mRNA 


NM_017636 


™°^ api f nS transient rece P tor Potential cation channel, subfamily M, member 
4 (TRPM4), mRNA 


NM_017634 
NM 017629 


Homo sapiens hypothetical protein FU20038 (FLJ20038), mRNA 


NM 017622 
NM 017620 
NM_018396 


Homo sapiens hypothetical protein FLJ20033 (FU20033) mRNA 
Homo sapiens hypothetical protein FLJ20014 (FU20014), mRNA 
Homo sapiens hypothetical protein FU2001 1 (FU2001 1), mRNA 
Homo sapiens putative methyitransferase (METL), mRNA 


NM 018381 
NM_018371 
NM 018368 
NM 018167 
NM. 01 8364 
NM 018363 
NM_018361 
NM 018358 
NM_ 018353 
NM 018352 


Homo sapiens hypothetical protein FUi 1286 (FUI 1286), mRNA 
Homo sapiens hypothetical protein FIJI 1264 (FIJI 1264) mRNA 
Homo sapiens hypothetical protein FUI 1240 (FIJI 1240), mRNA 
Homo sapiens phytoceramidase, alkaline (PHCA), mRNA 
Homo sapiens hypothetical protein FUI 1220 (FUI 1220), mRNA 
Homo sapiens hypothetical protein FUI 1218 (FUI 1218), mRNA 
Homo sapiens hypothetical protein FUI 1210 (FUI 1210), mRNA 
Homo sapiens hypothetical protein FUI 1 198 (FUI 1 198), mRNA 
Homo sapiens hypothetical protein FUI 1 1 86 (FUI 1 186), mRNA 
Homo sapiens hypothetical protein FUI 1 1 84 (FUI 1 1 84), mRNA 


NM 018340 
NM 018339 
NM 018336 
1 NM 018333 
NM 018332 
NM 018330 
NM 018322 
NM 018318 
NM018310 ] 
J 


Homo sapiens hypothetical protein FIJI mi (FU11 151), mRNA 

Homo sapiens hypothetical protein FUI 1 149 (FUI 1 149). mRNA 

Homo sapiens hypothetical protein FUI 1 136 (FUI 1 136), mRNA 

ttomo sapiens hypothetical protein FU20666 (FU20666) mRNA 

Homo sapiens hypothetical protein FUI 1 126 (FUI 1 126), mRNA 

Homo sapiens JUAA1598 protein (KIAA1598), mRNA 

Homo sapiens hypothetical protein FUI 1 101 (FUI 1101). mRNA 

Homo sapiens hypothetical protein FUI 1088 (FUI 1088). mRNA 

tiomo sapiens *KF2, subunit of RNA polymerase ffl transcription initiation 

factor, BRFl-like (BRF2), mRNA 
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NM 018303 


Homo sapiens hypothetical rrrotein FT J1 1 0?fi nrr ti in9/r^ ytVptsja 


NM 018298 


Homo sapiens hypothetical protein FTJllOOfi CP1 TI iflOfTk mPMA 


NM 018287 


Homo sapiens hypothetical Drotein FLT1 0071 (VT Tin07i^ mPWA 


NM 018286 


Homo sapiens hypothetical orotein kf T10070 cpt TinQ7n\ mPMA 


NM 018283 


Homo sapiens hypothetical orotern FT TlO<H/> nrr Tinocjrv mi? ma 


NM 018281 


Homo saoiens hvnnthetipal nmtpi-n Pf Tino/ift rci ti acmo\ — t>xt a 


NM 018278 


Homo sapiens hypothetical orotpin FT T1 no^3 (Vi Tino'iTt ™t>ata 


NM 018276 


Homo saoiens slmeshot 3 f55RTT-3 1 nVRMA 


NM 018273 


Homo saoiens nvnothetieal nrot#*iri Wi T1 fiQOO rcT ti nooo\ t»\t a 


NM 018272 


Homo saoiens rwnothetiral nrntpin T7T TI flOO 1 /TTT T1 noon t»xt a 
A1UU1U oapi^no ujc^iuuiciioch protein ri-jiuyzi (rJU luyzl) mRNA 


NM 018268 


Homo sapiens hypothetical protein FU10904 (FLJ10904), mRNA 


NM 018265 


Homo sapiens hypothetical protein FU 10901 (HJ10901), mRNA 


NM 018254 


oa^i^uo iiy puuiciu/ai proiem ruiuo/O {rLJ lUo/o), mRNA 


NM 018253 


Homo sapiens hypothetical protem FLJ10875 (FU10875), mRNA 


NM 018252 


xiuiiiu odpicnb nypoinencai protem rU 1U874 (FIJI 0874), mRNA 


NM 018245 


xiumu odpiciio nypomencai proiem ruluoDl (rJ_J10851), mRNA 


NM 018241 
NM 018239 


Homo sanienQ hvnnfhpKr'al nmtom ttt ti{\q a/z rnx jm\oa£~\ mn 
. X * UUUJ oapicno nypoineticai proiem ru 1Uo4o (rLJ 10846), rriRNA 


NM 018230 


Homo sapiens hypothetical protein FLJ1075 1 (FLJ1075 1), mRNA 

Homo 9aniPTK niir*1f»rmnri« 1 71lrT* /TvTT TD 1 11\ «.t)\t a 
Axv/iiiu oapiciio uui/Jcoponn IjjKjJ (JNU.r 1 jjj, mivNA 


NM_0 18223 


xxumu bdpicrib cnecKpomt wiin ioricneaa ana ring finger domains (CHFR) 
mRNA 


NM 018219 


Homo Sapiens hvDOtheti cal nrntpin "FT T107R/£ rcj T1 ^.nxr a ^ 


NM 018217 


U1I1W ^qpi^iio uuuiau^umc zu open reaamg nrame 31 (C20orl31), mRNA 


NMJH8212 


nuuiu bdpicno luceiy onnoiog ot mouse lNl'C derived proline rich protein 1 
(FU10773),mRNA 


NM 018211 


j.awiu\s oayx^iio iiypuiucuudi proiem rl_JloV /U UvlAAlD/") mRNA 


NM 018207 


Homo Saoiens hvnfifhptiral nrnfptn "PT Tin*7^Q CUT Timcn\ t»xta 

oa.piw.no u_y pu mc uwdi pro icin r jlj i u / D y (r LJ l\J fjy) mRNA 


NM 018205 


oapi&no iijrpuuicui/di proieiii tLJiv/ jl (x*l_J 10/51), mRNA 


NM 018192 


ooFAdio iijrpuuicu^<u proiem rJLJiu/ lo (rLJ lU/lo), mRNA 


NM 018188 


xAvmv oayicuo lrypumcuudi proiem ru iu /uy irLJ 10709) mRNA 


NM 018187 


Aj.vuxvr aapivua ll_y ^UUiCUV/dl prOlClll Ti-J 1U /U / (rU 10/07), HlRNA 


NM_018186 


lAumu aapicn5 iiypoineacai proiem t*LJ i u /Ub (1*'LJ 1 0706), mRNA t 


NM 018184 


4wmu oopi^io iiypuLucuudi proiem rL*j lu /Uz (rLJ 10702) mRNA 


NM 018179 


Homo sapiens. hypothetical protem FU10688 (FU10688), mRNA 


NM_018178 


Homo sapiens hypothetical protein FU10687 (FLJ10687), mRNA 


NM 018169 


Aivrmv/ oapiGiio uypomcuodi protein rjuiuojz (rLJ 10652), mRNA 


NM0I8161 


Homo Saoiens hvunthetical nrntpin T7T Tin/C^i /XT ti non hxta 

xavaaiv ooyiwua ujpuuicumit proigin ri-J iuqj i (rU 1Uq3 l) f mRNA 


NM 018159 


Homo Saoiens hvnothetinal nrntpin T7T TlfKOfi /XT TiniCio\ n\T a 


NM 018147 


Homo sapiens hypothetical protein FU10582 (FLJ10582) mRNA 


NM 018142 
NM 018137 


Homo sapiens hypothetical protein FLT10569 (FU10569), mRNA 


NM 018136 


Homo sapiens protem argimne N-methyltransferase 6 (PRMT6), mRNA 
Homo sapiens hypothetical protein FU10517 (FU10517) mRNA 


NM 018133 


Homo sapiens hypothetical protein FIJI 0546 (FLJ10546), mRNA 


NM 018122 


Homo sapiens hypothetical protein FLT105 14 (FLJ10514) mRNA 


NM_018120 
NM 018119 
NM 018116 
NM 018112 
NMJ)18106 
NM 018101 
NMJM8100 
NM_018099 


Homo sapiens hypothetical protein FU1051 1 (FU10511), mRNA 
Homo sapiens hypothetical protein FLJ10509 (FU10509) mRNA 
Homo sapiens misato (FLJ10504), mRNA 

Homo sapiens hypothetical protein FU10493 (FU10493\ mRNA 

Homo sapiens hypothetical protein FLJ10479 (FU104791 mRNA 
Homo sapiens hypothetical protein FU 10468 (FU10468), mRNA 
Homo sapiens hypothetical protein FLJ10466 (FLJ10466), mRNA 
tiomo sapiens hypothetical protein FIJI 0462 (TU10462). mRNA 
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_NM 018097_ 
NM 018093 



Homo sapien s hypothetical protein FIJI 0460 (FU10460)7^RNA" 



Homo sapie ns hypothetical protein FU10439 (FLF10439)! mRNA 



NM 018091 
NM 018090 



Homo sapien s hypothetical protein FU10430 (HLJ1043oi"^R^^ 



Homo sapiens hypothetical protein FLJ10422 (FU10422\ mRNA 



Homo sapien s hypothetical protein FU10420 (FU10420)! mRNA 



NM 018086 



r j , x i wivnw UXJ iuhzuj, mKJNA 

Homo sapien s hypothetical protein FU10407 (FLJ10407V m RNA 
Homo sapiens fidgetin (FIGN), mRNA ' 



NM 018078 



Homo sapien s hypothetical protein FU10378 (FIJI 0378), mRNA 
Homo sapien s hypothetical protein FU10376 (FLJ10376)i mRNA 
Homo sapiens hypothetical protein FU1Q375 (FLJ10375)! mRNA~ 
Homo sapiens hypothetical nrotein FT T1 7vx *o rm ti r\i co( _t>xt a 



NM 018075 



_NM_018070 
NM 018060 



~zz r j , ^ " tulv ' u ^w j /j iru mj /a;, mKJNA 

Homo sapien s hypothetical protein FLJ10359 (Fm0359^r^RNA " 

Homo SflniPnc K\mrktVtAf«/%Ml rr TiA^rr ^i-rr v.A.i... . — 



" r ,/ | y^ui K m WAU ruix ujjy iiMJiujjyj, mKNA 

Homo sapiens hypothetical protein FU10355 (FIJI 0355). mRNA 
Homo sapiens hypothetical protein FUl 0326 (FU10326) . mRNA 



NM 018052 
NM 018051 



NM 018047 



_NM_ 018043 
NM 018040 



NM 018039 



NM 018038 



NM 018035 



Homo sapiens homolog of ratnadrin (RICH1), mRNA 
Homo sapien s hypothetical protein FU10305 (FU103Q5), mRNA 
hypothetical protein FU10300 (FU1O3Q0)] mRNA 
hypothetical protein FIJI 0290 (FU10290X mRNA 



Homo sapiens 
Homo sapiens 



— _ r- va^iw^v;, imum 

Homo sapiens hypothetical protein HJ10261 ( FIJI 0?6n mRNA 



Homo sapien s hypothetical protein FU10252 (FUl 0252). mRN A 



Homo sapie ns hypothetical protein FIJI 0251 fF TJ102S1) ^pma" 



Homo sapien s hypothetical protein FU10246 (FU102 46,. mRNA 

Wnmn conipne 1 * pt ti j * L. ' — 



Homo sapiens hypothetical protein FLT10241 (HJl024n.' mRNA 
Homo sapiens hypothetical protein FLJ10233 (FU U)m) mPTMA 



NM 018033 
NM 018026 



NM 018025 



Homo sapien s hypothetical protein FLJ10232 (FIJI 0232), mRNA 
Homo sapien s hypothetical protein FU10209 (FU10209V m RNA 

Homo Sanienc VivnntViAtiVol ^XTTTI ttt tiaw X-r -r-. Ji* — 



NM 018011 
NM 018009 



— r -'--J | ^f-i. v/Lwiii A i^xy ^ yjy v ri^JlUZUyj, mKJNA 

liomo sapien s hypothetical protein FU10206 (FIJI 0206), mRNA 
Homo sapien s hypothetical protein FLJ10154 (TU10154)r^m T 



NM 018008 



Homo sapiens hypothetical protein FU10143 (FU10143)! r^RNA~ 



NM_018001 



— > _ K'y^i wi v mj trJ-JiVlfJj, mKJNA 

Homo sapien s hypothetical protein FLJ10142 (FU10142)~^ RNA 

Homo SarilPnc >i\srinfho^<".n1 ^«+^:-. ttt ti/m^a X^-r « . 



NM 017994 



r ^ r ~ M tv/uwm i ijj ly/ i*tZ irjUJlUI4Z), mKNA 

Homo sapien s hypothetical protein FU10120 (FU10120)^RNA" 
Homo sapien s hypothetical protein FLJ10099 (FLJ\ OOQQ) mPy a 



NM 017993 



Homo sapiens hypothetical protein FIJI 0094 (FIJ10094)~^RNA~ 



NMJH7987 
NM 017976 



TT . r-" " r 1 y*i^nw7tl. 

Homo sapiens hypothetical protein FIJI 0074 (F IJI 0074-> ^bm! 

UnmA c>0^ AM #. T> . J TTri r-r T-r-t i i . . — ■ 



NM 018409 



Homo sapiens Run- and FYVE-dom ain containing p rotein (KM V M mRNA" 
Homo sa piens hypgthetical protein FLJ10038 fFLJlOO^S't mffWA L — 



— . — — i "" ^ n-mwwo;, roiUNA. 

Hamo^sapiens hypothetical protein DKFZp761O0113 (DKFZp761O01 13), 



NM 017601 



NM 018713 



NM 017606 



NM 017546 



NM 018458 



NM 018453 
NM 018452 



NM 018489 



NM 004227 



Homo sapiens hypothetical protein DKFZp761H221 (DKV 7 v 7fim^n rnRNA 

Homo Raniftnc ViTm^V>af:^«1 ~ r>T/-pry ^- „ ^ ^ T 



tt^~~~ : ' " : r x yx^xvjr^p/oiJi^ 1 1, mKJNA 

Homo sapiens hypothetical protein DKFZp547M236 ( T)KF7^47iU9^ 
Homo sapiens hvnnrtipKrni r.r^t 0 .r, nyc7-xi< p-^. n /^T — „ — 



Homosapiens hypothetical protein DKFZp434K1210 (DKFZp434K1210)/ 



Homo sapien s hypothetical protein (C40). mRNA 

Homo sapiens ^characterized bone marrow protein BM042 (BM0 42^ mBNA 
.Homo sapiens uncharacterized bon e marrow protein BM040 (BMD40) mR NA~ 
Homo sapiens uncharactenzed b one marrow protein BM039 nBM 039^ mT?MA 
„Homo sapiens uncharacterized b one marrow protein BM036 (BM 036Vr^R>JA~ 
Homo sapiens chromosome 6 op en reading frame 35 (C6orf35). mRNA 



sapiens hypot hetical protein ASH1 (ASH1) . mRNA 



TJ r 1 , V*^"/i iUiVL^A 

Homosapiens pleckstrin homology, Sec7 and coiled/coil domains 3 (PSCD3j; 



NM 017431 



Homo sapien s Nedd^-like ubiquitin-protein ligase (WWP2V mRNA 
Homo sapiens tn-otpin Una ct» &*AT>-J~n„«t~A " . ■ r 



: ■ ■ — — y tt tii^, uuuna 

sapiens protein kinase, AMP-activated, gamma 3 non-catalvtic subimF 
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(PRKAG3), mRNA 


NM 017426 


Homo sapiens nucleoporin 54kD (NUP54), mRNA 1 


NM 016950 


Homo sapiens testcan 3 (HSAJ1454), mRNA 


NM 017421 


Homo sapiens methyltransferase COQ3 (COQ3), mRNA 


NM_006854 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 2 (KDELR2), mRNA 


NM 015976 


Homo sapiens sorting nexin 7 (SNX7), mRNA 


NM 016577 


Homo sapiens RAB6B, member RAS oncogene family (RAB6B), mRNA 


NM 016559 


Homo sapiens PXR2b protein (PXR2b), mRNA 


NM 016297 


Homo sapiens prenylcysteine lyase (PCL1), mRNA 


NM 016524 


Homo sapiens B/K protein (LOC51760), mRNA 


NM 016507 


Homo sapiens CDC2-related protein kinase 7 (CrkRS), mRNA 


NM 016446 


Homo sapiens NAG-5 protein (LOC51754), mRNA 


NM 016382 


Homo sapiens natural killer cell receptor 2B4 (CD244), mRNA 


NM_016354 


Homo sapiens solute carrier family 21 (organic anion transporter), member 12 
(SLC21A12),mRNA 


NM 016298 


Homo sapiens muscle disease-related protein (LOC51725), mRNA 


NM 016290 


Homo sapiens retinoid x receptor interacting protein (LOC5 1720) mRNA 


\r» » r\ -t /-Ann 

NM 016280 


Homo sapiens carboxylesterase-related protein (LOC51716), mRNA 


NM 016229 


Homo sapiens cytochrome b5 reductase b5R.2 (LOC51700), mRNA 


NM 016213 


Homo sapiens thyroid hormone receptor interactor 4 (TRIP4), mRNA 


NM 016169 


Homo sapiens suppressor of fused homolog (Drosophila) (SUFU), mRNA 


NM 016084 


Homo sapiens RAS, dexamethasone-induced 1 (RASD1), mRNA 


NM 016077 


Homo sapiens CGM 47 protein (LOC51651), mRNA 


NM 016023 


Homo sapiens CGI-77 protein (LOC51633), mRNA 


NM 016021 


Homo sapiens non-canonical ubquitin conjugating enzyme 1 (NCUBE1) mRNA 


NM 016003 


Homo sapiens DKFZP434J154 protein (DKFZP434J154), mRNA 


NM_015981 


Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) II 
alpha (CAMK2A), mRNA 


NM 015949 


Homo sapiens CGI-20 protein (LOC5 1 608), mRNA \ 


NM 015881 


Homo sapiens dickkopf homolog 3 (Xenopus Iaevis) (DKK3), mRNA 


NM 016619 


Homo sapiens hypothetical protein (LOC5 1316), mRNA 


NM 016598 


Homo sapiens DHHC1 protein (LOC51304), mRNA 


NM 016589 


Homo sapiens M5-14 protein (LOC5 1300), mRNA 


NMJH6588 


Homo sapiens neuritin (LOC51299), mRNA 


NM 016582 


Homo sapiens peptide transporter 3 (PHT2), mRNA 


NM 016570 


Homo sapiens CDA14 (LOC51290), mRNA 


NM 016565 


Homo sapiens E2IG2 protein aOC51287), mRNA 


NM 016561 


Homo sapiens apoptosis regulator (LOC5 1283), mRNA 


XTTV K r\ 1 /'CI/' 

NM 016526 j 


Homo sapiens GS15 (LOC51272), mRNA 


NM 016518 


Homo sapiens pipecolic acid oxidase (PIPOX), mRNA 


NM 016495 


Homo sapiens hypothetical protein (LOC51256), mRNA 


"KTK if A1 f AO f 

NM 016486 


Homo sapiens hypothetical protein (LOC51249), mRNA 


NM 016477 


Homo sapiens forkhead box PI (FOXP1), mRNA 


NM 016465 


Homo sapiens hypothetical protein (LOC51238), mRNA 


NMJ)16456 | 


Homo saoien^ hvnntlif»-Hn<il rrrrt+*»iri n no^io^o ^dxta 

±x\jiu\j oayicua uy pu ine UC£U protein ^l>L/OJ ILjjfy mKJNA 


NM 016350 


Homo sapiens ninein (GSK3B interacting protein) (NIN), mRNA 


NM 016274 


Homo sapiens CK2 interacting protein 1; HQ0024c protein (LOC51 177) mRNA 


NM 016261 


Homo sapiens delta-tubulin (LOC5 1 1 74), mRNA " 


NM 016216 


Homo sapiens debranching enzyme homolog 1 (S. cerevisiae) (DBR1) mRNA 


NM 016208 


Homo sapiens VPS28 protein (LOC51 160), mRNA 


NM 016206 


Homo sapiens colon carcinoma related protein (LOC51 159), mRNA 
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NM 016185 


Homo sapiens hematological and neurological expressed 1 (HN1), mRNA 


NM 016181 


Homo sapiens melanoma antigen (LOC51152), mRNA 


NM 016139 


Homo sapiens 16.7Kd protein (LOC5 1 142), mRNA 


NM016129 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 4 
(Arabidopsis) (COPS4), mRNA 


NM 016122 


Homo sapiens NY-REN-58 antigen (LOC51 134), mRNA 


NM016119 


Homo sapiens putative zinc finger protein NY-REN-34 antigen (LOC5 1131), 
mRNA 


NM 016103 


Homo sapiens GTP-binding protein Sara (LOC51 128), mRNA 


NM 016099 


Homo sapiens HSPC041 protein (LOC5 1 125), mRNA 


NM 016096 


Homo sapiens HSPC038 protein (LOC51 123), mRNA 


NM 016037 


Homo sapiens CGI-94 protein (LOC5 1118), mRNA 


NM 016014 


Homo sapiens CG1-67 protein (LOC51 104), mRNA 


NM 015997 


Homo sapiens CGI-41 protein (LOC51093), mRNA 


NM 015974 


Homo sapiens lambda-crystallin (LOC51084), mRNA 


NM 015973 


Homo sapiens galanin-related peptide (LOC51083), mRNA 


NM 015972 


Homo sapiens RNA polymerase 1 16 kDa subunit (LOC51082), mRNA 


NM 015953 


Homo sapiens eNOS interacting protein (NOSIP), mRNA 


NM 015936 


Homo sapiens CGI-04 protein (LOC51067), mRNA 


NM 015895 


Homo sapiens geminin (LOC51053), mRNA 


NM 015882 


Homo sapiens RIG-like 5-6 (LOC51048), mRNA 


NM 015853 


Homo sapiens ORF (LOC5 1 035), mRNA 


NM 016080 


Homo sapiens CGI-150 protein (LOC51031), mRNA 


NM 016078 


Homo sapiens CGI- 148 protein (LOC51030), mRNA 


NM 016076 


Homo sapiens CGI-146 protein (LOC51029), mRNA 


NM 016052 


Homo sapiens CGI-115 protein (LOC51018), mRNA 


NM 016049 


Homo sapiens CGI-1 12 protein (LOC51016), mRNA 


NM 015940 


Homo sapiens CGI-10 protein (LOC51004), mRNA 


NM 016505 


Homo sapiens hypothetical protein (HSPC25 1), mRNA i 


NM 016485 


Homo sapiens hypothetical protein (HSPC228), mRNA 


NM 016472 


Homo sapiens hypothetical protein (HSPC210), mRNA 


NM 016464 


Homo sapiens hypothetical protein (HSPC196), mRNA 


NM 016462 


Homo sapiens hypothetical protein (HSPC 1 94), mRNA 


NM 016535 


Homo sapiens HSPC189 protein (HSPC 189), mRNA 


NM 016404 


Homo sapiens hypothetical protein (HSPC 152), mRNA 


NM 016403 


Homo sapiens hypothetical protein (HSPC148), mRNA 


NMJ)16399 


Homo sapiens hypothetical protein (HSPC132), mRNA 


NM 016395 


Homo sapiens butyrate-induced transcript 1 (HSPC121), mRNA 


NMJM6387 


Homo sapiens hypothetical protein (HSPC060), mRNA 


NM 016101 


Homo sapiens hypothetical protein (HSPC03 1), mRNA 


NM_015918 


Homo sapiens homolog of yeast RNase MRP/RNase P protein Pop5 (POP5), 
mRNA 


NM 016257 i 


Homo sapiens hippocalcin-like protein 4 (HPCAL4), mRNA 


NM 016287 


Homo sapiens HP1-BP74 (HP1-BP74), mRNA 


NM 015888 


Homo sapiens hookl protein (HOOK1), mRNA 


NM 015852 


Homo sapiens Krueppel-related zinc finger protein (H-plk), mRNA 


NM 016451 


Homo sapiens coatomer protein complex, subunit beta (COPB), mRNA 


NM 015986 


Homo sapiens cytokine receptor-like factor 3 (CRLF3), mRNA 


NM 016204 


Homo sapiens growth differentiation factor 2 (GDF2), mRNA 


NM 016617 


Homo sapiens hypothetical protein (BM-002), mRNA 


NM 014822 


Homo sapiens SEC24 related gene family, member D (S. cerevisiae) (SEC24D), 
mRNA | 
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NM 014059 


Homo sapiens RGC32 protein (RGC32), mRNA 


NM 014040 


Homo sapiens PTD015 protein (PTD015), mRNA 


NM 014039 


Homo sapiens FTD012 protein (PTD012), mRNA 


NM 014111 


Homo sapiens PRO2086 protein (PRO2086), mRNA 


NM 014106 


Homo sapiens PR01914 protein (PR01914), mRNA 


NM 014104 


Homo sapiens PRO1880 protein (PRO1880), mRNA 


NM 014100 


Homo sapiens PRO1770 protein (PRO1770), mRNA 


NM 014137 


Homo sapiens PRO0650 protein (PRO0650), mRNA 


NM 014127 


Homo sapiens PRO0456 protein (PRO0456), mRNA 


NM 014123 


Homo sapiens PRO0246 protein (PRO0246), mRNA 


NM 014114 


Homo sapiens PRO0097 protein (PRO0097), mRNA 


NM 014113 


Homo sapiens PRO0038 protein (PRO0038), mRNA 


NM 014048 


Homo sapiens KIAA1243 protein (KIAA1243), mRNA 


NM 015368 


Homo sapiens pannexin 1 (PANX1), mRNA 


NM 014910 


Homo sapiens KIAA1084 protein (KIAA1084), mRNA 


NM 014916 


Homo sapiens KIAA1079 protein (KIAA1079), mRNA 


NM 014967 


Homo sapiens KIAA1018 protein (KIAA1018), mRNA 


NM 014953 


Homo sapiens mitotic control protein dis3 homolog (KIAA1008), mRNA 


NM 014954 


Homo sapiens KIAA0985 protein (KIAA0985), mRNA 


NM 014917 


Homo sapiens netrin Gl (KIAA0976), mRNA 


NM 014930 


Homo sapiens KIAA0972 protein (KIAA0972), mRNA 


NM 014907 


Homo sapiens KIAA0967 protein (KIAA0967), mRNA 


NM 014912 


Homo sapiens KIAA0940 protein (KIAA0940), mRNA 


NM 014021 


Homo sapiens KIAA0923 protein (KIAA0923), mRNA 


NM 014899 


Homo sapiens KIAA0878 protein (KIAA0878), mRNA 


NM 014951 


Homo sapiens KIAA0844 protein (KIAA0844), mRNA I 


NM 014729 


Homo sapiens KIAA0808 gene product (KIAA0808>. mRNA 


NM 014813 


Homo sapiens KIAA0806 gene product (KIAA0806), mRNA 


NM 014829 


Homo sapiens RNA helicase (KIAA080 1 ), mRNA 


NM 014698 


Homo sapiens KIAA0792 gene product (KIAA0792), mRNA 


NM_014824 


Homo sapiens KIAA0769 gene product (KIAA0769), mRNA 


NM 014677 


Homo sapiens KIAA0751 gene product (KIAA0751), mRNA 


NM J) 14705 


Homo sapiens KIAA0716 gene product (KIAA0716), mRNA 


NMJH4861 


Homo sapiens KIAA0703 gene product (KIAA0703), mRNA 


NM 014721 


Homo sapiens K1AA0680 gene product (KIAA0680), mRNA 


NM 014827 


Homo sapiens KIAA0663 gene product (KIAA0663), mRNA 


NM_0 14645 


Homo sapiens KIAA0635 gene product (KIAA0635), mRNA 


NM 014664 


Homo sapiens KIAA0615 gene product (KIAA0615), mRNA 


NM 014834 


Homo sapiens KIAA0563 gene product (KIAA0563), mRNA 


NM 014696 


Homo sapiens KIAA0514 gene product (KIAA0514), mRNA 


NM_014732 


Homo sapiens KIAA0513 gene product (KIAA0513), mRNA 


NM 014710 


Homo sapiens KIAA0443 gene product (KIAA0443), mRNA 


NM 014797 


Homo sapiens KIAA0441 gene product (KIAA0441), mRNA 


NM 014819 


Homo sapiens KIAA0438 gene product (KIAA0438), mRNA 


NM 015216 


Homo sapiens KIAA0433 protein (KIAA0433), mRNA 


NM 015251 


Homo sapiens KIAA043 1 protein (KIAA043 1), mRNA 


NM_015185 


Homo sapiens Cdc42 guanine nucleotide exchange factor (GEF) 9 (ARHGEF9), 
mRNA 


NM 014711 


Homo sapiens KIAA0419 gene product (KIAA0419), mRNA 


NM_015564 


Homo sapiens KIAA0416 protein (KIAA0416), mRNA 


NM 014778 


Homo sapiens KIAA0410 gene product (KIAA0410), mRNA 
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NM 014659 


Homo sapiens KIAA0377 gene product (KIAA0377), mRNA 


NM 014639 


Homo sapiens KIAA0372 gene product (KIAA0372), mRNA 


NM 014786 


Homo sapiens KIAA0337 gene product (KIAA0337), mRNA 


NM 014845 


Homo sapiens KIAA0274 gene product (KIAA0274), mRNA 


NM 014745 


Homo sapiens KIAA0233 gene product (KIAA0233), mRNA 


NM 014643 


Homo sapiens KIAA0222 gene product (KIAA0222), mRNA 


NM 014674 


Homo sapiens KIAA0212 gene product (KIAA02 12), mRNA 


NM 014720 


Homo sapiens Ste20-related serine/threonine kinase (SLK), mRNA 


NM 014761 


Homo sapiens KIAA0174 gene product (KIAA0174), mRNA 


NM 014730 


Homo sapiens KIAA0152 gene product (KIAA0152), mRNA 


NM 014661 


Homo sapiens KIAA0140 gene product (KIAA0140), mRNA 


NM 014777 


Homo sapiens KIAA0133 gene product (KIAA0133), mRNA 


NM 014815 


Homo sapiens KIAA0130 gene product (KIAA0130), mRNA 


NM_014755 


Homo sapiens transcriptional regulator interacting with the PHS-bromodomain 2 
(TRIP-Br2), mRNA 


NM_014628 


Homo sapiens gene predicted from cDNA with a complete coding sequence 1 
(KIAA0110),mRNA 


NM 014814 


Homo sapiens KIAA0107 gene product (KIAA0107), mRNA 


NM 014752 


Homo sapiens KIAA0102 gene product (KJAA0102), mRNA 


NM 014780 


Homo sapiens KIAA0076 gene product (KIAA0076), mRNA 


NM 014882 


Homo sapiens KIAA0053 gene product (KIAA0053), mRNA 


NM 014750 


Homo sapiens KIAA0008 gene product (KIAA0008), mRNA 


NM 015684 


Homo sapiens mitochondrial ATP synthase regulatory component factor B 
(ATPW), mRNA 


NM 014186 


Homo sapiens HSPC166 protein (HSPC166), mRNA 


NM 014184 


Homo sapiens HSPC163 protein (HSPC163), mRNA 


NM 014181 


Homo sapiens HSPC159 protein (HSPC159), mRNA 


NM 014179 


Homo sapiens HSPC157 protein (HSPC157), mRNA 


NM 014166 


Homo sapiens HSPC126 protein (HSPC126), mRNA 


NM 014155 


Homo sapiens HSPC063 protein (HSPC063), mRNA 


NM 014038 


Homo sapiens HSPC028 protein (HSPC028), mRNA 


NM014017 


Homo sapiens HSPC003 protein (HSPC003), mRNA 


NM 014053 


Homo sapiens FLVCR protein (FLVCR), mRNA 


NM 015400 


Homo sapiens DKFZP586N0721 protein (DKFZP586N0721), mRNA 


NM 015583 


Homo sapiens DKFZP586M0622 protein (DKFZP586M0622), mRNA 


NM 015485 


Homo sapiens DKFZP566K023 protein (DKFZP566K023), mRNA 


NM 014043 


Homo sapiens DKFZP5640123 protein (DKFZP5640123), mRNA 


NM 015387 


Homo sapiens preimplantation protein 3 (PREI3), mRNA 


NM 014056 


Homo sapiens DKFZP564K247 protein (DKFZP564K247), mRNA 


NMJH5623 


Homo sapiens putative ankyrin-repeat containing protein (DKFZP564D166), 
mRNA 


NM 015582 


Homo sapiens DKFZP564B147 protein (DKFZP564B147), mRNA 


NM 015610 


Homo sapiens DKFZP434J154 protein (DKFZP434J154), mRNA | 


NM 015590 


Homo sapiens DKFZP434F1735 protein (DKFZP434F1735), mRNA 


NM 015644 


Homo sapiens DKFZP434B103 protein (DKFZP434B103), mRNA 


NM 015396 


Homo sapiens DKFZP434A043 protein (DKFZP434A043), mRNA 


NM 014058 


Homo sapiens DESC1 protein (DESC1), mRNA 


NM 015680 


Homo sapiens hypothetical protein (CGI-57), mRNA 


NM 015379 


Homo sapiens brain protein 13 (BRI3), mRNA 


NMJH4580 


Homo sapiens solute carrier family 2, (facilitated glucose transporter) member 8 
(SLC2A8).mRNA 


NM 014280 


Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 8 (DNAJC8), 
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mRNA 


NM 014313 


Homo sapiens small membrane protein 1 (SMP1), mRNA 


NM 014229 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, GABA), 
member 1 1 (SLC6A1 1), mRNA 


NM 014575 


Homo sapiens schwannomin interacting protein 1 (SCHIP1), mRNA 


NM_014402 


Homo sapiens low molecular mass ubiquinone-binding protein (9.5kD) (QP-C), 
mRNA 


NMJU4394 


Homo sapiens growth hormone inducible transmembrane protein (GHTTM), 
mRNA 


NMJ) 14225 


Homo sapiens protein phosphatase 2 (formerly 2 A), regulatory subunit A (PR 
65), alpha isoform (PPP2R1 A), mRNA 


NM 014497 


Homo sapiens nuclear protein (NP220), mRNA 


NM 014399 


Homo sapiens tetraspan NET-6 protein (NET-6), mRNA 


NM 014889 


Homo sapiens metalloprotease 1 (pitrilysin family) (MP1), mRNA 


NM 014484 


Homo sapiens molybdenum cofactor synthesis 3 (MOCS3), mRNA 


NM 014447 


Homo sapiens arfaptin 1 (HSU52521), mRNA 


NM 014350 


Homo sapiens TNF-induced protein (GG2-1), mRNA 


NMJ) 14478 


Homo sapiens calcitonin gene-related peptide-receptor component protein 
(CGRP-RCP), mRNA 


NM 014482 


Homo sapiens bone morphogenetic protein 10 (BMP10), mRNA 


NMJ) 14474 


Homo sapiens acid sphingomyelinase-like phosphodiesterase (ASML3B), 
mRNA 


NM 014480 


Homo sapiens zinc finger protein (AF020591), mRNA 


NM 014576 


Homo sapiens Apobec-1 complementation factor, APOBEC-1 stimulating 
protein (ACF), mRNA 


NM 005884 


Homo sapiens p21(CDKNlA)-activated kinase 4 (PAK4), mRNA 


NM_013434 


Homo sapiens calsenilin, presenilin binding protein, EF hand transcription factor 
(CSEN), mRNA 


NM 012446 


Homo sapiens single-stranded DNA binding jjrotein 2 (SSBP2), mRNA 


NM 013235 


Homo sapiens putative ribonuclease m (RNASE3L), mRNA 


NM 013349 


Homo sapiens secreted protein of unknown function (SPUF), mRNA 


NM 013323 


Homo sapiens sorting nexin 1 1 (SNX1 1), mRNA 


NMJH3388 


Homo sapiens prolactin regulatory element binding (PREB), mRNA 


NM 013328 


Homo sapiens pyrroline 5-carboxylate reductase isoform (P5CR2), mRNA 


NM_013370 


Homo sapiens pregnancy-induced growth inhibitor (OKL38), mRNA 


NM 013277 


Homo sapiens Rac GTPase activating protein 1 (RACGAP1), mRNA 


NM 013285 


Homo sapiens nucleolar GTPase (HUMAUANTIG), mRNA 


NM 013320 


Homo sapiens host cell factor 2 (HCF-2), mRNA 


NM 013391 


Homo sapiens dimethylglycine dehydrogenase precursor (DMGDH), mRNA 


NM_013253 


Homo sapiens dickkopf homolog 3 (Xenopus laevis) (DKK3), mRNA 


NM_013339 


Homo sapiens dolichyl-P-Glc:Man9GlcNAc2-PP-dolichylglucosyltransferase 
(ALG6), mRNA 


NM 004120 


Homo sapiens guanylate binding protein 2, interferon-inducible (GBP2), mRNA 


NM 005690 


Homo sapiens dynamin 1-like (DNM1L), transcript variant 3, mRNA 


NM 012063 


Homo sapiens dynamin 1-like (DNM1L), transcript variant 2, mRNA 


NM 012470 


Homo sapiens transportin-SR (TRN-SR), mRNA 


NM_012252 


Homo sapiens transcription factor EC (TFEC), mRNA 


NM 012250 


Homo sapiens related RAS viral (r-ras) oncogene homolog 2 (RRAS2), mRNA 


NM_012249 


Homo sapiens ras-like protein (TC10), mRNA 


NM 012388 


Homo sapiens pallidin homolog (mouse) (PLDN), mRNA 


NM 012322 


Homo sapiens U6 snRNA-associated Sm-like protein (LSM5), mRNA 


NM 012316 


Homo sapiens karyopherin alpha 6 (importin alpha 7) (KPNA6), mRNA 
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NM 012189 


Homo sapiens fibrousheathm II (FSP-2), mRNA 


NM.012081 


Homo sapiens ELL-RELATED RNA POLYMERASE II, ELONGATION 
FACTOR (ELL2), mRNA 


NM_003996 


Homo sapiens glutathione peroxidase 5 (epididymal androgen-related protein) 
(GPX5), transcript variant 2, mRNA 


NM 005260 


Homo sapiens growth differentiation factor 9 (GDF9), mRNA 


NM 007352 


Homo sapiens elastase 3B, pancreatic (ELA3B), mRNA 


NM 006685 


Homo sapiens proline rich 3 (PROL3), mRNA 


NM_007357 


Homo sapiens low density lipoprotein receptor defect C complementing (LDLC). 
mRNA 


NM 004133 


Homo sapiens hepatocyte nuclear factor 4, gamma (HNF4G), mRNA 


NM_003144 


Homo sapiens signal sequence receptor, alpha (translocon-associated protein 
alpha) (SSR1), mRNA 


NM_007324 


Homo sapiens MAD, mothers against decapentaplegic homolog (Drosophila) 
interacting protein, receptor activation anchor (MADHIP), transcript variant 1, 
mRNA 


NM_007323 


Homo sapiens MAD, mothers against decapentaplegic homolog (Drosophila) 
interacting protein, receptor activation anchor (MADHIP), transcript variant 2, 
mRNA 


NM 005162 


Homo sapiens angiotensin receptor-like 2 (AGTRL2), mRNA 


NM_005501 


Homo sapiens integrin, alpha 3 (antigen CD49C, alpha 3 subunit of VLA-3 
receptor) (TTGA3), transcript variant b, mRNA 


NM 007144 


Homo sapiens zinc finger protein 144 (Mel-18) (ZNF144), mRNA 


NM 007286 


Homo sapiens synaptopodin (KIAA1029), mRNA 


NM 007199 


Homo sapiens interleukin-1 receptor-associated kinase M (1RAK-M), mRNA 


NM 007283 


Homo sapiens monoglyceride lipase (MGLL), mRNA 


NM 007241 


Homo sapiens EAP30 subunit of ELL complex (EAP30), mRNA 


NM 007212 


Homo sapiens ring finger protein 2 (RNF2), mRNA 


NM 007236 


Homo sapiens calcium binding protein P22 (CHP), mRNA 


NM 007063 


Homo sapiens vascular Rab-GAP/TBC-containing (VRP), mRNA 


NM 007027 


Homo sapiens topoisomerase (DNA) II binding protein (TOPBP1), mRNA 


NM_006938 


Homo sapiens small nuclear ribonucleoprotein Dl polypeptide (16kD) 
(SNRPD1), mRNA 


NM_006937 


Homo sapiens SMT3 suppressor of mif two 3 homolog 2 (yeast) (SMT3H2), 
mRNA 


NM 007029 


Homo sapiens stathmin-like 2 (STMN2), mRNA 


NM 007042 


Homo sapiens ribonuclease P (14kD) (RPP14), mRNA 


NM_006907 


Homo sapiens pyrroline-5-carboxylate reductase 1 (PYCR1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 007059 


Homo sapiens kaptin (actin binding protein) (KPTN), mRNA 


NM 007069 


Homo sapiens HRAS-like suppressor 3 (HRASLS3), mRNA 


NM 006895 


Homo sapiens histamine N-methyltransferase (HNMT), mRNA 


NM_007071 


Homo sapiens HERV-H LTR-associating 3 (HHLA3), mRNA 


NM 007067 


Homo sapiens histone acetyltransferase (HBOA), mRNA 


NM_007006 


Homo sapiens cleavage and polyadenylation specific factor 5, 25 kD subunit 
(CPSF5),mRNA 


NM_007053 


Homo sapiens natural killer cell receptor, immunoglobulin superfamily member 
(BY55), mRNA 


NM 006754 


Homo sapiens synaptophysin-like protein (SYPL), mRNA 


NM 006802 


Homo sapiens splicing factor 3a, subunit 3, 60kD (SF3A3), mRNA 


NM 006842 


Homo sapiens splicing factor 3b, subunit 2, 145kD (SF3B2), mRNA 


NM 006834 


Homo sapiens RAB32, member RAS oncogene family (RAB32), mRNA 
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NM 006875 


Homo sapiens pim-2 oncogene (PIM2), mRNA 


NM 006810 


Homo sapiens for protein disulfide isomerase-related (PDIR), mRNA 


NM 003609 


Homo sapiens HTRA interacting protein 3 (EQRIP3), mRNA 


NM 006820 


Homo sapiens chromosome 1 open reading frame 29 (Clorf29), mRNA 


NM 006848 


Homo sapiens hepatitis delta antigen-interacting protein A (DIP A), mRNA 


NM_006876 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
6 (B3GNT6), mRNA 


NM_006653 


Homo sapiens sucl-associated neurotrophic factor target 2 (FGFR signalling 
adaptor) (SNT-2), mRNA 


NM 006638 


Homo sapiens ribonuclease P, 40kD subunit (RPP40), mRNA 


NM 004163 


Homo sapiens RAB27B, member RAS oncogene family (RAB27B), mRNA 


NM_006713 


Homo sapiens activated RNA polymerase IT transcription cofector 4 (PC4) 
mRNA 


NM 006601 


Homo sapiens unactive progesterone receptor, 23 kD (P23), mRNA 


NM 006675 


Homo sapiens tetraspan transmembrane 4 super family (NET-5), mRNA 


NM 006501 


Homo sapiens myelin-associated oligodendrocyte basic protein (MOBP), mRNA 


NM 006612 


Homo sapiens kinesin family member 1C (KIF1C), mRNA 


NM_006567 


Homo sapiens phenylalanine-tRNA synthetase (FARS1), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_006594 


Homo sapiens adaptor-related protein complex 4, beta 1 subunit (AP4B1), 
mRNA 


NM 006621 


Homo sapiens S-adenosylhomocysteine hydrolase-like 1 (AHCYL1), mRNA 


NM 006472 


Homo sapiens thioredoxin interacting protein (TXNIP), mRNA 


NM 006388 


Homo sapiens HIV-1 Tat interactive protein, 60 kD (HTATTP), mRNA 


NM_006281 


Homo sapiens serine/threonine kinase 3 (STE20 homolog, yeast) (STK3) 
mRNA 


NM 006401 


Homo sapiens acidic protein rich in leucines (SSP29), mRNA 


NM 006425 


Homo sapiens step II splicing factor SLU7 (SLU7), mRNA 


NM_006359 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 6 
(SLC9A6), mRNA 


NM 006328 


Homo sapiens RNA binding motif protein 14 (RBM14), mRNA 


NM_006466 


Homo sapiens polymerase (RNA) m (DNA directed) polypeptide F (39 kD) 
(POLR3F), mRNA 


NM 006467 


Homo sapiens polymerase (RNA) m (DNA directed) (32kD) (RPC32), mRNA 1 


NM 006397 


Homo sapiens ribonuclease HI, large subunit (RNASEHI), mRNA 


NM 006443 


Homo sapiens putative c-Myc-responsive (RCL), mRNA 


NM 006390 


Homo sapiens RAN binding protein 8 (RANBP8), mRNA 


NM 006256 


Homo sapiens protein kinase C-like 2 (PRKCL2), mRNA 


NM 006254 


Homo sapiens protein kinase C, delta (PRKCD), mRNA 


NM_006229 


Homo sapiens pancreatic lipase-related protein 1 (PNLIPRP1), mRNA 


NM_006319 


Homo sapiens CDP-diacylglycerol-inositol 3-phosphatidyltransferase 
(phosphatidylinositol synthase) (CDIPT), mRNA 


NM_006219 


Homo sapiens phosphoinositide-3-kinase, catalytic, beta polypeptide (PIK3CB), 
mRNA 


NM 006346 


Homo sapiens progesterone-induced blocking factor 1 (PIBF1), mRNA 


NM_J)0o473 


Homo sapiens TAF6-like RNA polymerase n, p300/CBP-associated factor 
(PCAFVassociated factor, 65 kD (TAF6L), mRNA 


NM 006396 


Homo sapiens Sjogren's syndrome/scleroderma autoantigen 1 (SSSCA1), mRNA 


NMJ)06428 


Homo sapiens melanoma-associated antigen recognised by cytotoxic T 
lymphocytes (MAAT1), mRNA 


NM 006475 


Homo sapiens osteoblast specific fector 2 (fasciclin I-like) (OSF-2), mRNA 


NM_006392 


Homo sapiens nucleolar protein 5 A (56kD with KKE/D repeat) (NOL5A), | 
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mRNA 


NM_006417 


Homo sapiens interferon-induced, hepatitis C-associated microtubular aggregate 
protein (44kD) (MTAP44), mRNA 


NM 006405 


Homo sapiens transmembrane 9 superfamily member 1 (TM9SF1), mRNA 


NMJ)06471 


Homo sapiens myosin, light polypeptide, regulatory, non-sarcomeric (20kD) 
(MLCB), mRNA 


NM 006152 


Homo sapiens lymphoid-restricted membrane protein (LRMP), mRNA 


NM 006460 


Homo sapiens HMBA-inducible (HIS1), mRNA 


NM 006365 


Homo sapiens transcriptional activator of the c-fos promoter (CROC4), mRNA 


NM_006135 


Homo sapiens capping protein (actin filament) muscle Z-line, alpha 1 
(CAPZA1), mRNA 


NM 006086 


Homo sapiens tubulin, beta, 4 (TUBB4), mRNA 


NM 005761 


Homo sapiens plexin CI (PLXNC1), mRNA 


NM 005724 


Homo sapiens tetraspan 3 (TSPAN-3), mRNA 


NM 005646 


Homo sapiens TAR (HIV) RNA binding protein 1 (TARBP1), mRNA 


NM 005819 


Homo sapiens syntaxin 6 (STX6), mRNA 1 


NM 005866 


Homo sapiens sigma receptor (SR31747 binding protein 1) (SR-BP1), mRNA 


NM 005842 


Homo sapiens sprouty homolog 2 (Drosophila) (SPRY2), mRNA 


NM 005626 


Homo sapiens splicing factor, arginine/serine-rich 4 (SFRS4), mRNA 


NM 005770 


Homo sapiens small EDRK-rich factor 2 (SERF2), mRNA 


NM 005805 


Homo sapiens 26S proteasome-associated padl homolog (POH1), mRNA 


NM 005746 


Homo sapiens pre-B-cell colony-enhancing factor (PBEF), mRNA 


NM.005869 


Homo sapiens serologically defined colon cancer antigen 10 (SDCCAG10) 
mRNA , 


NM 005787 


Homo sapiens Not56 (D. melanogaster)-like protein (NOT56L), mRNA 


NM 005792 


Homo sapiens M-phase phosphoprotein 6 (MPHOSPH6), mRNA 


NM__005693 


Homo sapiens nuclear receptor subfamily 1 , group H, member 3 (NR1H3) 
mRNA 


NM 005799 


Homo sapiens PDZ domain protein (Drosophila inaD-like) (1NADL), mRNA 


NM_005713 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) binding protein 
(COL4A3BP), transcript variant 1, mRNA 


NM 005878 


Homo sapiens trinucleotide repeat containing 3 (TNRC3), mRNA 


NM 005875 


Homo sapiens translation factor suil homolog (GC20), mRNA 


NM_005838 


Homo sapiens glycine-N-acyltransferase (GLYAT), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_005754 


Homo sapiens Ras-GTPase-activating protein SH3 -domain-binding protein 
(G3BP), mRNA 


NM_005764 


Homo sapiens epithelial protein up-regulated in carcinoma, membrane associated 
protein 1 7 (DD96), mRNA 


NM_005694 


Homo sapiens COX17 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX 17), nuclear gene encoding mitochondrial protein, mRNA 


NM_005506 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin 
receptor)-like 2 (lysosomal integral membrane protein II) (CD36L2), mRNA 


NM_005881 


Homo sapiens branched chain alpha-ketoacid dehydrogenase kinase (BCKDK) 
mRNA ' i 


NM_005718 


Homo sapiens actin related protein 2/3 complex, subunit 4 (20 kD) (ARPC4), 
mRNA 


NMJ)05717 


Homo sapiens actin related protein 2/3 complex, subunit 5 (16 kD) (ARPC5), 
mRNA 


NM_005829 


Homo sapiens adaptor-related protein complex 3, sigma 2 subunit (AP3S2), 
mRNA 


NMJ)05814 


Homo sapiens glycoprotein A33 (transmembrane) (GPA33), mRNA 
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NM_005406 


Homo sapiens Rho-associated, coiled-coil containing protein kinase 1 (ROCK1), 
mRNA 


NM_005399 


Homo sapiens protein kinase, AMP-activated, beta 2 non-catalytic subunit 
(PRKAB2), mRNA 


NM 005396 


Homo sapiens pancreatic lipase-related protein 2 (PNUDPRP2), mRNA 


NM 005489 


Homo sapiens SH2 domain-containing 3C (SH2D3C). mRNA 


NMJ)05479 


Homo sapiens frequently rearranged in advanced T-cell lymphomas (FRAT 1), 
mRNA 


NM 005154 


Homo sapiens ubiquitin specific protease 8 AJSP8). mRNA 


NM_005066 


Homo sapiens splicing factor proline/glutamine rich (polypyrimidine tract 
binding protein associated) (SFPQ), mRNA 


NMJ)05123 


Homo sapiens nuclear receptor subfamily 1, group H, member 4 (NR1H4), 
mRNA 


NM 005046 


Homo sapiens kallikrein 7 (chymotryptic, stratum corneum) (KLK7), mRNA 


NM 005030 


Homo sapiens polo-like kinase (Drosophila) (PLK), mRNA 


NM 005014 


Homo sapiens osteomodulin (OMD), mRNA 


NM_005003 


Homo sapiens NADH dehydrogenase (ubiquinone) 1, alphafteta subcomplex, 1 
(8kD, SDAP) (NDUFAB1), mRNA 


NM_004941 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 8 (RNA 
helicase) (DDX8), mRNA 1 


NM 004205 


Homo sapiens ubiquitin specific protease 2 (USP2), mRNA 


NM 004818 


Homo sapiens prp28, U5 snRNP 100 kd protein (U5-100K), mRNA 


NM 004275 


Homo sapiens TRF-proximal protein (TRFP), mRNA 


NM 004272 


Homo sapiens Homer, neuronal immediate early gene, IB (SYN47), mRNA 


NM 004177 


Homo sapiens syntaxin 3A (STX3A), mRNA 


NMJ)04719 


Homo sapiens splicing factor, arginine/serine-rich 2, interacting protein 
(SFRS2IP), mRNA 


NM_004175 


Homo sapiens small nuclear ribonucleoprotein D3 polypeptide (18kD) 
(SNRPD3), mRNA 


NMJ)04592 


Homo sapiens splicing factor, arginine/serine-rich 8 (suppressor-of-white-apricot 
homolog, Drosophila) (SFRS8), mRNA 


NM_004799 


Homo sapiens MAD, mothers against decapentaplegic homolog (Drosophila) 
interacting protein, receptor activation anchor (MADHEP), transcript variant 3 
mRNA 


NM 004875 


Homo sapiens RNA polymerase I subunit (RPA40), mRNA 


NM_004292 


Homo sapiens ras inhibitor (RIN1), mRNA 


NM 004815 


Homo sapiens PTPL1 -associated RhoGAP 1 (PARG1), mRNA i 


NM 004772 


Homo sapiens P3 1 1 protein (P3 1 1), mRNA 


NM_004553 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 6 (13kD) 
(NADH-coenzyme Q reductase) (NDUFS6). mRNA 


NMJW4549 


Homo sapiens NADH dehydrogenase (ubiquinone) 1, subcomplex unknown, 2 
(14.5kD, B 14.5b) (NDUFC2), mRNA 


NM 004271 


Homo sapiens MD-1, RP105-associated (MD-1), mRNA 


NM_004672 


Homo sapiens mitogen-activated protein kinase kinase kinase 6 (MAP3K6) 
mRNA 


NMJ)04828 


Homo sapiens lymphocyte antigen 95 (activating NK-receptor, NK-p44) (LY95), 
mRNA 


NM_004735 


Homo sapiens leucine rich repeat (in FLIT) interacting protein 1 (LRRFIP1), 
mRNA 


NM 004811 


Homo sapiens leupaxin (LPXN), mRNA 


NM 004522 


Homo sapiens kinesin family member 5C (KIF5C), mRNA [ 


NM 004905 


Homo sapiens anti-oxidant protein 2 (non-selenium glutathione peroxidase, 
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NM_004770 
NM 004848 


acidic calcium-independent phospholipase A2) (KIAA0106), mRNA 

Homo sapiens potassium voltage-gated channel, Shab-related subfamily member 

2 (KCNB2), mRNA 


NM_004763 


Homo sapiens basement membrane-induced gene (ICB-1) mRNA 

Homo sapiens integrin cytoplasmic domain-associated protein 1 (ICAP-1A) 

transcript variant 1, mRNA 


NM 004814 
NM 004839 


Homo sapiens U5 snRNP-specific 40 kDa protein (hPrp8-binding) (HPRP8BP) 
mRNA 

Homo sapiens Homer, neuronal immediate early gene, 2 (HOMER-2B) mRNA 


NM 004684 
NM_004832 

NM 004486 


Homo sapiens SPARC-Iike 1 (mast9, hevin) (SPARCL1), mRNA 

Homo sapiens glutathione-S-transferase like; glutathione transferase omega 

CGSTTLp28), mRNA 

Homo sapiens golgi autoantigen, golgin subfamily a, 2 (GOLGA2), mRNA 


NM 004125 
NM_004483 

NM 004767 


Homo sapiens guanine nucleotide binding protein 10 (GNG10), mRNA 

Homo sapiens glycine cleavage system protein H (aminomethyl carrier) (GCSH) 

mRNA 

Homo SaoieilS endothelin tvnp H rf»rf*ntm\.1ilr<» Tvrv\to*« O rCT /~d\t> r r» o\ nvTi 

w r iviw wuwmbiui type u rcucpiur-iiKe protein z ( L Jbl(jDjK.-Lr-2) mRNA 


NM 004440 
NM_004757 


Homo sapiens EphA7 (EPHA7), mRNA 

Homo sapiens small mducible cytokine subfamily E, member 1 (endothelial 
monocyte-activating) (SCYE1), mRNA 


NMJKM427 

NM 004422 
NM 004416 


Homo sapiens early development regulator 2 (polyhomeotic 2 homolog) (EDR2), 
mRNA w ' 

Homo sapiens dishevelled, dsh homolog 2 (DrosophOa) (DVL2), mRNA 


NM 004073 
NMJ)04365 

NM 004680 


Homo sapiens deltex homolog 1 (Drosophila) (DTX1), mRNA 

Homo sapiens cytokine-inducible kinase (CNK), mRNA 

Homo sapiens centrin, EF-hand protein, 3 (CDC3 1 homolog, yeast) ( CETN3) 

mRNA K h 

Homo sapiens chromodomam protein, Y chromosome, 1 (CDY1) mRNA 


NM 004291 
NM_004330 

NM 004024 
NM 001177 


Homo sapiens cocaine- and amphetamine-regulated transcript (CART) mRNA 
Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 2 (BNIP2) 
mRNA v " 

Homo sapiens activating transcription factor 3 (ATF3), mRNA 
Homo sapiens ADP-ribosylation factor-like 1 (ARL1), mRNA 


NM 001545 
NM 001533 
NM_001509 

NM 001349 


Homo sapiens immature colon carcinoma transcript 1 (ICT1) mRNA 
Homo sapiens heterogeneous nuclear ribonucleoprotein L (HNRPL) mRNA 
Homo sapiens glutathione peroxidase 5 (epididymal androgen-related protein) 
(GPX5), transcript variant 1, mRNA 
Homo sapiens aspartyl-tRNA synthetase (DARS), mRNA 


NMJ)01329 

NM 000082 
NM 001277 
NM 001087 


Homo sapiens C-termmal binding protein 2 (CTBP2), transcript variant 1 
mRNA 

Homo sapiens Cockayne syndrome 1 (classical) (CKN1), mRNA 
Homo sapiens choline kinase (CHK), mRNA 

Homo sapiens angio-associated, migratory cell protein (AAMP), mRNA 


NM 003999 
NM_003904 
NM 003385 
NMJ)03348 


Homo sapiens oncostatin M receptor (OSMR\ mRNA 
Homo sapiens zinc finger protein 259 (ZNF259), mRNA 
xxiuiiu atipicus visimn-iiKe l ivsinu^, mKNA 

Homo sapiens ubiquitin-conjugating enzyme E2N (UBC13 homolog, yeast) 
(UBE2N), mRNA ' 


NM_003341 


Homo sapiens ubiquitin-conjugating enzyme E2E 1 (UBC4/5 homolog yeast) 
(UBE2E1), mRNA 


NM_003339 


Homo sapiens ubiquitin-conjugating enzyme E2D 2 (UBC4/5 homolog yeast) 
(UBE2D2), mRNA ' 
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NM 003115 


Homo sapiens UDP-N-acteylglucosamine pyrophosphorylase 1 (UAP1), mRNA 


NM_003305 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
3 (TRPC3), mRNA 


NM 003596 


Homo sapiens tyrosylprotein sulfotransferase 1 (TPST1), mRNA 


NM_003747 


Homo sapiens tankyrase, TRFl-interacting ankyrin-related ADP-ribose 
polymerase (INKS), mRNA 


NM 003569 


Homo sapiens syntaxin 7 (STX7), mRNA 


NM 003164 


Homo sapiens syntaxin 5 A (STX5 A), mRNA 


NM 003764 


Homo sapiens syntaxin 1 1 (STX1 1), mRNA 


NM 003133 


Homo sapiens signal recognition particle 9kD (SRP9), mRNA 


NM 003136 


Homo sapiens signal recognition particle 54kD (SRP54), mRNA 


NM_003131 


Homo sapiens serum response factor (c-fos serum response element-binding 
transcription factor) (SRF), mRNA 


NM 003795 


Homo sapiens sorting nexin 3 (SNX3), mRNA 


NM 003096 


Homo sapiens small nuclear ribonucleoprotein polypeptide G (SNRPG), mRNA 


NM 003093 


Homo sapiens small nuclear ribonucleoprotein polypeptide C (SNRPQ, mRNA 


NMJ)03080 


Homo sapiens sphingomyelin phosphodiesterase 2, neutral membrane (neutral 
sphingomyelinase) (SMPD2), mRNA ! 


NM_003059 


Homo sapiens solute carrier family 22 (organic cation transporter), member 4 
(SLC22A4),mRNA 


NM_003033 


Homo sapiens sialyltransferase 4A (beta-galactosidase alpha-2,3- 
sialytransferase) (SIAT4A), mRNA 


NM_003952 


Homo sapiens ribosomal protein S6 kinase, 70kD, polypeptide 2 (RPS6KB2), 
mRNA 


NM 003729 


Homo sapiens RTC domain containing 1 (RTCD1), mRNA 


NM 002937 


Homo sapiens ribonuclease, RNase A family, 4 (RNASE4), mRNA 


NMJ)03804 


Homo sapiens receptor (TNFRSF)-interacting serine-threonine kinase 1 
(RIPK1), mRNA 


NM_002898 


Homo sapiens RNA binding motif, single stranded interacting protein 2 
(RBMS2), mRNA 


NM 002886 


Homo sapiens RAP2B, member of RAS oncogene family (RAP2B), mRNA 


NM 003953 


Homo sapiens myelin protein zero-like 1 (MPZL1), mRNA 


NMJ)02809 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 3 
(PSMD3), rnRNA 


NM 002771 


Homo sapiens protease, serine, 3 (trypsin 3) (PRSS3), mRNA 


NM 002757 


Homo sapiens mitogen-activated protein kinase kinase 5 (MAP2K5), mRNA 


NM 002754 


Homo sapiens mitogen-activated protein kinase 13 (MAPK13), mRNA 


NMJ)03668 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 5 
(MAPKAPK5), mRNA 


NM_002718 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B" (PR 
72), alpha isoform and (PR 130), beta isoform (PPP2R3), mRNA 


NM_003622 


Homo sapiens PTPRF interacting protein, binding protein 1 (liprin beta 1) 
(PPFIBP1), mRNA 


NM_003626 


Homo sapiens protein tyrosine phosphatase, receptor type, f polypeptide 
(PTPRF), interacting protein (liprin), alpha 1 (PPFIA1), mRNA 


NM 002689 


Homo sapiens polymerase (DNA-directed), alpha (70kD) (POLA2), mRNA 


NMJ)02685 


Homo sapiens polymyositis/scleroderma autoantigen 2 (100kD) (PMSCL2), 
mRNA 


NM 003876 


Homo sapiens putative receptor protein (PMT), mRNA 


NMJJ02670 


Homo sapiens plastin 1 (I isoform) (PLS1), mRNA 


NM 002664 


Homo sapiens pleckstrin (PLEK), mRNA 


NM 003559 


Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type II, beta 



WO 03/074654 



PCT/US03/0S028 





(PIP5K2B), mRNA ! 


NM 003629 


Homo sapiens phosphoinositide-3-kinase, regulatory subunit, polypeptide 3 (p55, 
gamma) (PIK3R3), mRNA 


NM 002649 


Homo sapiens phosphoinositide-3-kinase, catalytic, gamma polypeptide 
(PIK3CG), mRNA 


NM 002624 


Homo sapiens prefoldin 5 (PFDN5), mRNA 


NM 003846 


_._ . . it* fx. 11 /TJT7V1 ir\\ ri\T A 

Homo sapiens peroxisomal biogenesis factor 1 IB (PEX1 IB), mRNA 


NM 002617 


Homo sapiens peroxisome biogenesis factor 10 (PEX10), mRNA 


MM 002611 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 2 (PDK2), mRNA 


NM_000923 


Homo sapiens phosphodiesterase 4C; cAMP-specific (phosphodiesterase El 
dunce homolog, Drosophila) (PDE4C), mRNA 


NM 002599 


Homo sapiens phosphodiesterase 2A, cGMP-stimulated (PDE2A), mRNA 


NM 002504 


Homo sapiens nuclear transcription factor, X-box binding 1 (NFX1), mRNA 


NM_002482 


Homo sapiens nuclear autoantigenic sperm protein (histone-binding) (NASP), 
mRNA 


NM_003826 


Homo sapiens N-ethylmaleimide-sensitive factor attachment protein, gamma 
(NAPG), mRNA 


NM 002465 


Homo sapiens myosin binding protein C, slow type (MYBPC1), mRNA 


NM 002461 


Homo sapiens mevalonate (diphospho) decarboxylase (MVD), mRNA 


NM 003676 


Homo sapiens degenerative spermatocyte homolog, lipid desaturase (Drosophila) 
(DEGS), mRNA 


NM 002307 


Homo sapiens lectin, galactoside-binding, soluble, 7 (galectin 7) (LGALS7), 
mRNA 


NM 002271 


Homo sapiens karyopherin (importin) beta 3 (KPNB3), mRNA 


NM 002270 


Homo sapiens karyopherin (importin) beta 2 (KPNB2), mRNA 


NM 002214 


Homo sapiens integrin, beta 8 (TTGB8), mRNA 


NM_002204 


Homo sapiens integrin, alpha 3 (antigen CD49C, alpha 3 subunit of VLA-3 
receptor) (ITGA3), transcript variant a, mRNA 


NM 001560 


Homo sapiens interleukin 13 receptor, alpha 1 (EL13RA1), mRNA 


NM_002163 


Homo sapiens interferon consensus sequence binding protein 1 (ICSBP1), 
mRNA 


NM 002156 


Homo sapiens heat shock 60kD protein 1 (chaperonin) (HSPD1), mRNA 


NM 002149 


Homo sapiens hippocalcin-like 1 (HPCAL1), mRNA 


NM_003947 


Homo sapiens huntingtin-associated protein interacting protein (duo) (HAPIP), 
mRNA 


NM_003665 


Homo sapiens ficolin (collagen/fibrinogen domain containing) 3 (Hakata 
antigen) (FCN3), mRNA 


NM 000842 


Homo sapiens glutamate receptor, metabotropic 5 (GRM5), mRNA 


NM_002053 


Homo sapiens guanylate binding protein 1, interferon-inducible, 67kD (GBP1), 
mRNA 


NM_001482 


Homo sapiens glycine amidinotransferase (L-arginine:glycine 
amidinotransferase) (GATM), mRNA 


NM 002044 


Homo sapiens galactokinase 2 (GALK2), mRNA 


NM 001417 


Homo sapiens eukarvotic translation initiation factor 4B (EIF4B), mRNA 


NM_003758 


Homo sapiens eukaryotic translation initiation factor 3, subunit 1 (alpha, 35kD) 
(EIF3S1), mRNA 


NM_001404 


Homo sapiens eukaryotic translation elongation factor 1 gamma (EEF1G), 
mRNA 


NM_001960 


Homo sapiens eukaryotic translation elongation factor 1 delta (guanine 
nucleotide exchange protein) (EEF1D), mRNA 


NM 003792 


Homo sapiens endothelial differentiation-related factor 1 (EDF1), mRNA 


NM 003974 


Homo sapiens docking protein 2, 56kD (DOK2), mRNA 
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NM 0u3joo 


Homo sapiens uouDie c»z-ukb Gomanis, aipna \jj\j\^/.jt\) i nuviNA 


NM 001883 


Homo sapiens corticotropin releasing hormone receptor 2 (CRHR2), mRNA 


NM 001873 , 


Homo sapiens carboxypepbdase b (UPE), mRNA ! 


NM 001782 


Homo sapiens CD72 antigen (CD72), mRNA 


NM_001762 


Homo sapiens chaperonin containmg TCrl, subumt 6A (zeta 1) (CCT6A), 
mRNA 


NM 003716 


Homo sapiens Ca2+-dependent activator protein for secretion (CADPS), mRNA 


NM_003986 


Homo sapiens butyrobetaine (gamma), 2-oxoglutarate dioxygenase (gamma- 
butyrobetaine hydroxylase) 1 (BBOXl),mRNA 


NM 001674 


Homo sapiens activating transcription factor 3 (ATF3), mRNA 


NM 001173 


yt • m s~i' w*r> —a? ^ • _ _ ■ _ • f f a. mir* a Tkff\ T*itT A 

Homo sapiens Rho GTPase activating protein 5 (ARHGAP5), mRNA 


NM 025065 


Homo sapiens RNA processing factor 1 (RPF1), mRNA 


NM 024907 


Homo sapiens F-box protein FBG4 (FBG4), mRNA 


NM 025194 


Homo sapiens inositol 1,4,5-tnsphosphate 3-kinase C (ITPKC), mRNA 


NM_0 14203 


-w- t • t . IjJ a* 1 f% 1 ^ < 1 "a / A Tfc'N A 1 X 

Homo sapiens adaptor-related protein complex 2, alpha 1 subumt (AP2A1), 
mRNA 


NM 130786 


TT ' 1 1_ ^ T"» 1 ^ _ a * . f A 1 "T> _n\T A 

Homo sapiens alpha-l-B glycoprotem (AlBG), mRNA 


NM 031482 


Homo sapiens hypothetical protein DKFZpS 86104 18 (DKJFZF5 86104 18), mRNA 


NM 015419 


TT _ * 11 ' /TM/T'7-.C^/IT1 nOO\ tj XT A 

Homo sapiens adlican (DKFZp5 641 1 922), mRNA 


NM_015683 


Homo sapiens hypothetical protein (CLONE24945), mRNA 


NM 015638 


Homo sapiens chromosome 20 open reading frame 188 (C20ortl88), mRNA 


NM 080737 


Homo sapiens synaptotagnun-like 4 (granuphihn-a) (SYTL4), mRNA 


NM 080723 


Homo sapiens vesicular membrane protein p24 (VMP), mRNA 


NM 080678 


Homo sapiens NEDD8-conjugating enzyme (NCE2), mRNA 


NM 080668 


Homo sapiens similar to RKEN cDNA 2610036L13 (MGC16386), mRNA 


NMJ)80666 


Homo sapiens similar to RIKEN cDNA 2600001 Al 1 gene (LOCI 12840), 
mRNA 


NM 080663 


Homo sapiens similar to RIKEN cDNA 4933424N09 gene (MGC 16943), mRNA 


NM 080661 


Homo sapiens similar to RIKEN cDNA 0610008P16 gene (MGC15937), mRNA 


NM 080658 


Homo sapiens similar to RIKEN cDNA 0610006H10 gene (MGC9740), mRNA 


NMJ)80656 


Homo sapiens similar to RIKEN cDNA A430101B06 gene (MGC13017), 
mRNA 


NM 080651 


Homo sapiens similar to RIKEN cDNA 1810038N03 gene (MGC9890), mRNA 


NM 080650 


Homo sapiens similar to RIKEN cDNA 5730421E18 gene (MGC14798), niRNA 


NM 080604 


Homo sapiens tight junction protein 4 (peripheral) (TJP4), mRNA 


NM 080552 


Homo sapiens vesicular inhibitory ammo acid transporter (VIAAT), mRNA 


NM 080429 


Homo sapiens aquaporin 10 (AQP10), mRNA 


NM 018897 


Homo sapiens axonemal dynem heavy cham 7 (DNAH7), mRNA 


■v. TTV jr A1 C CIA 

NM 015570 


Homo sapiens autism-related protein 1 (KIAA0442), mRNA 


NM 015132 


Homo sapiens sorungnexm 13 (SNX13), mRNA 


NM_022457 


TT * * '1 . . » . A_f t_ A. 1 « ^ ^ i • 1 f A _ l • J *_N 

Homo sapiens similar to constitutive photomorphogenic protem 1 (Arabidopsis) 
(FLJ 10416), mRNA 


NM_03065o 


Homo sapiens putative ankyrin-repeat containing protein (DKFZP564D166), 
mRNA 


XTA/T AXTOIOA 


Homo sapiens F-box only protem 32 (FBA032), mRNA. 


1N1VI UJ 0 1 OO 


riomo sapiens cnromosome z i open reauing uame o / lono / j y nuviN/\ 


NM 058187 


Homo sapiens chromosome 21 open reading frame 63 (C21orf63), mRNA 


NM 058171 


Homo sapiens INGl-like tumor suppressor protein (INGl-like), mRNA 


NM 058167 


Homo sapiens ubiquitin conjugating enzyme 6 (Ubc6p), mRNA 


NMJ)15242 


Homo sapiens centaurin, delta 2 (CENTD2), mRNA 


NM 054114 


Homo sapiens hypothetical protein FLJ32631 (FLJ32631), mRNA 


NM 054111 


Homo sapiens inositol hexaphosphate kinase 3 (IHPK3), mRNA 
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NM 054108 


Homo sapiens H-revl07-like protein 5 (HRLP5), mRNA 


NM 020794 


Homo sapiens densin-180 (KIAA1365), mRNA 


NM 054032 


Homo sapiens G protein-coupled receptor MRGX4 (MRGX4), mRNA 


NM 054031 


Homo sapiens G protein-coupled receptor MRGX3 (MRGX3), mRNA 


NM 054030 


Homo sapiens G protein-coupled receptor MRGX2 (MRGX2), mRNA 


NM 054023 


Homo sapiens uteroglobin-related protein 1 (UGRP1), mRNA 


NM 054024 


Homo sapiens melanoma inhibitory activity protein 2 (MIA2), mRNA 


NM 031946 


Homo sapiens centaurin, gamma 3 (CENTG3), mRNA 


NM 052860 


Homo sapiens kruppel-like zinc finger protein (ZNF300), mRNA 


NM 053054 


Homo sapiens cation channel of sperm (CATSPER), mRNA 


NM 053053 


Homo sapiens SPT3-associated factor 42 (STAF42), mRNA 


NM 053048 


Homo sapiens hypothetical protein MGC16384 (MGC16384), mRNA 


NM 053047 


Homo sapiens hypothetical protein MGC16063 (MGC16063), mRNA 


NM 053040 


Homo sapiens PNAS-123 (LOC85028), mRNA 


NM_053039 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B28 (UGT2B28), 
mRNA 


NM 053001 


Homo sapiens odd-skipped-related 2A protein (OSR2), mRNA 


NM 052997 


Homo sapiens breast cancer antigen NY-BR-1 (NY-BR-1), mRNA 


NM 052971 


Homo sapiens liver-expressed antimicrobial peptide 2 (LEAP-2), mRNA 


NM 052956 


Homo sapiens medium-chain acyl-CoA synthetase (MACS1), mRNA 


NM 052942 


Honio sapiens guanylate binding protein 5 (GBP5), mRNA 


NM 052931 


Homo sapiens activating NK receptor (KALI), mRNA 


NM 052879 


Homo sapiens c-Mpl binding protein (LOCI 1325 1), mRNA 


NM 030928 


Homo sapiens DNA replication factor (CDT1), mRNA 


NMJ)25185 


Homo sapiens putative ankyrin-repeat containing protein (DKFZP564D166), 
mRNA 


NM 015179 


Homo sapiens KIAA0690 protein (KIAA0690), mRNA 


NM 033626 


Homo sapiens JM1 1 protein (JM1 1), mRNA 


NM 022735 


Homo sapiens golgi phosphoprotein 1 (GOLPH1), mRNA 


NMJ)33547 


Homo sapiens hypothetical gene MGC16733 similar to CG12113 (MGC16733), 
mRNA 


NM 032268 


Homo sapiens nerve injury gene 283 (NIN283), mRNA 


NM 016167 


Homo sapiens retinoic acid repressible protein (RARG-1), mRNA 


NM 033414 


Homo sapiens hypothetical protein MGC17552 (MGC17552), mRNA 


NM 016336 


Homo sapiens non-canonical ubquitin conjugating enzyme 1 (NCUBE1), mRNA 


NM 033317 


Homo sapiens hypothetical gene ZD52F10 (ZD52F10), mRNA 


NM 033266 


Homo sapiens ER to nucleus signalling 2 (ERN2), mRNA 


NM 031955 


Homo sapiens NYD-SP12 protein (NYD-SP12), mRNA 


NM 033210 


Homo sapiens hypothetical protein FU14855 (FLJ14855), mRNA 


NM_033211 


Homo sapiens hypothetical gene supported by AF038182; BC009203 
(LOC90355), mRNA 


NM 033194 


Homo sapiens small heat shock protein B9 (HspB9), mRNA 


NM 032122 


Homo sapiens dystrobrevin binding protein 1 (DTNBP1), mRNA j 


NM 020405 


Homo sapiens tumor endothelial marker 7 precursor (TEM7), mRNA 


NM 033115 


Homo sapiens hypothetical protein MGC16169 (MGC16169), mRNA 


NM 033117 


Homo sapiens hypothetical protein MGC2734 (MGC2734), mRNA 


NM 033103 


Homo sapiens rhophilin-like protein (LOC85415), mRNA 


NM 033035 


Homo sapiens thymic stromal lymphopoietin (TSLP), mRNA 


NM_014001 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 3 (GGA3), mRNA 


NM 015149 


Homo sapiens RalGDS-like gene (RGL), mRNA 


NM 032937 


Homo sapiens AD038 (LOC85026), mRNA 
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NM 032932 


Homo sapiens hypothetical protein MGC11316 (MGC1 1316), mRNA 


NM 032930 


Homo sapiens hypothetical protein MGC13040 (MGC13040), mRNA 


NM 032918 


Homo sapiens KAS-like, estrogen-regulated, growth-inhibitor (RERG), mRNA 


NM 032916 


Homo sapiens hypothetical protein MGC16279 (MGC16279), mRNA 


NM 032907 


Homo sapiens hypothetical protein MGC14421 (MGC14421), mRNA 


NM 032904 


Homo sapiens hypothetical protein MGC14433 (MGC14433), mRNA 


NM 032900 


Homo sapiens hypothetical protein MGC14258 (MGC14258), mRNA 


NM 032895 


Homo sapiens hypothetical protein MGC14376 (MGC14376), mRNA 


NM 032888 


Homo sapiens KIAA1870 protein (KIAA1870), mRNA 


NM 032886 


Homo sapiens hypothetical protein MGC15912 (MGC15912), mRNA 


NM 032884 


Homo sapiens hypothetical protein MGC15882 (MGC15882), mRNA 


NM 032876 


Homo sapiens hypothetical protein MGC15563 (MGC15563), mRNA 


NM 032875 


Homo sapiens hypothetical protein MGC15482 (MGC15482), mRNA 


NM 032874 


Homo sapiens hypothetical protein MGC15438 (MGC15438), mRNA 


NM_032872 


Homo sapiens NADPH oxidase-related, C2 domain-containing protein (JFC1), 
mRNA 


NM_032871 


Homo sapiens tumor necrosis factor receptor superfamily, member 19-like 
(TNFRSF19L), mRNA 


NM 032866 


Homo sapiens hypothetical protein FLJ14957 (FU14957), mRNA 


NM 032860 


Homo sapiens hypothetical protein FLJ14909 (FLJ14909), mRNA 


NM 032858 


Homo sapiens hypothetical protein FLJ14904 (FLJ14904), mRNA 


NM_032852 


Homo sapiens AUT-like 1, cysteine endopeptidase (S. cerevisiae) (AUTL1), 
mRNA 


NM 032848 


Homo sapiens hypothetical protein FLT14827 (FU14827), mRNA 


NM 032845 


Homo sapiens hypothetical protein FU14816 (FIJI 48 16), mRNA 


NM 032835 


Homo sapiens hypothetical protein FU14761 (FU14761), mRNA 


NM 032824 


Homo sapiens hypothetical protein FLJ1468 1 (FLJ1468 1), mRNA 


NM 032823 


Homo sapiens hypothetical protein FLJ14675 (FLJ14675), mRNA 


NM 032822 


Homo sapiens hypothetical protein FU14668 (FU14668), mRNA 


NM_032818 


Homo sapiens hypothetical protein FLJ14642 (FLJ14642), mRNA 


NM 032804 


Homo sapiens hypothetical protein FU14547 (FLJ14547), mRNA 


NM 032795 


Homo sapiens hypothetical protein FIJI 4494 (FLJ14494), mRNA 


NM 032783 


Homo sapiens hypothetical protein FLJ14431 (FU14431), mRNA 


NM 032766 


Homo sapiens hypothetical protein MGC16179 (MGC16179), mRNA 


NM 032763 


Homo sapiens hypothetical protein MGC16142 (MGC16142), mRNA 


NM 032756 


Homo sapiens hypothetical protein MGC15668 (MGC15668), mRNA 


NM 032744 


Homo sapiens hypothetical protein MGC12335 (MGC12335), mRNA 


NM 032738 


Homo sapiens hypothetical protein MGC4595 (MGC4595), mRNA 


NM 032723 


Homo sapiens hypothetical protein MGC12760 (MGC12760), mRNA 


NM 032720 


Homo sapiens hypothetical protein MGC10724 (MGC10724), mRNA 


NM 032715 


Homo sapiens hypothetical protein MGC4643 (MGC4643), mRNA 


NM 032712 


Homo sapiens hypothetical protein MGC13 170 (MGC13 1 70), mRNA 


NM 032711 


Homo sapiens hypothetical protein MGC13090 (MGC13090), mRNA 


NM 032706 


Homo sapiens hypothetical protein MGC12966 (MGC12966), mRNA 


NM 032705 


Homo sapiens hypothetical protein MGC14801 (MGC14801), mRNA 


NM 032694 


nouio sapiens nypoxneucai protein MUClzyJ d (MUUlZyiD), mRNA 


NM 032693 


Homo sapiens hypothetical protein MGC10646 (MGC10646), mRNA 


NM_ 032681 


Homo sapiens hypothetical protein MGC10977 (MGC10977), mRNA 


NM 032678 


Homo sapiens hypothetical protein MGC3413 (MGC3413), mRNA 


NM 032667 


Homo sapiens hypothetical protein MGC4694 (MGC4694), mRNA 


NM_ 032661 


Homo sapiens hypothetical protein MGC5139 (MGC5139), mRNA 


NM 032634 


Homo sapiens hypothetical protein MGC3079 (MGC3079), mRNA 
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NM 032631 


Homo sapiens hypothetical protein MGC2641 (MGC2641), mRNA 


NM 032601 


Homo sapiens methylmalonyl CoA epimerase (MCEE), mRNA 


NM 032596 


Homo sapiens testes development-related NYD-SP22 (NYD-SP22), mRNA 


NM 032593 


Homo sapiens PKCI-1 -related HIT protein (HIT- 17), mRNA 


NM 032586 


Homo sapiens testis transcript Y 8 (TTY8), mRNA 


NM 032582 


Homo sapiens ubiquitin specific protease (NY-REN-60), mRNA 


NM 032580 


Homo sapiens hairy and enhancer of split 7 (Drosophila) (HES7), mRNA 


NM 032574 


Homo sapiens dpy-30-like protein (LOC84661), mRNA 


NM 032558 


Homo sapiens hypothetical protein FU14753 (FU14753), mRNA 


NM 032557 


Homo sapiens HP43.8KD protein (HP43.8KD), mRNA 


NM 032553 


Homo sapiens putative purinergic receptor (FKSG79), mRNA 


NM 032545 


Homo sapiens cryptic gene (CRYPTIC), mRNA 


NM 020963 


Homo sapiens MovlO, Moloney leukemia virus 10, homolog (mouse) (MOV10), 
mRNA 


NM 032522 


Homo sapiens hypothetical protein MGC2629 (MGC2629), mRNA 


NM 032507 


Homo sapiens cerebral protein-4 (HUCEP-4), mRNA 


NM 032499 


Homo sapiens hypothetical protein HH1 14 (HH1 14), mRNA 


NM 032494 


Homo sapiens zinc finger protein (LOC84524), mRNA 


NM 032492 


Homo sapiens hypothetical protein GL009 (GL009), mRNA 


NM 032487 


Homo sapiens actin related protein Ml (ARPM1), mRNA 


NM 032486 


Homo sapiens dynactin 4 (MGC3248), mRNA 


NM 032445 


Homo sapiens MEGF1 1 protein (MEGF1 1), mRNA 


NM 030898 


Homo sapiens hypothetical protein FLJ21673 (FU21673), mRNA 


NM 032412 


Homo sapiens putative nuclear protein ORF1-FL49 (ORF1-FL49), mRNA 


NM 032411 


Homo sapiens esophageal cancer related gene 4 protein (ECRG4), mRNA 


NM 015247 


Homo sapiens cylindromatosis (turban tumor syndrome) (CYLD), mRNA 


NM 032330 


Homo sapiens hypothetical protein MGC12536 (MGC12536), mRNA 


NM 032384 


Homo sapiens hypothetical protein FLJ23 183 (FLJ23183), mRNA 


NM 032372 


Homo sapiens hypothetical protein MGC16186 (MGC16186), mRNA 


NM 032367 


Homo sapiens hypothetical protein MGC15435 (MGC15435), mRNA 


NM 032354 


Homo sapiens hypothetical protein MGC10744 (MGC10744), mRNA 1 


NM 032347 


Homo sapiens hypothetical protein MGC 13250 (MGC13250), mRNA 


NM 032344 


Homo sapiens hypothetical protein MGC13045 (MGC13045), mRNA 


NM 032342 


Homo sapiens hypothetical protein MGC 12992 (MGC 12992), mRNA 


NM 032340 


Homo sapiens hypothetical protein MGC 14833 (MGC14833), mRNA 


NM_032338 


Homo sapiens hypothetical protein MGC14817 (MGC14817), mRNA 


NM_032333 


Homo sapiens hypothetical protein MGC4248 (MGC4248). mRNA 


NM_032327 


Homo sapiens hypothetical protein MGC2993 (MGC2993), mRNA 


NM 032325 


Homo sapiens hypothetical protein MGC1 1 102 (MGC1 1 102), mRNA 


NM 032324 


Homo sapiens hypothetical protein MGC13186 (MGC13 186), mRNA 


NM_032323 


Homo sapiens hypothetical protein MGC13102 (MGC13102), mRNA 


NM 032320 


Homo sapiens hypothetical protein MGC13007 (MGC13007), mRNA 


NM 032318 


Homo sapiens hypothetical protein MGC12945 (MGC12945), mRNA 


NM 032317 


Homo sapiens hypothetical protein MGC12943 (MGC12943), mRNA 


NM_032316 


Homo sapiens hypothetical protein MGC12936 (MGC12936), mRNA 


INM UJZJlO 


Homo sapiens hypothetical protein MGC3200 (MGC3200), mRNA 


NM_032293 


Homo sapiens hypothetical protein DKFZp761 J1523 (DKFZp761J1523), mRNA 


NM 032291 


Homo sapiens hypothetical protein DKFZp761D221 (DKFZp761D221), mRNA 


NM_032290 


Homo sapiens hypothetical protein DKFZp761C121 (DKFZp761C121), mRNA 


NM.032288 


Homo sapiens hypothetical protein DKFZp761B1514 (DKFZp761B1514), 
mRNA 


NM 032273 


Homo sapiens hypothetical protein DKFZp586C1924 (DKFZp586C1924), 
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mRNA 


JNM 032299 


Homo sapiens hypothetical protein MGC2714 (MGC2714), mRNA 


NM 032267 


Homo sapiens hypothetical protein DKFZp434E169 (DKFZp434E169), mRNA 


MM 032264 


Homo sapiens hypothetical protein DKFZp434D177 (DKFZp434D177), mRNA 


XTA K AIOI^I 

XMM_0322ol 


Homo sapiens hypothetical protein DKFZp434N0650 (DKFZp434N0650), 
mRNA 


NM_032258 


Homo sapiens hypothetical protein DKFZp434P2235 (DKFZp434P2235) 
mRNA 


NM_032251 


Homo sapiens hypothetical protein DKFZp434G0920 (DKF2p434G0920), 
mRNA 


NM 032250 


Homo sapiens hypothetical protein DKFZp434A171 (DKFZp434A171), mRNA 


NM_032249 


Homo sapiens hypothetical protein DKFZp434F1819 (DKFZp434F1819), 
mRNA 1 


JNM_U3zz4o 


Homo sapiens hypothetical protein DKFZp434F1719 (DKFZp434F1719), 

. . ,T> XT A 

mKNA 


INlvi VjZZ^O 


Homo sapiens hypothetical protein DKFZp434J0617 (DKFZp434J0617), mRNA 


JNM V,$ZZ4j 


Homo sapiens hypothetical protein DKFZp434I1916 (DKFZp434I1916), mRNA 


INlVl UjZZZj 


Homo sapiens hypothetical protein FLJ22427 (FLJ22427), mRNA 


NM 032209 


Homo sapiens hypothetical protein FU21777 (FU21777), mRNA 


JNM UiZ iyj 


Homo sapiens hypothetical protein FLJ20974 (FU20974), mRNA 


NM 032177 


Homo sapiens hypothetical protein FU13193 (FLJ13193), mRNA 


NM UJZlo/ 


Homo sapiens hypothetical protein FLJ12363 (FLJ12363), mRNA 


NM 032161 


Homo sapiens KIAA1870 protein (KIAA1870), mRNA 


NM 032154 


Homo sapiens MBLR protein (MBLR), mRNA 


NM_032151 


Homo sapiens hypothetical protein DKFZp566K1946 (DKFZP566K1946), 
mRNA 


NM_032148 


Homo sapiens hypothetical protein DKFZp434K0427 (DKFZP434K0427), 
mRNA 


NM_032139 


Homo sapiens hypothetical protein DKFZp434L0718 (DKFZP434L0718), 
mRNA 


NM_032138 


Homo sapiens hypothetical protein DKFZp434E23 1 8 (DKFZP434E23 1 8), 
mRNA 


NM_032136 


Homo sapiens hypothetical protein DKFZp434L1717 (DKFZP434L1717), 
mRNA 


NM_032125 


Homo sapiens hypothetical protein DKFZp564D0478 (DKFZP564D0478), 
mRNA 


NM_032120 


Homo sapiens hypothetical protein DKFZp564O0523 (DKFZP564O0523), 
mRNA 


XT\/f mnooi 


Homo sapiens ninein (GSK3B interacting protein) (NIN), mRNA 


JNM UZU441 


Homo sapiens hypothetical protein DKFZp762I166 (DKFZP762I166), mRNA 


XTAvT niOTIA 

1nM_uio/19 


Homo sapiens hypothetical protein DKFZp762L03 1 1 (DKFZp762L03 1 1), 

ml? XT A 
mivlN/V 


rN JYl UIjOjU 


nomo sapiens DKFZP566F2124 protem (DKFZP566F2124), mRNA 


1NJY1 UIjOZi 


nomo sapiens DKrZP434C171 protem (DKFZP434C171), mRNA 




riomo sapiens DKJfc*ZJr434D14o protem (DKF2T434D146), mRNA 


NM 015496 


Homo sapiens DKFZP434I1 16 orotein fDKFZP434Il 1 fft mPNA 


NM 015471 


Homo sapiens DKFZP56601646 protein (DC8), mRNA 


NM 015453 


Homo sapiens DKFZP434F091 protein (DKFZP434F091), mRNA 


NM 015023 


Homo sapiens KIAA1037 protein (KIAA1037), mRNA 


NM_014972 


Homo sapiens KIAA1049 protein (KIAA1049), mRNA 


NM 032042 


Homo sapiens hypothetical protein DKFZp564D172 (DKFZP564D172) mRNA 


NM 032036 


Homo sapiens TLH29 protein precursor (TLH29), mRNA ! 
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NM 032030 


Homo sapiens rKc>G83 (FKSG83), mRNA 


NM 032028 


Homo sapiens serine/ threonine kinase FKSG81 (FKSG81), mRNA 


NM 032025 


Homo sapiens CDA02 protem (CDA02), mRNA 


NM 032021 


Homo sapiens AD03 1 protem (AD03 1), mRNA 


NM 031944 


Homo sapiens Mix-like homeobox protem 1 (MILD1), mRNA 


NM 031920 


Homo sapiens ARG99 protem (ARG99), mRNA 


NM 031480 


Homo sapiens hypothetical protein AD034 (AD034), mRNA 


NM 031478 


Homo sapiens hypothetical protein DKFZp434I21 17 (DKFZP434I21 17), mRNA 


NM 031477 


Homo sapiens hypothetical protein MGC10500 (MGC10500), mRNA 


NM 031476 


Homo sapiens hypothetical protein DKFZp434B044 (DKFZP434B044), mRNA 


NM 031472 


Homo sapiens hypothetical protein MGC1 1 134 (MGC1 1 134), mRNA 


NM 031471 


Homo sapiens hypothetical protein MGC10966 (MGC10966), mRNA 


NM_031457 


Homo sapiens membrane-spanning 4-domams, subfamily A, member 8B 
(MS4A8B), mRNA 


NM 031450 


Homo sapiens hypothetical protein p5326 (P5326), mRNA 


NM 031443 


Homo sapiens hypothetical protein MGC4607 (MGC4607), mRNA 


NM 031438 


Homo sapiens hypothetical protein DKFZp761I172 (DKFZP761I172), mRNA 


NM 031434 


Homo sapiens hypothetical protein MGC5442 (MGC5442), mRNA 


NM 031418 


Homo sapiens chromosome 1 1 open reading frame 25 (CI lorf25), mRNA 


NM 015497 


Homo sapiens DKFZP564G2022 protem (DKFZP564G2022), mRNA 


NM_031306 


Homo sapiens hypothetical protein DKFZp564B1023 (DKFZP564B1023), 
mRNA 


NM 031295 


Homo sapiens hypothetical protein PP1226 (PP1226), mRNA 


NMJ)31291 


Homo sapiens hypothetical protein DKFZp434N1235 (DKFZP434N1235), 
mRNA 


NMJB1290 


Homo sapiens hypothetical protein DKFZp434Kl 172 (DKFZP434K1 172), 
mRNA 


NM 031270 


Homo sapiens PR01596 protein (PR01596), mRNA 


NM 031268 


Homo sapiens PRO0461 protein (PRO0461), mRNA 


NMJ>31217 


Homo sapiens hypothetical protein DKFZp434G2226 (DKFZP434G2226), 
mRNA 


NM 013358 


Homo sapiens peptidylarginine deiminase type I (hPAD-colonylO), mRNA 


NM 030980 


Homo sapiens hypothetical protein FIJI 2671 (FLJ12671), mRNA 


NM_030954 


Homo sapiens hypothetical protein DKFZp564A022 (DKFZP564A022), mRNA 


NM_030953 


Homo sapiens hypothetical protein DKFZp761E21 10 (DKFZP761E21 10), 
mRNA 


NM 030941 


Homo sapiens exonuclease NEF-sp (LOC81691), mRNA 


NM_030939 


Homo sapiens hypothetical protein FLJ12619 (FLJ12619), mRNA 


NM_030938 


Homo sapiens likely ortholog of rat vacuole membrane protein 1 (VMP1), 
mRNA 


NM 030932 


Homo sapiens diaphanous homolog 3 (Drosophila) (DIAPH3), mRNA 


NM 030927 


Homo sapiens hypothetical protein MGC1 1352 (MGC1 1352), mRNA 


NM 030925 


Homo sapiens hypothetical protein FLJ12577 (FLJi2577), mRNA 


NM_030918 


Homo sapiens hypothetical protein My014 (MY014), mRNA 1 


NM 030911 


Homo sapiens protein kinase NYD-SP15 (NYD-SP15), mRNA 




Homo sapiens Hypothetical protem FU23407 (FU23407), mRNA 


NM 018657 


Homo sapiens myoneural (MYNN), mRNA 


NM 030818 


Homo sapiens hypothetical protein MGC10471 (MGC10471), mRNA 


NM 030813 


Homo sapiens suppressor of potassium transport defect 3 (SKD3), mRNA 


NM_030808 


Homo sapiens LIS 1 -interacting protein NUDEL; endooligopeptidase A 
(NUDEL), mRNA 


NM 030805 


Homo sapiens hypothetical protein DKFZp564L2423 (DKFZP564L2423), 



205 



WO 03/074654 



PCT/OS03/05028 





mRNA 


XTXJT a^aoao 

NM 030802 


Homo sapiens C/EBP-mduced protein (L0C8 1558), mRNA ! 


xttv a no no A A 

NMJBOoOO 


Homo sapiens hypothetical protein DKFZp5640l664 (DKFZP56401664), 
mRNA 


XTA4" mmoo 

xnm uju/yy 


Homo sapiens hypothetical protein Ar* 140225 (AF 140225), mRNA 


NM 030793 


Homo sapiens hypothetical protein SP329 (SP329), mRNA 


NM 030792 


Homo sapiens hypothetical protein PP1665 (PP1665), mRNA 


NM 030780 


Homo sapiens folate transporter/carrier (LOC81034), mRNA 


NM 030674 


Homo sapiens solute carrier family 38, member 1 (SLC38A1), mRNA 


NM 030672 


Homo sapiens hypothetical protein FIJI 03 12 (FLJ10312), mRNA 


NM 024947 


Homo sapiens hypothetical protein FU12729 (FLJ12729), mRNA 


NM 024963 


Homo sapiens hypothetical protein FIJI 1467 (FIJI 1467), mRNA 


NMJH7600 


Homo sapiens hypothetical protein DKFZp434M0331 (DKFZp434M0331), 
mRNA 


NM 030652 


Homo sapiens NG3 protein (NG3), mRNA | 


NM 030651 


Homo sapiens chromosome 6 open reading frame 3 1 (C6orf31), mRNA 


NM 020444 


Homo sapiens KIAA1 191 protein (KIAA1 191), mRNA 


NM 024055 


Homo sapiens hypothetical protein MGC5499 (MGC5499), mRNA 


NM 025154 


Homo sapiens KIAA0810 protein (KIAA0810), mRNA 


NM 017515 


Homo sapiens novel protein (HSNOV1), mRNA 


NM 024924 


Homo sapiens hypothetical protein FU12985 (FU12985), mRNA 


NMJ)30579 


Homo sapiens cytochrome b5 outer mitochondrial membrane precursor (CYB5- 
M), mRNA 


XTTV K ftOOft^O 

NM 022068 


Homo sapiens hypothetical protein FLJ23403 (FLJ23403), mRNA 


NM 025179 


Homo sapiens plexin A2 (PLXNA2), mRNA 


XTTV /T A1 i(A11 

NM 014033 


Homo sapiens DKFZP586A0522 protein (DKFZP586A0522), mRNA 


NM 006468 


Homo sapiens polymerase (RNA) EI (DNA directed) (62kD) (RPC62), mRNA 


XTTV If Cf^ y*o 

NM 025263 


Homo sapiens CAT56 protein (CAT56), mRNA 


NM 025262 


Homo sapiens G5C protein (G5C), mRNA 


NM 025261 


Homo sapiens G6C protein (G6C), mRNA 


NM_025260 j 


Homo sapiens G6B protem (G6B), mRNA 


NM 025259 


Homo sapiens NG23 protein (NG23), mRNA 


NM 025258 


Homo sapiens NG37 protem (G7C), mRNA 


XTTV It A^^^*>1 

NM 025231 


Homo sapiens hypothetical protein FU22191 (FLJ22191), mRNA 


NM 025226 


Homo sapiens MSTP032 protein (MSTP032), mRNA 


XTTV /T A1C"** 1 

NM 0252 ll 


Homo sapiens protein kinase anchoring protein GKAP42 (GKAP42), mRNA 


NM 025201 


Homo sapiens hypothetical protein PP1628 (PP1628), mRNA 


NM 025192 


Homo sapiens hypothetical protein FU23071 (FTJ23071), mRNA 


xn if Ann on 

NM 025188 


Homo sapiens hypothetical protein FU13181 (FLJ13181), mRNA 


xttvjt ai c 

NM 025174 i 


Homo sapiens hypothetical protein FLJ23040 (FU23040), mRNA 


NM 025165 


Homo sapiens hypothetical protein FU22637 (FLJ22637), mRNA 


NM 025160 


Homo sapiens hypothetical protem FIJ21016 (FLJ21016), mRNA 


"XTTV ft Aqciri 

JNM UzM53 


Homo sapiens hypothetical protein FLJ21477 (FLJ21477), mRNA 


NM KJZjldI 


Homo sapiens hypothetical protein FLJ22622 (FIJ22622), mRNA 


NM UzM45J 


Homo sapiens hypothetical protein FLJ20920 (FU20920), mRNA 


NM 025144 

A "At A V/ A**%s iTT 


ixuuiu od.pi ci u> nypouieucai protem ruzzo /u yrLJZZo/Xj), mKlNA 


NM 025138 


Homo sapiens hypothetical protein FU12661 (FU12661), mRNA 


NM 025126 


Homo sapiens ring finger protein 34 (RNF34), mRNA i 


NM 025125 


Homo sapiens hypothetical protein FU13263 (FU13263), mRNA 


NM 025124 


Homo sapiens hypothetical protein FU21749 (FLJ21749), mRNA 


NM 025109 


Homo sapiens hypothetical protein FLJ22865 (FU22865), mRNA 


NM 025099 


Homo sapiens hypothetical protein FLJ22170 (FIJ22170), mRNA 
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XTA/f AO /I Q 10. 

NM U24813 


Homo sapiens nypotneucai protein rU 13 idu (rLJ i j loU), mKNA 


XTA/T AO/t 01 1 

NM U24811 


Homo sapiens nypotneucai protein rLJ 12 jzy (rU izj29), mRNA 


XTTV if AO >t 0 1 A 

NM 024810 


Homo sapiens nypotneucai protein rUzJOlo (rU230l8), mRNA 


XTA /f AO/1QAA 

NM 024809 


Homo sapiens nypotneucai protein rU 129 / j (r U 129/5), mRNA 


NM 024808 


TJa«»a "U-» ~^.^4-l<i *»1 CT TOO /CO yl /TCT TOO/COA\ T»XT A 

Homo sapiens nypotneucai protem rU22o24 (rU22o24), mRNA 


NM 024807 


Homo sapiens nypotneucai protem FU 13693 (rU 13693), mRNA 


NM 024806 


Homo sapiens nypotneucai protem FU23554 (FU23554), mRNA 


NM 024799 


Homo sapiens hypothetical protem FU13224 (FLJ13224), mRNA 


NM 024796 


Homo sapiens hypothetical protem FU22639 (FLJ22639), mRNA 


XTTV X AOvlTOn 

NM 024789 


TT „ „ * „ _ * At i* t .... a_ v.. T"T TOOCOA / 17 T TO Of 1 /\\ t\\t a 

Homo sapiens hypothetical protem FLJ22529 (FU22529), mRNA 


NM 024784 


Homo sapiens hypothetical protein FLJ23392 {FU23392), mRNA 


NM 024780 


TT * 1 At_ _ 1 j * TTT T1 1 C /\1 /TT'T T "1 O f T*^. T A 

Homo sapiens hypothetical protem FIJI 3593 (FIJI 3593), mRNA 


NM 024773 


Homo sapiens hypothetical protem FU13798 (FLJ13798), mRNA 


NM 024772 


Homo sapiens hypothetical protem FLJ23 1 5 1 (FLJ23 1 5 1), mRNA 


NM 024771 


Homo sapiens hypothetical protem FLJ13848 (FLJ13848), mRNA 


NM 024763 


Homo sapiens hypothehcal protem FLJ23129 (FLJ23129), mRNA 


XTfc X A1C A 

NM 024754 


Homo sapiens hypothehcal protem FLJ12598 (FLJ12598), mRNA 


NM 024749 


Homo sapiens hypothetical protem FLJ12505 (FLJ12505), mRNA 


NM 024746 


Homo sapiens hypothehcal protem FIJI 3840 (FLJ13840), mRNA 


NM 024732 


TT * 1 if j • 1 T^T T1 A ^ r* 4 / 1 *T T* A *m ^ < \ T"»^ T A 

Homo sapiens hypothehcal protem FU14351 (FU14351), mRNA 


XTTV Jf AO >! T3 1 

NM 024731 


Homo sapiens chromosome 16 open reading frame 44 (C16orf44), mRNA 


XTTV X rfi A tot 

NM 024727 


Homo sapiens hypothehcal protein FLJ23259 (FIJ23259), rnRNA 


NM 024722 


Homo sapiens hypothehcal protem FLJ13322 (FLJ13322), mRNA 


NM 024717 


TT ~ ^ • _ _ ^_ j.1 j • l j • *f/v ao j i y r^T ta /v a a \ tv v t* a 

Homo sapiens hypothehcal protem FLJ22344 (FU22344), mRNA 


XTTV X rvo/nic 

NM 024715 


Homo sapiens hypothehcal protein FU22625 (FU22625), mRNA 


XTTV X AT/nAft 

NM 024709 


TT* T 1_ 1 1 j* 1 . ■ T*>T T1 A 1 A f ft vu T -% A -i A y% ■v t a 

Homo sapiens hypothehcal protein FLJ14146 (FLJ14146), mRNA 


NM 024705 


Homo sapiens hypothehcal protem FLJ13639 (FU13639), mRNA 


XTTV X /I TO'I 

NM 024703 


Homo sapiens hypothehcal protem FLJ22593 (FU22593), mRNA 


XTTV /T A^itlAI 

NM 024701 


Homo sapiens ankyrin repeat and SOCS box-containing 13 (ASB13), mRNA 


XTTV X rvi A *Jf\f\ 

NM 024700 


TT * O ^ J 1 * a i » 9 /riv TTT\ 4 V "TV V T A 

Homo sapiens Smad nuclear mteractmg protem (SNIP1), mRNA 


XTTV X /"\0 A AC 

NM 024695 


Homo sapiens hypothehcal protem FIJ13993 (FLJ13993), mRNA 


xttv >r rvi a ^rn 

NM 024693 


Homo sapiens hypothetical protein FU20909 (FU20909), mRNA 


NM 024688 


Homo sapiens hypothehcal protem FIJ13031 (FU13031), mRNA 


xtx if rvo /i /t 0 zr 

NM 024686 


TT ^ ^ _ ^ * . _ t ^_ _ a T_ ^ A_! 1 i • 1^1 T^ /> /\ *V *^ « 1 TA /N /Oj ^1 \ TV "VTA 

Homo sapiens hypothehcal protem FLJ23033 (FLJ23033), mRNA 


NM 024678 


TT ' - _ 1_ j 1_ _ * • _ 1 _ i • T^T T*^ ^ A A + ^T~«T T<"^ 1 >t >1 1 \ \ t i ! 

Homo sapiens hypothehcal protem FLJ23441 (FIJ23441), mRNA 


NM 024675 


T T _ • _ ^ _ _ A\A_ a * ■* • • ■ TTj T/V 4 n 4 /■ AOT ■ ^% 4 r\ 1 ^V TV \ T 1 

Homo sapiens hypothehcal protem FLJ21816 (FLJ21816), mRNA 


XTTV A AO A ^T) 

NM 024672 


Homo sapiens hypothehcal protein FU23320 (FLJ23320), mRNA 


NM 024666 


Homo sapiens hypothetical protein FIJI 1506 (FIJI 1506), mRNA 


XTX A" f\<^A£CA 

NM 024654 


TT . " ^ _ T— * T_ * * i * • t^t v^v +y ^ /V ^ /i «t t^ 'V ^ ^v i V tv v t a 

Homo sapiens hypothehcal protem FU23323 (FLJ23323), mRNA 


XTX X t\*\A£.Ct\ 

NM 024650 


Homo sapiens hypothehcaljprotem FU22531 (FIJ22531), mRNA 


XTX X f\^A^Af\ 

NM 024649 


TT* _ - - - ^_ 1 ^ j 1 . a* 1 • • T *T YS\ «V ^ /V ^\ ✓ ff f ' T/^ >V A X TV V. T A 

Homo sapiens hypothehcaljprotem FLJ23590 (FLJ23590), mRNA 


XTTV if f\*> A S~ A "~t 

NM 024647 


Homo sapiens hypothetical protein FIJI 3287 (FLJ13287), mRNA 


XTTV X AO A£. At\ 

NM 024640 


TT * ' — T._ * jJl_ * ' 1 . • T'^T T^V 'Oj A ^T ^* /I l| T/V A M TV "V T A 

Homo sapiens hypothehcal protem FLJ23476 (FU23476), mRNA 


XTX jf /\0 A /TO 

NM_02463o 


Homo sapiens likely ortholog of mouse tumor necrosis-alpha-induced adipose- 

rcidicu piuLciu \ri mf jz.j xjj j t illlvrNA 


NM 024628 


Homo sapiens hypothetical protein FLJ23188 (FU23188), mRNA 


NM 024627 


Homo sapiens hypothetical protein FLJ21 125 (FU21 125), mRNA 


NM 024626 


Homo sapiens hypothetical protein FLJ22418 (FLJ22418), mRNA 


NM 024624 


Homo sapiens hypothetical protein FLJ221 16 (FU221 16), mRNA 


NM 024616 


Homo sapiens hypothetical protein FLJ23186 (FLJ23186), mRNA 


NM 024615 


Homo sapiens hypothetical protein FIJ21308 (FU21308), mRNA ^ 
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NM 024613 


Homo saniens ohafhi 2 fRI T1 *\ 1 9HT\ mRMA 


NM 024610 


Homo sanier^ hvnothetirfll nrnrpin "PT lU&yi HTT T^^AOl^ ™t>xt a 

xxuuiu oapxtujo uypuuxwuvai piOlCin .TxwZZOZ.j ^Fl-JZZOZ J L TTiKJ\/\ 


NM 024609 


Homo 5JinipHQ rrvnAthpfirnl TYrrtt*»iTi "FT T91 £41 /"ET T*>1 0/l^ t>xt a 
xxuuiu oapicus uypuuieui/al proiein Pi-aJZlOHi L»JZIo*f I J, IT1.KJN A 


NM 024606 


xxuiuu sapiens iiy puuicucai protein rj-J 1 1 / 3D ^rJLJ 1 1 / jOJ, rnKJNA 


NM 024605 


HATTIA <!3TI1PT15 livnotliptipal nrntpin TTT T0O8O£ fTTT TOAQO/TV «**T>XTA 

xxuuiu sapiens nypouieucai proiem rLJZVoyO {rLJZxJoyO), niKiNA 


NM 024602 


Homo Qflnipnc Vivrmthptirsil nrntpin T7T T91 1 ^[/C /TJT T01 1 _,t>xt a 
xxumu aapieus nypuuicucai proiein ri-jzi i jo ^rJLJZl IjoJ, mKINA 


NM 024595 


Homo RanipTK rivnAtfiPtiml nrnfpin T?T T19/>£/\ fET TT>££*C\ _t>xt a 
xxuiuu aapicriii uypuuieuv*ai protein riwlZOOO ^PJLJ 1Z000), IT1KINA 


NM 024585 


Homo ratyiptiq HvnAtVipHrjil mvYtei-n Pi I'J'M/Cn ft*T TOOIiCAA -.dxt a 
xiuuxu o&pitjuo uypuuieuuai proiein r-LJZZlOU ^FwZZlOv), mK_NA 


NM 024584 


Homo QaTiiPTiQ fivnrkfhpfiral TrmtAi-n T7T T1 "X&AA /T7T T11iC/t/r\ *v.d\t a 

xxuuiu sapiens nypouieucai protein ru loow ^rl_J U040), mKINA 


NM 024580 


Homo ^flnipnc H\mntVipfirs»1 rirnt^i-n T7T T1 ^ 1 10 CUT T1 1 1 1 0N « V .T>XT a 

xxumvj bapiciid iiypuuicucai proiein rLJ lo 1 1 7 ^rLJ 1 j l ly^/, niKJNA 


NM 024570 


Homo QflniPTlQ liVTmtliPtir»Ql Ti-r/^t^irt T7T Tl 1 *710 rCT T1 1 *-,T>XTA 

xxuiiiu sxipiciib nypouicacai protein rJ_J 1 1 / lz (rLJ 1 1 /Izj, inKiNA 


NM 024565 


nuxuu bdpicnb nypouicacai proiein rLJ m loo (rU 14100), ITIKInA 


NM 024556 


xiuniu bapiciib nypoineacai protein rUZl IUj [JrJJzl 1U3), nuvNA 


NM 024552 


xxuiiiu bdpiciib nypoineacai proiein rUl/Uoy (rLJ 1zUo5J), niRJNA 


NM 024546 


nuinu &dpiens nypotneticai protein rLJ I344y (rlj 1344^), mRNA 


NM 024534 


xxouiu bdpiciib nypouieucai protein rLJ 1 zoo4 {rU lzo<y4), mKINA 


NM 024532 


nuiiiu sapiens nypouieucai protem rUzz /z4 (rLJiZ //4J, lriJKNA 


NM 024526 


11UU1U bctpiciib nypomeiicai proiein rLJZlj/,z (rUzlDzzJ, niKJNA 


NM 024523 


Homo ^ar»ipn<; VivnntViptir'Ql r*r/\ff»vn TJT TOOOT^ /T7T TT5A'3C\ .,-,t>xt a 

xxuuiu ^cipiciib nypouieucai protein r jlj zzu j j (rJJizUj jj, rnKJNA 


NM 024522 


xiumo bdpicnb nypouieucai protein JrLJ IZojU (rU IzojU), rnRJNA 


NM 024516 


aaulliu ocipicxib nypouiencai protein 1MVJL-.40U0 (1^1004000), lTlKNA 


NM 024514 


nuiiiu 5dpicnb njrpouieucai protein JVIvjU4ooJ (Mvj(J4ooi), rnivNA 


NM 024507 


xxuiuu 5apiciib nypouieucai proiein xVLLrOlU/yi (MUUlO/yij, rnKJNA 


NM 015288 


xiuniu bdpicnb JSJL/vrt.0Zjy proiein ^JSJAAUzjyj, inJKNA 


NM 024419 


xxuiiiu bdpicm> rnospnauuyigiyceropnospnate oyntnase (rLrol), mRNA 


NM 024345 


nuuiu sapiens njrpouieucai protein MuHU/o5 (MOC 10765), rilRNA 


NM 024340 


xiuiuo sapiens nypouieucai protein xYLUC4l fy (JVlvj(J417y), niKNA 


NM 024330 


xxuiiiu sapiens* nypouieucai protein 1yIvjU4joj (jVL(j(J4oo5J, niRNA 


NM 024326 


numu sapiens nypouieucai protein MLr^ 1 1Z ly (MOC1 1279), mRNA 


NM 024321 


xxuuiu sapiens nypouieucai protein MLn^lU4J J (MCiC10433), mRNA ' 


NM 024312 

X ^ AVX VfcTj 1 ^ 


xiomo sapiens nypotneucai protein MOC4170 (MGC4170), mRNA 


NM 024308 


xxuuiu sapiens nypouieucai protein iVlvjrC4 1 /z (MOU41 /Z), mRNA 


NM 024307 


xxuuiu sapiens nypouieucai protein xYlLrU41 / 1 (JVIvjU41 /l), itiRNA 


NM 024295 


xiuiuu sapiens nypouieucai protein JVIvjCjUo / (MOCiuo/), mRNA 


NM 020062 


HaTTIA QflTIIPTIQ ^T C^O AA tv»mi1a+/vr /"CT A AT>/~ t \ __T>XT A 

xxuuiu sapiens ox^z/vt reguiaior ^oJLv^ZA4Rvj), mKINA 


NM 018491 


xxuuiu sapiens w -lutte protein ^i_dJ^D3o / ljj mKINA 


NM 024116 


xxuuiu sapiens nypouieucai protem iviliUjJUu (MvjCjJUo), mRNA 


NM 024114 


xxuuiu sapiens uypomeucai protein JYl\jlJ4oz / (1v1(jC4o2 /), mRNA 


NM 024113 


xxuiuu sapiens nypouieucai protem 1Y1vj\^4 /[)/ (MOU4/U /), mRNA 


NM 024099 


Homo ^aniPTlQ riVnAtflPtipnl nrntpin \A{~Zf^O AT7 r\A{~ll~v*l AHH\ «d\IA 

aapicus nypouieucai protein 1YIvjv^Z4 / / (JViLrCz4 / /), mKINA 


NM 024092 


Homo oaniPTlQ rrvnntVipHpsil nrntpin A/f/^/^c c(\q Aif/2PCCAO\ «-.-.t>xt a 
xxuuiu aapieus nypouieucai protem 1YIvj\^0 j{jo (JYKjvj jOo),, mRNA 


NM_024084 i 


xxuuiu sapiens nypouieucai protem iVUjVO lyo (MUC3 l"o), mRNA 


NM 024072 


xxuuiu sapiens nypouieucai protem MLrCzoij (MCrCzo35), mRNA 


NM_024067 


xxuuiu sapiens nypouieucai protem MuLz / i o (MCKJ27 1 o), mRNA 


NMJ)24063 


Homo sapiens hypothetical protein MGC5347 GMGC5347) mRNA 


NM 024040 


Homo sapiens hypothetical protein MGC249 1 (MGC249 1), mRNA I 


NM 024036 


Homo sapiens hypothetical protein MGC3 1 03 (MGC3 1 03), mRNA 


NM 015450 


Homo sapiens protection of telomeres l (POTl), mRNA 


NM 021249 


Homo sapiens sorting nexin 6 (SNX6), mRNA 


NM_023932 


H mo sapiens hypothetical protein MGC2487 (MGC2487), mRNA 


NM 023930 


Homo sapiens hypothetical protem MGC2376 (MGC2376), mRNA 
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NM 014045 


Homo sapiens DKFZP564C1940 protein (DKFZP564C1940), mRNA [ 


NM 015533 


Homo sapiens DKFZP586B1621 protein (DKFZP586B1621), mRNA 


NM 023927 


Homo sapiens hypothetical protein FLJ21313 (FU21313), mRNA 


NM 023923 


Homo sapiens hypothetical protein FLJ13171 (FLJ13 171), mRNA j 


NM 019054 


Homo sapiens hypothetical protein MGC5560 (MGC5560), mRNA 


NM 023070 


Homo sapiens hypothetical protein (LOC65243), mRNA 


NM 023015 


Homo sapiens hypothetical protein FU21919 (FLJ21919), mRNA 


NM_022899 


Homo sapiens likely ortholog of mouse actin-related protein 8 homolog (S. 
cerevisiae) (FLJ12934), mRNA 


NM_022836 


Homo sapiens DNA cross-link repair IB (PS02 homolog, S. cerevisiae) 
(DCLRE1B), mRNA 


NM 022831 


Homo sapiens hypothetical protein FLJ12806 (FLJ12806), mRNA 


NM 022828 


Homo sapiens hypothetical protein FLJ21940 (FLJ21940), mRNA 


NM_022822 


Homo sapiens hypothetical protein FLJ12387 similar to kinesin hght chain 
(FLJ12387), mRNA 


NM 022784 


Homo sapiens hypothetical protein FU12476 (FLJ12476), mRNA 


NM 022783 


Homo sapiens hypothetical protein FLJ12428 (FLJ12428), mRNA 


NM 022774 


Homo sapiens hypothetical protein FU21 144 (FU21 144), mRNA 


NM 022765 


Homo sapiens hypothetical protein FLJ1 1937 (FIJI 1937), mRNA 


NM 022764 


Homo sapiens hypothetical protein FLJ12998 (FLJ12998), mRNA 


NM 022758 


Homo sapiens hypothetical protein FLJ22195 (FLT22195), mRNA 


NM 022753 


Homo sapiens hypothetical protein FU12903 (FLJ12903), mRNA 


NM 022749 


Homo sapiens retinoic acid induced 16 (RAI16), mRNA 


NM 022746 


Homo sapiens hypothetical protein FLJ22390 (FU22390), mRNA 


NM 022728 


Homo sapiens neurogenic differentiation 6 (NEUROD6), mRNA 


NM 022496 


Homo sapiens hypothetical protein FLJ13433 (FU13433), mRNA 


NM_022490 


Homo sapiens hypothetical protein FLJ13390 similar to PAF53 (FLJ13390), 
mRNA 


NM 022484 


Homo sapiens hypothetical protein FU13576 (FLJ13576), mRNA 


NM 022483 


Homo sapiens hypothetical protein FLJ21657 (FLJ21657), mRNA ! 


NM 022473 


Homo sapiens zinc finger protein 106 (ZFP106), mRNA 


NM_022471 


Homo sapiens hypothetical protein FLJ13057 similar to germ cell-less \ 
(FU13057),mRNA 


NM 022463 


Homo sapiens nucleoredoxin 1 (NXN), mRNA 


NM_022462 


Homo sapiens hypothetical protein FU14033 similar to hypoxia inducible factor 
3, alpha subunit (HIF-3A), mRNA 


NM_022461 


Homo sapiens hypothetical protein FU21939 similar to 5-azacytidine induced 
gene 2 (FU21939), mRNA 


NM 022453 


Homo sapiens ring finger protein 25 (RNF25), mRNA 


NM_022374 


Homo sapiens likely ortholog of mouse ADP-ribosylation-like factor 6 
interacting protein 2 (FU23293), mRNA 


NM 022371 


Homo sapiens ATP-dependant interferon responsive (ADIR), mRNA 


NM_022369 


Homo sapiens hypothetical protein FLJ12541 similar to Stra6 (FLJ12541), 
mRNA 


NM_022367 


Homo sapiens hypothetical protein FIJI 2287 similar to semaphorins 
(r U 1/287), mRNA 


NM 022359 


Homo sapiens similar to rat myomegalin (LOC64182), mRNA 


NM 022356 


Homo sapiens growth suppressor 1 (GROS1), mRNA 


NM 022354 


Homo sapiens spermatogenesis associated 1 (SPATA1), mRNA 


NM 022347 


Homo sapiens IFRG15 protein (IFRG15), mRNA 


NM 022341 


Homo sapiens peptide deformylase-like protein (LOC64 146), mRNA 1 


NM 022164 


Homo sapiens P3ECSL (LIECG3), mRNA 
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NM 022147 


Homo sapiens 28kD interferon responsive protein (IFRG28), mRNA 


mm 099140 


Homo sapiens erythrocyte protem band 4.1 -like 4 (EPB41L4), mRNA 


MM 0991Q7 


Homo sapiens sorting nexin 16 (SNX16), mRNA 


XnV/f 09919< 
lNlVi_UZZ 1ZO 


Homo sapiens phospholysine phosph histidine inorganic pyrophosphate 
pnospnatase {Lxirr), mRNA 


MM 0990Q7 


Homo sapiens hepatocellular carcinoma antigen gene 520 (LOC63928), mRNA 


MM 099OQ4 
INlYJL_UZZUy^ 


Homo sapiens hypothetical protein FU20871 similar to FSP27 (FU20871), 

mPXT A 


MM 0990QO 


Homo sapiens transposon-derived Buster3 transposase-like (LOC63920), mRNA 


MM 099074 


Homo sapiens hypothetical protem FLJ22794 (FU22794), mRNA 


MM 099O71 


Homo sapiens hypothetical protein FLJ20967 (FU20967), mRNA 


NM 022063 


Homo sapiens hypothetical protein FLJ13188 (FU13188), mRNA 


INiVl UZZUOU 


Homo sapiens hypothetical protein FLJ12816 (FLJ12816), mRNA 


MM 09901/1 
INivl UZZUjh 


Homo sapiens estrogen regulated gene 1 (ERG-1), mRNA 


XJA/f A9 1 Q4<» 
1N1V1 UZiy*tJ 


Homo sapiens hypothetical protein FU22174 (FU22174), mRNA 


MM 091 Q Ad 


Homo sapiens hypothetical protein FU12154 (FU12154), mRNA 


MM 091041 
1NJVX \j/.iyqi 


Homo sapiens hypothetical protein FLJ21324 (FLJ21324), mRNA 


MM 091Q98 

inivi__uz iyzo 


Homo sapiens hypothetical protein FU22649 similar to signal peptidase 

^"0099/9 1 rCT TO*HC/10\ m TJ\T A 

or\^Z£lZ5 (rUzzo4y), mRNA 


NM 021927 


Homo sapiens hypothetical protein FIJI 3220 (FIJI 3220), mRNA 


MK/T 09 1 09 ^ 

1N1VI uziyzj 


Homo sapiens hypothetical protein FLJ21820 (FLJ21820), mRNA 


XTAvT A91Q9C 


Homo sapiens hypothetical protein MDS025 (MDS025), mRNA 


MM 01^£99 
INIYl U1DOZZ 


Homo sapiens CCjI-43 protem (LOC51622), mRNA 


MM 091/>1Q 


Homo sapiens hypothetical protein SP192 (SP192), mRNA 


NM 021637 


Homo sapiens hypothetical protein FIJI 4084 (FIJ14084), mRNA 


XTTVyT fi9 1/^1/1 
JNIVL_UZlOl4 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 2 (KCNN2), mRNA 


MM 09 1 1 R9 


Homo sapiens minor histocompatibility antigen HB-1 (HB-1), mRNA 


XTAyT H0 1 1 HC\ 


Homo sapiens bHLH factor Hes4 (LOC5780 1), mRNA 


MY/f f!9 1 1 /K 


Homo sapiens angiopoietin-like factor (CDT6), mRNA 


InIVi_UUj140 


Homo sapiens squamous cell carcinoma antigen recognised by T cells (SART1), 
mRNA 


KJM 091070 


Homo sapiens N-myristoyltransferase 1 (NMT1), mRNA 


MM 0910d£ 
in lvi l u*to 


Homo sapiens UHb KerB (LOC57830), mRNA 


MM 09101 J? 


Homo sapiens H3 histone family, member I (H3FI), mRNA 


MM OOtffoH 


Homo sapiens serologically defined colon cancer antigen 3 (SDCCAG3), mRNA 


MM 0175£Q 


Homo sapiens transcription factor (p38 interacting protein) (P38IP), mRNA 


MM 01S910 

IN1V1 


Homo sapiens K1AA1035 protem (KIAA1035), mRNA 


NM 014977 


Homo sapiens KIAA0670 protein/acinus (KIAA0670), mRNA 


MM 01 ^1 7£ 
INIYl UlJl /0 


Homo sapiens isJAA0483 protein (KIAA0483), mRNA 


MM 014£10 
INIYl l/I*u>lU 


Homo sapiens KIAA0088 protein (KIAA0088), mRNA 


MM 01<i<;i£ 
INIYl \J I Jj 1 0 


Homo sapiens hypothetical protein, estradiol-induced (E2IG4), mRNA 


NM 015388 


Homo sapiens DKFZP566C243 protem (DKFZP566C243), mRNA 


MM 01 ^£70 

iniyi vijo/y 


Homo sapiens hypothetical protein (CLONE24922), mRNA 


MM Ol A/IOQ 


Homo sapiens TAF5-like RNA polymerase H p30Q/CBP-associated factor 
fPCAF)-associated factor 65 kD fTAFST ^ mPMA 


NM 014368 


Homo sapiens LIM homeobox protein 6 (LHX6), mRNA 


NM_014315 


Homo sapiens host cell factor homolog (LCP), mRNA 


NMJH2414 


Homo sapiens rab3 GTPase-activating protein, non-catalytic subunit (150kD) 
(RAB3-GAP150), mRNA 


NM 012219 


Homo sapiens muscle RAS oncogene homolog (MRAS), mRNA 


NM_007375 


Homo sapiens TAR DNA binding protein (TARDBP), mRNA | 
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NM 007074 


Homo ^anipn*? enmnin artin hiiiHfn» rrrnt^rn 1 A //"WDfM A\ «wdxta i 

jJAMxivr aajjitsiia uui Uili-LL, cU/Uii U ilium g prUlClll, IJ\ \\^KJt\\J i A J, mKJNA 


NM 006927 


xxujuliu oapicild a laSy 1\1<U LolCi do C *tX> ^UCla-galaClOSlQaSC SJpD.E~jd,3- 

sialvtransferase^ fSIAT4TVi mRNA 


NM 006861 


Homo sapiens RAB35, member RAS oncogene family (RAB35), mRNA 


NM 006502 


* 1U1UU oapieuo jJuijriiici aoc yL/iNrv UUCL-ICUJ, eta \r VJLrfiJ, TT1JK IN A 


NM 005710 


rxsjLUKj bapiciid poiygiuiaininc oinamg proiein 1 (irVyUrl), mRNA 


NM 005168 


Homo sapiens ras homolog gene family, member E (ARHE), mRNA 


NM 0041 QO 


nomo sapiens lipase, gasmc {Ldrrj, mKJNA 


NM 004132 


Homo sapiens hyaluronan binding protein 2 (HABP2), mRNA 


NM.004492 


Homo sapiens general transcription factor DA, 2 (12kD subunit) (GTF2A2), 
mRNA 


1N1VJL UU*foZ*f 


Homo sapiens chromodomain protein, Y chromosome-like (CDYL), mRNA 


NMJ)03969 


Homo sapiens ubiquitm-conjugating enzyme E2M (UBC12 homolog, yeast) 

^UoliZMJ, mKJNA 


NMJ)02711 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3 A (glycogen 
and sarcoplasmic reticulum binding subunit, skeletal muscle) (PPP1R3A), 
mRNA 


NA/T 00^R/17 

1N1VX UUJOH/ 


Homo sapiens peroxisomal biogenesis factor 1 1 A (PEX1 1A), mRNA 


NMJW2004 


Homo sapiens famesyl diphosphate synthase (farnesyl pyrophosphate synthetase, 
dimethylallyltranstransferase, geranyltranstransferase) (FDPS), mRNA 


NM__019111 


Homo sapiens major histocompatibility complex, class n, DR alpha (HLA- 
UKJ\) 9 mKJNA 


NMJ)02120 


Homo sapiens major histocompatibility complex, class n, DO beta (HLA-DOB), 
mRNA 


NM_002118 


Homo sapiens major histocompatibility complex, class n, DM beta (HLA- 

XJLVLd ), mKJNA 


NM 00^1 75 


Homo sapiens major histocompatibility complex, class II, DR beta 5 (HLA- 
UKrSj J, mKJNA 


NM_021983 


Homo sapiens major histocompatibility complex, class n, DR beta 4 (HLA- 1 

JJK±>4J, mKJNA 


NMJ)22555 


Homo sapiens major histocompatibility complex, class II, DR beta 3 (HLA- 

LtisJlj ), mKJNA 


NM 005962 


Homo sapiens MAX interacting protein 1 (MXI1), transcript variant 1, mRNA 




Homo sapiens MAX interacting protein 1 (MXI1), transcript variant 2, mRNA 


NM_080923 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRQ, transcript 
vanani **, uikjna 


NM_080922 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
vanani j, mKJNA 


NM_080921 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 

variant **) **■»!? XT A 

vanani z, mKJNA 


NM_1 30386 


Homo sapiens coUectin sub-family member 12 (COLEC12), transcript variant I, 
mRNA 


NM 0307R1 


Homo sapiens collectin sub-family member 12 (COLEC12), transcript variant n, 


NM 130778 


nomo sapiens collagen, type XVII, alpha 1 (COL17A1), transenpt vanant short, 
mRNA 


NM_000494 


Homo sapiens collagen, type XVII, alpha 1 (COL17A1), transcript variant long, 
mRNA 


NM_001856 


Homo sapiens collagen, type XVI, alpha 1 (COL16A1), mRNA 


NM 001855 


Homo sapiens collagen, type XV, alpha 1 (COL15A1), mRNA 


NM 058166 


Homo sapiens tripartite motif-containing 6 (TRIM6), mRNA 


NM 002838 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 



212 



WO 03/0746S4 



PCT/US03/05028 





variant 1 , mRNA 


NM_130390 


Homo sapiens triDartite motif-containini? 34 fTRTI\/f14^ tranc/^rinf ironm* i 
mRNA 


NMJ30389 


Homo sapiens triDartite moti f-con tamm p 34 fTRTA/T^d^ franc^nf n 
^ >-»**2-'iwxxj mpmuui iiiv/tix~v/wiiwiinjii^ ^ ± i\ i |y| i '-t \ iiciiiscriuL variant 2* 

mRNA 


NM_021616 


Homo S aniens tnnflTTitf* mnfif'-prmtaTnrncr ^d. Cl'Vf T\/(1A\ 4^. 0 _ _ +. __ * A i 

11WU1W ou.yki,uo Liipcuutc mutu-vuiiiaiiiiiig jt 1 1 IVU.V1 j*t J, transcript Variant 1 

mRNA 


NM 030950 


Homo SaoietlS ret fin ffer nrntpin fRFP^ trancrrint van'ont kotn __T)XT a 


NM_130785 


Homo SaDiens TPTE and PTFN hnrnnl nam ic innet+nl lvrvisl *\1iAnnV n f nAn / r r r rtTT%\ 
** vmv ^**pi^iio xx iA-r oiiu *r i jdi'x uuiAiuiuguud musilOI llplu pnospDatase f ir Lr ) 

mRNA 


NM_130784 


Homo sapiens hypothetical &ene sirnnorfpH hv A viY37Rn7« a v/v>*7cno 
(LOC93426), mRNA 


NM 130783 


Homo sapiens similar to neuronal tetrasnanin fLOC^ono^ mP>JA 


NM 130782 


Homo sapiens regulator of G-protein signalling 1 8 fRfrSI R\ mPMA 


NM 130781 


Homo sapiens (RAB24), mRNA 


NM 130772 


Homo sapiens S100Z protein (SI 007), mRNA 


NM 130769 


Homo sapiens glycoprotein alpha 2 (GPA2), mRNA 


NM 130770 


Homo sapiens 5-hvdroxvtrvntamine rer**ntnr ^ ciiVmnit p ftTTDir^ **vDvr a i 


NM 130768 


Homo sapiens GASZ (GASZ), mRNA 


NM 130767 


Homo sapiens cvtosolic acetvl-CnA hvdrn1»Qf» fPAPW n mPMA 


NM 130773 


Homo sapiens caspr5 protein (caspr5), mRNA 


NM 006510 


Homo sapiens ret finder nrntpi'n rRPP^ trs*ncr»T*int iron'ont 0 uu„ ~%t>xta 
" a F iww iv ^ l xiiigci pi u i ciii ^ivrrj, transcript variant aipna, mKNA 


NM_033554 


Homo sapiens mai or histonniTii^fltiKilitv nrirnril^ir r»looo tt ni«Vm 1 /tjt a 
^^wo ixiajwi in oLuovjiiipa li ui ii iy Lurnpiex, ciass jji aipna l ( rj.jL A~ 

DPAl), mRNA 


NM 033282 


Homo sapiens opsin 4 (melanonsrrrt (OP>J4^ mP'WA 


NM 032035 


Homo sapiens MSTP031 nrotein fiVf^TPfnn mPWA 


NM_017882 


Homo Sapiens ceroid-linn'fii^pinnQ'ic npinrmol f\ lo+» inf«i*»fiia _ T _ //-it xt^\ 
f iw110 v ^ ,lv - ,lia upwiuauuiuaib, neuronal o, xace lniantue, variant (uJLNo) 

mRNA 


NM 006983 


Homo sapiens matrix metalloproteinase 23B (MMP23B) mRNA 


NM_005608 


Homo samens nm fpfn tvrncinf* iVhnenVia+oc'i=» raAanw _ _ ^ _ • ± j , 

oa H lw| ° piuicixi iyiu&inc pnospnatase, receptor type, C-associated protem 

(PTPRCAP) mRNA 


NM 004659 


Homo sapiens matrix metallnnrntpinaQP ?^ a rMA/TP^^ a\ ty^pxt a 


NM_025091 


Homo sapiens hvoothetical protein FT Tl T^ft ^ft ti 111^ tWdwa 


NM 130759 


Homo sapiens immunitv associated nrntpiTi i rnvfAPi^ mDMA 1 


NM_019841 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
5(TRPV5),mRNA 


NM 017584 


Homo sapiens aldehyde reductase (aldose reductase) like 6 (ALDRL6), mRNA 


NM 017436 


Homo sapiens alpha 1 4-palacto^vltran«;fpT5»cp' f AziriAT t\ wDxta 


NM 006480 


Homo sapiens regulator of G-orotein sicmallirxr \A cqc±q\a\ mDMA 


NM 013357 


Homo sapiens purine-rich element hindina nmtpin o h>ttp^ mPMA 


NM_016155 


Homo Sapiens matrix metallonroteina^p' 1 7 /mpmKronp inrprfo^\ r\jr\/TDi n\ 
•t aaav»**aiw|/iv/i&iiuioc i / ^uicinur iiiic~inseriSQ ) ijvijviir 1 /) 

mRNA 


NM_002813 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase 9 
(PSMD9), mRNA 


NM 024549 


Homo sapiens hypothetical protein FLJ2 1 1 27 (FLJ2 1 127), mRNA 


NM 130441 


Homo sapiens dendritic cell lectin b (DLEC) mRNA 


NM 015409 


Homo sapiens El A binding protein p400 (EP400), mRNA 


NMJ)03702 


Homo sapiens regulator of G-protein signalling 20 (RGS20), mRNA 


NM_016113 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
2 (TRPV2), mRNA 


NM_015530 


Homo sapiens likely ortholog of rat golgi stacking protein homolog GRASP55 
(GRASP55), mRNA 
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NM 005873 


Homo sapiens regulator of G-protein signalling 19 (RGS19), mRNA 


NM 130469 


Homo sapiens Jim dimerization protein 2 Qdp2), mRNA 


NM 130468 


Homo sapiens dermatan-4-sulfotransferase-l (D4ST-1), mRNA 


NM 130467 


Homo sapiens PAGE-5 protein (PAGE-5), mRNA 


NMJ30463 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
(ATP6G), mRNA 


NM 130459 


Homo sapiens torsin family 2, member A (TOR2A), mRNA 


NMJ)21070 


Homo sapiens latent transforming growth factor beta binding protein 3 (LTBP3), 
mRNA 


NMJ)20865 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 36 (DDX36), 
mRNA 


NM 016304 


Homo sapiens 60S ribosomal protein L30 isolog (LOC5 1 187), mRNA 


NM 130443 


Homo sapiens dipeptidylpeptidase EI (DPP3), transcript variant 2, mRNA 


NM 005700 


Homo sapiens dipeptidylpeptidase HI (DPP3), transcript variant 1, mRNA 


NM 018152 


Homo sapiens chromosome 20 open reading frame 12 (C20orfl2), mRNA 


NM 006027 


Homo sapiens exonuclease 1 (EXOl), transcript variant 1, mRNA 


NM 003686 


Homo sapiens exonuclease 1 (EXOl), transcript variant 3, mRNA 


NM 130398 


Homo sapiens exonuclease 1 (EXOl), transcript variant 2, mRNA 


NM 002837 


Homo sapiens protein tyrosine phosphatase, receptor type, B (PTPRB), mRNA 


NM_000775 


Homo sapiens cytochrome P450, subfamily EJ (arachidonic acid epoxygenase) 
polypeptide 2 (CYP2J2), mRNA 


NMJ)53056 


Homo sapiens cyclin Dl (PRAD1 parathyroid adenomatosis 1) (CCND1), 
mRNA 


NMJ) 12090 


Homo sapiens microtubule-actin crosslinking factor 1 (MACF1), transcript 
variant 1, mRNA 


NM 017625 


Homo sapiens intelectin (TTLN), mRNA 


NM_015839 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcript variant SV3, mRNA 


NMJU5838 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcript variant SV2, mRNA 


NM 015837 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcript variant SV1, mRNA 


NM 002003 


Homo sapiens ficolin (collagen/fibrinogen domain containing) 1 (FCN1), mRNA 


NM_016327 


Homo sapiens ureidopropionase, beta (UPB1), mRNA 


NMJ)16328 


Homo sapiens GTF2I repeat domain containing 1 (GTF2IRD1), transcript 
variant 1, mRNA 


NM_004108 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcript variant SV0, mRNA 


NM 0023 18 


Homo sapiens lysyl oxidase-like 2 (LOXL2), mRNA 


NMJ30396 


Homo sapiens WNT1 inducible signaling pathway protein 3 (WISP3), transcript 
variant 2, mRNA 


NM_0O3880 


Homo sapiens WNT1 inducible signaling pathway protein 3 (WISP3), transcript 
variant 1, mRNA 


NM 003881 


Homo sapiens WNT1 inducible signaling pathway protein 2 (WBP2), mRNA 


NMJ)80838 


Homo sapiens WNT1 inducible signaling pathway protein 1 (WISP1), transcript 
variant 2, mRNA 


NMJ)03882 | 


Homo sapiens WNT1 inducible signaling pathway protein 1 (WISP1), transcript 
variant 1, mRNA 


NMJ)00651 


Homo sapiens complement component (3b/4b) receptor 1, including Knops 
blood group system (CR1\ transcript variant S, mRNA 


NMJ)00573 


Homo sapiens complement component (3b/4b) receptor 1, including Knops 
blood group system fCRi), transcript variant F, mRNA 
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NMJW6069 


Homo sapiens murine retrovirus fntporfltirm oit<* 1 ViAmAiAn /xvtd\/ti\ * • x 

ixiixi iuw ivuvvuua uiic^iouuD Sue I nomoiOg (IVLKVllJ, tTHnSCnpt 

variant 1, mRNA 


NM_130385 


Homo saoiens murine retrovirus in fp <rm ti rm cito i u^^^i^r* f\/m\n\ \ » , • ± 
r AwAia muling icuuvuw uiLcgid.uuii sue i nomoiog (IVLKV11J, transcript 

variant 2, mRNA 


NM 018492 


Homo sapiens T-LAK cell-originated protein kinase (TOPK), mRNA 


NM_002462 


Homo sapiens myxovirus (influenza virus) resistance 1, interferon-inducible 
protein p78 (mouse) (MX1), mRNA 


NM 015920 


Homo saniens rihnsrrmfll nmfpin R97-li1r*» n?PCO'7T , i «-b\ta 


NM 016183 


Homo sapiens ribosomal protein, large, PO-like (RPLPOL), mRNA 


NM 080746 


Homo sapiens ribosomal protein LlO-like (RPL10L), mRNA 


NM 032236 
NM 032784 


Homo sapiens FLJ23277 protein (FU23277), mRNA 


NM_080731 


xj.uij.iu oapiciib inromDosponam ^r«LJ mlvNA. 

Homo sapiens mtermediate filament-like MGC:2625 (DKFZP586I2223), 

transcript variant 3, mRNA 


NMJ)80730 

NM 015945 
NM 018018 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP5 8612223), 
transcrint variant 2 mRNA * 

Homo sapiens ovarian cancer overexpressed 1 (OVCOV1) mRNA 
. iiliiifr aapiQiia amine earner iamiiy jg, member 4 (oLl38A4), mRNA 


NM 022451 
NM 020830 
NM_033630 


Homo sapiens AD24 protein (AD24), mRNA 

Homo sapiens phosphoinositide-binding protein SRI (FENS-1) mRNA 
numu &dpiens owmn aomam contammg l (SCANDl), transenpt variant 2 
mRNA 


NM_016558 


Homo sapiens SCAN domain contammg I (SCANDl), transcript variant l 
mRNA 5 


NMJ) 15438 
NM 007371 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP586I2223), 
transcrint variant I mRNA 

Homo sapiens bromodomain containing 3 (BRD3), mRNA 


NM 005104 
NM 005031 


Homo sapiens bromodomain containing 2 (BRD2) mRNA 
xiomo sapiens VA.ru aomam contammg ion transport regulator 1 
(phospholemman) (FXYD1), transcript variant a, mRNA 


NMJ)21902 


Homo sapiens FXYD domain containing ion transport regulator 1 
ujiiu&piiuicmmanj {rsLiiJi), transcript variant b, mRNA 


NMJH4164 
NM 002461 


Homo sapiens FXYD domain-contaming ion transport regulator 5 (FXYD5) 
mRNA 

Homo sapiens myxovirus (influenza virus) resistance 2 (mouse) (MX2) mRNA 


NM 014577 
NM_021004 


Homo sapiens bromodomain containing 1 (BRD1) mRNA ! 
Homo sapiens peroxisomal short-cham alcohol dehydrogenase (humNRDR) 
mRNA | 


NM_020399 
NM 017935 


Homo sapiens PDZ/coiled-coil domain bmding partner for the rho-familv 
GTPase TC10 (PIST), mRNA 

Homo sapiens hypothetical protein FU20706 (BANK) mRNA 


NM 018244 
NM_016100 ; 

NM 016045 
NM 007363 
NM 002438 


Homo sapiens chromosome 20 open reading frame 44 (C20orf44) mRNA 1 
Homo sapiens N-acetyltransferase 5 (ARD1 homolog, S. cerevisiae) (NATS) 
mRNA 

Homo sapiens chromosome 20 open reading frame 45 (C20orf45) mRNA i 
Homo sapiens non-POU domain containing, octamer-binding (NONO) mRNA 


NM 015092 
NM 018993 
NM_080841 

NM 080840 


Homo sapiens mannose receptor, C type 1 (MRC1), mRNA 
Homo sapiens PI-3-kinase-related kinase SMG-1 fSMGl) mRNA 
Homo sapiens RAB5 interacting protein 2 (RIN2) mRNA 
Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA) 
transcript variant 3, mRNA 

Homo sapiens protein tyrosine phosphatas , receptor type, A (PTPRA) 
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transcript variant 2, mRNA 


NMJJ02836 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
transcript variant 1 , mRNA 


NM 024832 


Homo sapiens RAB5 interacting protein 3 (RIN3), mRNA 


NM 023915 


Homo sapiens G protein-coupled receptor 87 (GPR87), mRNA 


NM_003029 


Homo sapiens SHC (Src homology 2 domain containing) transforming protein 1 
(SHCl), mRNA 


NM 018490 


Homo sapiens G protein-coupled receptor 48 (GPR48), mRNA 


NM_016020 


Homo sapiens homolog of yeast mitochondrial transcription factor B (mtTFB), 
mRNA 


NM 014475 


Homo sapiens dihydrodiol dehydrogenase (dimeric) (DHDH), mRNA 


NM 006065 


Homo sapiens signal-regulatory protein beta l (SIRPBl), mRNA 


NM 005527 


Homo sapiens heat shock 70kD protein I -like (HSPAIL), mRNA 


NM_004648 


Homo sapiens protein tyrosine phosphatase, non-receptor type substrate I 
(PTPNSl),mRNA 


NM_004480 


Homo sapiens fucosyltransferase 8 (alpha (1,6) fucosyltransferase) (FUT8), 
mRNA 


NM 003667 


Homo sapiens G protein-coupled receptor 49 (GPR49), mRNA 


NM 130434 


Homo sapiens dipeptidylpeptidase 8 (DPP8), transcript variant 1, mRNA 


NM 017743 


Homo sapiens dipeptidylpeptidase 8 (DPP8), transcript variant 2, mRNA 


NM_002122 


Homo sapiens major histocompatibility complex, class II, DQ alpha 1 (HLA- 
DQA1), mRNA 


NM_006442 


Homo sapiens DRl-associated protein 1 (negative cofactor 2 alpha) (DRAP1), 
mRNA 


NM_080918 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 2, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080917 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 3, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080916 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 1, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080915 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 5, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_001929 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 4, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080815 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 19, 
mRNA 


NM_080814 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 18, 
mRNA 


NM_080813 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 17, 
mRNA 


NM_080812 


Homo sapiens collagen, type X1H, alpha 1 (COL13A1), transcript variant 16, 
mRNA 


NM_080811 


Homo sapiens collagen, type Xffl, alpha 1 (COL13A1), transcript variant 15, 
mRNA 


NM_O80810 


Homo sapiens collagen, type X1H, alpha 1 (COL13A1), transcript variant 14, 

-DXTA 
mKJNA 


NM_080809 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 13, 
mRNA 


NM_080808 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 12, 
mRNA 


NM_080807 


Homo sapiens collagen, type XIH, alpha 1 (COL13A1), transcript variant 1 1, 
mRNA 
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NM.080806 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 10 
mRNA * 


NM_080805 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 9 
mRNA 


NM_080804 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 8 
mRNA ' 


NM_080803 


Homo sapiens collagen, type XEI, alpha 1 (COL13A1), transcript variant 7 
mRNA * 


NM_080802 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 6 
mRNA * 


NM_080801 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 5 
mRNA * 


NM_080800 


Homo sapiens collagen, type XDO, alpha 1 (COL13A1), transcript variant 4, 
mRNA ' 


MM_0 80799 


Homo sapiens collagen, type XEI, alpha 1 (COL13A1), transcript variant 3 
mRNA 


NM_080798 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 2, 
mRNA 


NM_005203 
NM 004395 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 1 
mRNA 9 

Homo sapiens drebnn 1 (DBN1), transcript variant 1, mRNA 


"MTV/T nOAOOl 

iVM UoOool 
NM_080792 


Homo sapiens drebnn 1 (DBN1), transcript variant 2, mRNA 

Homo sapiens bram-immunoglobulm-like molecule with tyrosine-based 

activation motifs (BIT), mRNA 


NMJ)80816 


Homo sapiens signal-regulatory protein beta 2 (S1RPB2), transcript variant 2 
mRNA ' 


NMJU8556 


Homo sapiens signal-regulatory protein beta 2 (SIRPB2), transcript variant 1 
mRNA ' 


NM_000787 
NM 080426 

JNM Uo0425 


Homo sapiens dopamine beta-hydroxylase (dopamine beta-monooxygenase) 
(DBH), mRNA 

Homo sapiens GNAS complex locus fGNAS), transcript variant 2, mRNA 
Homo sapiens GNAS complex locus (GNAS), transcript variant 3 mRNA 


NM 000516 
NM 006571 j 
NM_080926 


Homo sapiens GNAS complex locus fGNAS), transcript variant 1, mRNA 
Homo sapiens novel RGD-contaming protein fWS-3), mRNA 
Homo sapiens hypothetical protein similar to KIAA01 87 gene product 
(LOC96610), mRNA 


NMJ)80924 


Homo sapiens hypothetical protein similar to CGI-67 protein (LOC91219) 
mRNA . 1 


NMJ)80925 


Homo sapiens hypothetical protein similar to topoisomerase (DNA) m beta (H 
sapiens) (LOC 129020), mRNA 


NM_080914 


Homo sapiens asialoglycoprotem receptor 2 (ASGR2), transcript variant 3 
mRNA ' 


NM_080913 


H^iosapiens asialoglycoprotem receptor 2 (ASGR2), transcript variant 2, 


NM_080912 


Homo sapiens asialoglycoprotem receptor 2 (ASGR2), transcript variant H2' 
mRNA 


NMJXH181 

NM 001671 
NM 005065 
NM 014978 ; 
NM 015230 1 ] 


Homo sapiens asialoglycoprotem receptor 2 (ASGR2), transcript variant 1 
mRNA ' 

Homo sapiens asialojdvcoprotein receptor 1 (ASGR1), mRNA 
Homo sapiens seM suppressor of lin-12-like (C. elegans) (SEL1L) mRNA 
Homo sapiens VPS10 domain receptor protein SORCS 3 (SORCS3) mRNA 
iomo sapiens centaurin. delta 1 fCENTDl), mRNA 
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NM 052868 


Homo sapiens immunoglobulin superfamily, member 8 (IGSF8), mRNA 


NM 032782 


Homo sapiens hypothetical protein FU14428 (TIM3), mRNA 


NM 032309 


Homo sapiens chromosome 2 open reading frame 9 (C2orf9), mRNA 


NMJ)21625 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
4 (TRPV4), mRNA 


NM 020960 


Homo sapiens G protein-coupled receptor 107 (GPR107), mRNA 


NM_024503 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 3 
(fflVEP3),mRNA 


NM 024112 


Homo sapiens chromosome 9 open reading frame 16 (C9orfl6), mRNA 


NM015192 


Homo sapiens phospholipase C, beta 1 (phosphoinositide-specific) (PLCB1) 
mRNA 


NM_022481 


Homo sapiens ARF-GAP, RHO-GAP, ankyrin repeat and plekstrin homology 
domains-containing protein 3 (ARAP3), mRNA 


NM_021634 


Homo sapiens leucine-rich repeat-containing G protein-coupled receptor 7 
(LGR7), mRNA 


NM_013305 


Homo sapiens sialyltransferase 8E (alpha-2, 8-polysialytransferase) (SIAT8E), 
mRNA 


NM 019069 


Homo sapiens WD repeat domain 5B (WDR5B), mRNA 


NM_016179 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
4 (TRPC4), mRNA 


NM 016592 


Homo sapiens GNAS complex locus (GNAS), transcript variants mRNA 


NM 014007 


Homo sapiens zinc finger protein 297B (ZNF297B), mRNA 


NM_012471 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
5 (TRPC5), mRNA 


NMJH2459 


Homo sapiens translocase of inner mitochondrial membrane 8 homolog B (yeast) 
(TIMM8B), mRNA 


NM_004621 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
6 (TRPC6), mRNA 


NMJ)03304 


Homo sapiens transient receptor potential cation channel, subfamily C member 
l(TRPCl),mRNA 


NMJ)02124 


Homo sapiens major histocompatibility complex, class n, DR beta 1 (HLA- 
DRBlXmRNA 


NM 000972 


Homo sapiens nbosomal protein L7a (RPL7A), mRNA 


NM_130384 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 6 
mRNA . ' 


NM_033627 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 2, 
mRNA 


NM_032166 


Homo sapiens three pnme repair exonuclease 1 (TREX1), transcript variant 5, 
mRNA 


NM 024996 


Homo sapiens mitochondrial elongation factor G (EFG1), mRNA 


NMJ)33629 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 4 
mRNA 


NMJ)33628 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 3 
mRNA ' 


NM_01638i 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 1, 
mRNA 


NM 031892 


Homo sapiens SH3 -domain kinase binding protein 1 (SH3KBP1) mRNA 


NM 003960 


Homo sapiens N-acetyltransferase 8 (camello like) (NAT8), mRNA 


NM 021093 


Homo sapiens peptide YY, 2 (seminalplasrain) (PYY2), mRNA 


NMJ)21092 


Homo sapiens pancreatic polypeptide 2 (PPY2), mRNA 


NM 021190 


Homo sapiens polypyrimidine tract binding protein 2 (PTBP2) mRNA 


NM 013998 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
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NM 013997 



NM 013996 



neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TAC1), transcript variant delta, mRNA 



Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide ' 
gamma) (TAC1), transcript variant gamma, mRNA 



Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin f 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide ' 
gamma) (TAC1), transcript variant abba, mRNA 



NM 016235 



^ 0 ^S e ^^ 0tein " COUpledreceptor ' fami] y C « 8"»«P H member B 



NM 004630 



NM_00Q230 
NM 003185 



Homo sapiens splicing factor 1 (SF1), mRNA 



Homo sapien s leptin (obesity homolog, mouse) (LE VY mRNA 



NM 003182 



— r r \ -J ^g^v wg, VA^rj, mJtViNA 

Homo sapiens TAF4 RNA polymerase H, TATA box binding protein (TBPV 
associated factor, 135 kD (TAF4), mRNA 



NM 002772 
NM 005857 



— 7 » y> »umn, 

Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1 
neurokmm 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide ' 
gamma) (TAC1), transcript variant beta. mRNA 



Homo sapiens protease, se rine, 7 (enterokinase) (PRSS7). mRNA 



H p m° sa P iens 21x10 metalloproteinase (STE24 homolog, yeast) (ZMPSTE24), 

mivXN A. 



NM 006103 



^mosapiens WAP four-disulfide core domain 2 (WEDC2), transcript variant 1, 



NM 080736 



to^sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 2, 



NM 080735 



H^sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 5, 



NM 080734 



Homo^sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 4, 



NM 080733 



Hraiosapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 3, 



NM 021197 
NM 007128 



Homo sapien s WAP four-disulfide core domain 1 fWFDCl), mRNA 



NM 006373 
NM 003105 



~ ^ WAW wmam 1 i wruui J, 

Homo sapien s pre-B lymphocyte gene 1 (VPREB1). mRNA 
Homo sapie ns vesicle amine transport protein 1 (VAITL mR NA 



- ' . ^ KWt , Fiwum i ^vnu;, IIUUNA 



NM 052918 



Homo sapiens VPS 10 domain receptor protein (SORCS9\ mRNA 
Homn sanipnc VPS 1ft ' _. — . ''. 



NM 022553 



Homo sapiens VPS10 domain r eceptor protein SQRCS 1 Vsopran .pma 
Homo saniens SAP? cimnmrr^ *j! ~ t~. — , . " 



NM 004843 
NM_080564 



Homo sapiens SAC2 suppressor of actin mutations 2-like (yeast) fSACM2n 
transcnpt variant 2, mRNA *" ; ' 



Homo sapie ns class I cytokine receptor (WSX1), mR NA 

H/\««H% POmann O A — — - 



NM 006711 



Homo sapiens i>AC2 suppressor of actin mutations 2-like (yeast) (SACM2D 
transcript variant 1. mRNA ^m^m^l;, 



variant 



NM 080594 



T^RNA^ bmdm S protem S1 « serine-rich domain (RNPSl), transcripT 



vSt?isSfA Dm<tog proteiD si> serine ' rich domai ° (RM>si) - transcript 



NM 100486 



5° mo sapiensW w domam-containing adapter with a coiled-coil region (WAC) 
transcnpt variant 3. mRNA * L AW> 



NM_100264 
NM 016628 



"° m ° salens w w domam-containing adapter with a coiled-coil region (WAQ 
transcnpt variant 2 r mRNA w 



^° m ° sapiens WW doniain-containing adapter with a coiled-coil region (WAC) 
transcnpt vanant 1. mRNA 5 k h 
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NM 005701 


Homo sapiens RNA, U transporter 1 (RNUT1), roRNA 


NM 014810 


Homo sapiens centrosome-associated protein 350 (CAP350), mRNA 


NM 013325 


Homo sapiens KIAA0943 protein (Apg4B), mRNA 


NM 020235 


Homo sapiens bobby sox homolog (Drosophila) (BBX), mRNA 


NM 019118 


Homo sapiens hypothetical protein RP4-622L5 (RP4-622L5), mRNA 


NM 016312 


Homo sapiens WW domain binding protein 1 1 (WBP1 1), mRNA 


NM 018706 


Homo sapiens KIAA1630 protein (KIAA1630), mRNA 


NM_080599 


Homo sapiens regulator of nonsense transcripts 2 (RENT2), transcript variant 1 
mRNA 


NM_015542 


Homo sapiens regulator of nonsense transcripts 2 (RENT2), transcript variant 2 
mRNA 


NM 002911 


Homo sapiens regulator of nonsense transcripts 1 (RENT1), mRNA 


NM_002833 


Homo sapiens protein tyrosine phosphatase, non-receptor type 9 (PTPN9), 
mRNA 


NM_080589 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), 
transcript variant 3, mRNA 


NM_080588 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), 
transcript variant 2, mRNA 


NM_002832 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), 
transcript variant 1, mRNA 


NM_007039 


Homo sapiens protein tyrosine phosphatase, non-receptor type 21 (PTPN21), 
mRNA 


NM_014369 


Homo sapiens protein tyrosine phosphatase, non-receptor type 18 (brain-derived) 
(PTPN18),mRNA 


NM_005401 


Homo sapiens protein tyrosine phosphatase, non-receptor type 14 (PTPN14) 
mRNA 


NM_002835 


Homo sapiens protein tyrosine phosphatase, non-receptor type 12 (PTPN121 
mRNA 


NM_080685 


Homo sapiens protem tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 4, mRNA 


NM_080684 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 3, mRNA 


NM_080683 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 1, mRNA 


NM_080601 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 1 (PTPN1 1), 
transcript variant 2, mRNA 


NM_002834 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 1 (PTPN1 1), 
transcript variant 1, mRNA 


NM_006399 


Homo sapiens basic leucine zipper transcription factor, ATF-like (BATF) 
mRNA 


NM_006709 


Homo sapiens HLA-B associated transcript 8 (BAT8), transcript variant 
NG36/G9a, mRNA 


NM 033177 


Homo sapiens HLA-B associated transcript 4 (BAT4), mRNA 


NM_004639 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 1. 
mRNA 




Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 3, 
mRNA 


NM 080702 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 2, 
mRNA 


NMJ)04638 


Homo sapiens HLA-B associated transcript 2 (BAT2), transcript variant 2, 
mRNA 


NM 080686 


Homo sapiens HLA-B associated transcript 2 (BAT2), transcript variant 1, 
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mRNA 


NMJ304640 


Homo sapiens HLA-B associated transcript 1 fBATl^ tran«:rrint variant 1 
mRNA 


NM_080598 


Homo sapiens HLA-B associated transcriot 1 fBATI ^ tr»n wrint variant o 
mRNA 


NMJ)80797 


Homo sapiens death associated transcription factor I (DATF1), transcript variant 
3, mRNA 


NM.080796 


Homo sapiens death associated transcription factor 1 (DATF1), transcript variant 
2, mRNA 


NM_022105 


Homo sapiens death associated transcription factor 1 (DATF1), transcript variant 
l,mRNA 


NM 021080 


Homo sapiens disabled homolog 1 (Drosophila) (DAB1), mRNA 


NM_080760 


Homo Saoien^ daclicViirnd hnmnln.cy m^n<^nr»n■ila^ fTi A fTT\ fronc««mt« r 4. 0 

mRNA 


NM_080759 


Homo saoiens dachshund hnmnlntr frh"riQnnhi1a , \ fTi A C*TT\ fronomnf , ro "__x 1 
AAvuiw guyiwio vxci>- iioiiL-uiu. iL\Jiu\j L\jg yisiKJoKj^jiiuaj yiJx\\^,±Xj i LTcinSCTipi Valiant 1 

mRNA 


NM 004392 


Homo sapiens dachshund homolog (Drosophila) (DACH), transcript variant 3, 
mRNA 


NMJ)05996 


Homo sapiens T-box 3 (ulnar mammary syndrome) (TBX3), transcript variant 1 
mRNA 


NMJM6569 


Homo sapiens T-box 3 (ulnar mammary syndrome) (TBX3), transcript variant 2 
mRNA 


NM 016954 


Homo sapiens T-box 22 (TBX22), mRNA 


NMJ)80701 


Homo saoiens three nrime rpnair PYnnnrlpncp 9 /TPTJY 7 ^ tro-nr-^rvt „„_•-,. a 
awuiv ouyiwuo utiww piiiiLu itpau tAuiiuuicdoc z ^ i f \ r, ^ /. i uoiiscripi variant 

mRNA ' ' 


NM_080700 


Homo saniens three nrime rpnair PYonnMMcp 9 fTT? T7 V)^ fronrnnnf .. n o 
uuvt piuAit# itpaii CAUllULt/lCabc Z ^ i k. r». a £ 1, uculSCnpt V 3X13311 j 

mRNA 


NM_080699 


Homo SanienQ three nrimp rpnair PTnnnrlpacp 9 rn?I7Y9'\ WpnrJnt « 
aaiuuu oapiuno uucc piiinc icpa.li CAUHUL-lcdbc Z 1 lixJQAz), transcript Variant z 

mRNA 


NMJU7518 


Homo saoiens three nrimp. rpnair pirnmirlpacp 9 fTC?"P*V9^ fraric/»i-tt^+ ,„„'„„* c 
i"*u.v*v» \jl imo lopau GAAjiiuuicaoC Z. I i r\ r r /\ / r i irdllSCnpi VailaTlC D 

mRNA 


NM_007205 


Homo saoiens three nrimp rpnair PYnnunlpacp 9 /TT?T7Y9\ fMn«AMMt _ M * < 
uvuiv oapivuo uu^ piuiic icpau CAUlluulCaisc Z ^ 1 K. F. A Z L UanSCripi VaTlaTlt 1 

mRNA " ' 


NM_080632 


Homo sapiens similar to veast Unf} variant fx fTTPF^'R'v trancr«rir»t uonont i 
mRNA 


MM_023010 


Homo Saoiens similar to vpast T Inf^ variant "R fi" TP'P'JT^ franc^n'ni i 
* AV aw p^w QUiiuoi iu jr^aot upu, vol lallL Jj ^Ur rJD i, u auSCTip I Variant Z 

mRNA " 


NM_080687 


Homo saoiens Similar to vea^t TTnf^ variant A n TPP^ A ^ tnaTior*T4rit „ 0 Tio«* o 

mRNA 


NM_023011 


Homo Saoiens similar to vea^t TTnf*} variant A A% hr-nncr^t-i-n* _+ i 
A^wAuvr ou^/iviio onuiiai wj ^fcaoi upu, Vol loll L /\, lurrjAJ, uaJlSCTTpt VaTlaTlt 1 

mRNA 


NM_080630 


Homo sapiens collaeen tvne XT alnha 1 /TOT 1 1 A n rrancr-rint iwriont r* 
mRNA 


NMJ)80629 


Homo sapiens collagen, tvoe XI aloha 1 (COL\ 1 AH tranccrint variant n 
mRNA 


NM_001854 


Homo sapiens collagen, type XI, alpha 1 (COL1 1A1), transcript variant A, 
mRNA 


NM 080791 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A3, mRNA 


NM 001639 


Homo sapiens amyloid P component, serum (APCS), mRNA 


NM 080790 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A2, mRNA 


NM 080789 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant Al, mRNA 


NM 033068 ! 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A, mRNA 
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NM 001649 


Homo sapiens apical protein-like (Xenopus laevis) (APXL), mRNA 


NM_014481 


Homo sapiens apurinic/apyrimidinic endonuclease-like 2 (APEXL2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080649 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
transcript variant 3, mRNA 


NM_080648 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
transcript variant 2, mRNA 


NM_001641 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
transcript variant 1 , mRNA 


NM 080839 


Homo sapiens similar to gamma-glutamyltransferase I (LOC91227), mRNA 


NM_080927 


Homo sapiens endothelial and smooth muscle cell-derived neuropilin-like 
protein (ESDN), mRNA 


NM 030969 


Homo sapiens hypothetical protein MGC1223 (MGC1223), mRNA 


NM 080920 


Homo sapiens gamma-glutamyltransferase-like activity 4 (GGTLA4), mRNA 


NM 021168 


Homo sapiens RAR (RAS like GTPASE) like (RARL), mRNA 


NM_080842 


Homo sapiens hypothetical gene similar to gamma-glutamyltransferase-like ! 
activity 1 (LOC129026), mRNA 


NM_03l460 


Homo sapiens potassium channel, subfamily K, member 17 (TASK-4) 
(KCNK17), mRNA 


NM 033056 


Homo sapiens protocadherin 15 (PCDH15), mRNA 


NM 053283 


Homo sapiens dermcidin (DCD), mRNA 


NM 033518 


Homo sapiens solute earner family 38, member 5 (SLC38A5), mRNA 


NM 021160 


Homo sapiens HLA-B associated transcript 5 (BATS), mRNA i 


NM 002279 


Homo sapiens keratin, hair, acidic, 3B (KRTHA3B), mRNA 


NM 004138 


Homo sapiens keratin, hair, acidic, 3A (KRTHA3A), mRNA 


NM_016310 


Homo sapiens polymerase (RNA) III (DNA directed) polypeptide K (12.3 kD) 
(POLR3K), mRNA 


NMJ)31991 


Homo sapiens polypyrimidine tract binding protein 1 (PTBP1), transcript variant 
3, mRNA 


NM_031990 


Homo sapiens polypyrimidine tract binding protein 1 (PTBP1), transcript variant 
2, mRNA 


NM_002819 


Homo sapiens polypyrimidine tract binding protein 1 (PTBP1), transcript variant 
l,mRNA 


NM_030930 


Homo sapiens unc-93 homolog Bl (C. elegans) (UNC93B1), mRNA 


NMJ)22454 


Homo sapiens SRY-related HMG-box transcription factor SOX17 (SOX17), 
mRNA 


NMJ)04652 


Homo sapiens ubiquitin specific protease 9, X chromosome (fat facets-like 
Drosophila) (USP9X), transcript variant 1, mRNA 


NMJ)21906 


Homo sapiens ubiquitin specific protease 9, X chromosome (fat facets-like 
Drosophila) (USP9X), transcript variant 2, mRNA 


NM_022349 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 6A 
(MS4A6A), mRNA 


NM 022122 


Homo sapiens matrix metalloproteinase 27 (MMP27), mRNA 


NM_006387 


Homo sapiens calcium homeostasis endoplasmic reticulum protein (CHERP), 
mRNA 


NM 006918 


nurao &apicni> Meroi-vo-aesanirase (ekvjj aeitao-aesaturase homolog, fungal)- 
like (SC5DL), mRNA 


NM 020151 


Homo sapiens START domain containing 7 (STARD7), mRNA 


NM 018976 ! 


Homo sapiens solute carrier family 38, member 2 (SLC38A2). mRNA j 


NM 013351 


Homo sapiens T-box 21 (TBX21), mRNA 


NM 006993 


Homo sapiens nucleophosmin/nucleoplasnrin, 3 (NPM3). mRNA 


NM 002420 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
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l(TRPMl),mRNA ~~j 


NM 007244 


Homo sapiens proline rich 4 flacrimal) (PROL4), mRNA 


NM.006758 


Homo sapiens U2(RNU2) small nuclear RNA auxiliary factor 1 (U2AF1), 
mRNA 


NM_006264 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 2, mRNA 


NMJW6055 


Homo sapiens LanC lantibiotic synthetase component C-like 1 (bacterial) 
(LANCL1), mRNA 


NMJ)05716 


Homo sapiens regulator of G-protein signalling 19 interacting protein 1 
(RGS19IPl),mRNA 


NM 005149 


Homo sapiens T-box 19 (TBX19), mRNA 


NM 004231 


Homo sapiens ATPase, vacuolar, 14 kD (ATP6S14), mRNA 


NMJ)00275 


Homo sapiens oculocutaneous albinism II (pink-eye dilution homolog, mouse) 
(OCA2),mRNA 


NMJW1384 


Homo sapiens diptheria toxin resistance protein required for diphthamide 
biosynthesis-like 2 (S. cerevisiae) (DPH2L2), mRNA 


NMJ)00062 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade G (CI inhibitor), 
member 1 , (angioedema, hereditary) (SERPING1), mRNA 


NMJ)03307 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
2 (TRPM2), mRNA 


NM_003807 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 14 
(TNFSF14), mRNA 


NM 002984 


Homo sapiens small inducible cytokine A4 (SCYA4), mRNA 


XTTVyf A AO 1 AT 

NM 002105 


Homo sapiens H2A histone family, member X (H2AFX), mRNA 


NM 005331 


Homo sapiens hemoglobin, theta 1 (HBQ1), mRNA 


NM 000558 


Homo sapiens hemoglobin, alpha 1 (HBA1), mRNA 


NM 000517 


Homo sapiens hemoglobin, alpha 2 (HBA2), mRNA 


NM_012262 


Homo sapiens heparan sulfate 2-O-sulfotransferase 1 (HS2ST1), mRNA 


NM 021213 


Homo sapiens phosphatidylcholine transfer protein (PCTP), mRNA 


NM 018960 


Homo sapiens glycine N-methyltransferase (GNMT), mRNA 


NM_0 17807 


Homo sapiens O-sialoglycoprotein endopeptidase (OSGEP), mRNA 


NM_0 16732 


Homo sapiens RNA binding protein (autoanrigenic, hnRNP-associated with 
lethal yellow) (RALY), transcript variant 1 , mRNA 


NM_J) 14483 


Homo sapiens RNA binding motif, single stranded interacting protein (RBMS3), 
rnRNA 


NM 012320 


Homo sapiens lysophospholipase 3 (LYPLA3), mRNA 


NM 000184 


Homo sapiens hemoglobin, gamma G (HBG2), mRNA 


"VTll X /"V/"V C 1 <"> /\ 

NM 005330 


Homo sapiens hemoglobin, epsilon 1 (HBE1), mRNA 


NM_007367 


Homo sapiens RNA binding protein (autoanrigenic, hnRNP-associated with 
lethal yellow) (RALY), transcript variant 2, mRNA 


NM 005332 


Homo sapiens hemoglobin, zeta (HBZ), mRNA 


NM 005438 


Homo sapiens FOS-like antigen 1 (FOSL1), mRNA 


XTTV K AAA ICO 

NM_000158 


Homo sapiens glucan (1,4-alpha-), branching enzyme 1 (glycogen branching 
enzyme, Andersen disease, glycogen storage disease type IV) (GBE1), mRNA 


NM 000559 


Homo sapiens hemoglobin, gamma A (HBG1), mRNA 


NG 000007 


xxuiuu sapiens genomic oeta giooin region {tus&ia}) on chromosome 1 1 


NG 000006 


Homo sapiens genomic alpha globin region (HBA@) on chromosome 16 


NM 030964 


Homo sapiens sprouty homolog 4 (Drosophila) (SPRY4), mRNA 


NM 021181 


Homo sapiens 19A24 protein (CRACC), mRNA 


NMJ)04654 


Homo sapiens ubiquitin specific protease 9, Y chromosome (fat facets-like 
Drosophila) (USP9Y), mRNA 


NM 018518 


Homo sapiens MCM10 minichromosome maintenance deficient 10 (S. 
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cerevisiae) (MCM10), mRNA 


Xtx k niocm 
XnM_0 18593 


Homo Sapiens soiute Corner iainiiy 10 ^monocor uoxync acia a ansponers ) ) 
memoer iu vpjla^ioaiuj, miviNA 


JNM Uloz4U 


ri mo Sapiens Kin 01 jj\j\J} iikc ^jjrosopniiay ^rwiKjvDi^, miviNA 


JNM Ult>UU4 


riomo sapiens enromo some zu open reaaing name y ^zuony j, mruN a 


JNM 006841 


Homo Sapiens solute Comer iamiiy 3o, memDer j {oia^jqAd), miviNA 


NM_0Q3723 


Homo sapiens oxidative 3 alpha hydroxysteroid dehydrogenase; retinol 
Qenyurogenase, j -ny uroxys leroia epimerase ^ivvjjl/xij, mtvJNA 


JNVJ UUUUUir 


riomo sapiens genomic smaii ni stone iamiiy cluster ^iix , ov«£j on enromo some o 


XTA/f ACAC7Q 

NM UoUo/o 


xiomo sapiens enuotneiiai lecun xil»-z \ixu-z J» mxviN a 


JNM UoUo/o 


xiomo sapiens proiein pnospnaiase v oJSjsJr i j, miviNA 


NM 080874 


Homo sapiens ankyrin repeat and SOCS box-containing 5 (ASB5), mRNA 


XTA ft AOAC70 

NM 080873 


Homo sapiens anKynn repeat and oUto oox-contammg 1 1 (Aool l ), mKJNA 


NM 080872 


Homo sapiens KIAA1777 protein (Unc5h4), mRNA 


NM 080867 


Homo sapiens suppressor of cytokine signalling 4 (SOCS4), mRNA 


NM 080864 


Homo sapiens relaxin 3 (H3) (RLN3), mRNA 


NM 080863 


Homo sapiens ankyrin repeat and SOCS box-containing 16 (ASB16), mRNA 


NM_080862 


Homo sapiens SPRY domam-contaming SOCS box protein bSB-4 (SSB-4), 
mRNA 


NM_080861 


Homo sapiens SPRY dormin^ontaining SOCS box protein SSB-3 (SSB-3), 
mRNA 


NM 080860 


Homo sapiens testes specific A2 nomolog (mouse) (TSGA2), mRNA 


NM 016150 


Homo sapiens ankyrin repeat and SOCS box-containing 2 (ASB2), mRNA 


NM 016127 


Homo sapiens hypothebcal protein MGC8721 (MGC8721), mRNA 


NM_004170 


Homo sapiens solute earner family 1 (neuronal/epithelial high affinity glutamate 
transporter, system Xag), member 1 (SLC1A1), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 017611 


Homo sapiens hypothetical protem DKFZp762A227 (DKFZp762A227), mRNA 


NM_025220 


TT J* 'a * J i 11 a. J * o •> / in Amn\ 

Homo sapiens a dismtegnn and metalloproteinase domain 33 (ADAM33), 

T>\T A 

mRNA 


NM 018548 


TT _ . _ * _ J *t i * 1 , . /TTT A TT^ 1 \ "VTA 

Homo sapiens down-regulated m lung cancer (HLCDuPl), mRNA 


NM_080740 


Homo sapiens similar to Ovis aries Y chromosome repeat region OY1 1.1 
(i U Y 1 1 . J ) y mK_N A 


NM 012163 


Homo sapiens F-box and leucine-rich repeat protein 9 (FBXL9), mRNA 


NM 0123U4 


Homo sapiens r-oox ana leucrne-ncn repeat protem / (rJoAJL/j, mJKNA 


NM 012160 


Homo sapiens F-box and leucine-rich repeat protein 4 (FBXL4), mRNA 


NM 012159 


Homo sapiens r-box and leucme-nch repeat protem 3B (FBXL3B), mRNA 


NM 012158 


Homo sapiens F-box and leucine-rich repeat protein 3A (FBXL3 A), mRNA 


NM 012157 


Homo sapiens F-box and leucine-rich repeat protein 2 (FBXL2), mRNA 


NM_024555 


Homo sapiens F-box and leucine-rich repeat protein 6 (FBXL6), transcript 

- ■ * - o — .DXT A 

variant z, mRNA 


NM_012162 


Homo sapiens F-box and leucine-rich repeat protein 6 (FBXL6), transcript 
variant 1, mRNA 


NM_033535 


Homo sapiens F-box and leucine-rich repeat protein 5 (FBXL5), transcript 
variant 2, mRNA 


JNfrX_UlZ101 


xiomo sapiens r-oox ana leucme-ncn repeat protein j \r dj\jjj ) y Transcript 
variant I, mRNA 


NM 002278 


Homo sapiens keratin, hair, acidic, 2 (KRTHA2), mRNA 


NM_033285 


Homo sapiens tumor protein p53 inducible nuclear protein l (TP53INP1), 
mRNA 


NM 002277 


Homo sapiens keratin, hair, acidic, l (KRTHAl), mRNA 


NM 032994 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
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transcript variant 5, mRNA 


NM_032954 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
transcript variant 4, mRNA 


NM_032953 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
transcript variant 3, mRNA 


NM_032952 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
transcript variant 2, mRNA 


NM 032951 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
transcript variant 1, mRNA 


NG_000008 


Homo sapiens genomic cytochrome P450, subfamily DA (phenobarbital- 
inducible) (CYP2A) on chromosome 19 


NM_030809 


Homo sapiens chromosome 12 open reading frame 22 (C12orf22), mRNA 


NM_004426 


Homo sapiens early development regulator 1 (polyhomeotic 1 homolog) (EDR1), 
mRNA 


NM 020244 


Homo sapiens choline phosphotransferase 1 (CHPT1), mRNA 


NM 019074 


Homo sapiens delta-like 4 (Drosophila) (DLL4), mRNA 


NM 018990 


Homo sapiens chromosome X open reading frame 9 (CXorf9), mRNA 


NM 017833 


Homo sapiens chromosome 21 open reading frame 55 (C21orf55), mRNA 


NM 018255 


Homo sapiens elongator protein 2 (ELP2), mRNA 


NM 014096 


Homo sapiens hypothetical protein DKFZp762A227 (DKFZp762A227), mRNA 


NM 014927 


Homo sapiens connector enhancer of KSR2 (CNK2), mRNA 


NM 012164 


Homo sapiens F-box and WD-40 domain protein 2 (FBXW2), mRNA 


NM 012247 


Homo sapiens selenium donor protein (SPS), mRNA 


NM 012165 


Homo sapiens F-box and WD-40 domain protein 3 (FBXW3), mRNA 


NM_007198 


Homo sapiens proline synthetase co-transcribed homolog (bacterial) (PROSC), 
mRNA 


NM_006011 


Homo sapiens sialyltransferase 8B (alpha-2, 8-sialytransferase) (SIAT8B), 
mRNA 


NM 005674 


Homo sapiens zinc finger protein 239 (ZNF239), mRNA 


NM_001364 


Homo sapiens discs, large homolog 2, chapsyn-1 10 (Drosophila) (DLG2), 
mRNA 


NMJ300646 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
6, mRNA 


NM_000645 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
5, mRNA 


NM_000644 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
2, mRNA 


NM_000643 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
3, mRNA 


NM_000642 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type ID) (AGL), transcript variant 
l,mRNA 


NM_000028 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
4, mRNA 


NM 080831 


Homo sapiens chromosome 20 open reading frame 87 (C20orf87), mRNA 


NM 080825 


Homo sapiens chromosome 20 open reading frame 144 (C20orfl44), mRNA 


NM_080823 


Homo sapiens chromosome 20 open reading frame 148 (C20orfl48), mRNA 



225 



WO 03/074654 



PCT/US03/05028 



NM 017662 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
6 (TRPM6), mRNA 


NM_080744 


Homo sapiens scavenger receptor cysteine rich domain containing, group B (4 
domains) (SRCRB4D), mRNA 


NM_000493 


Homo sapiens collagen, type X, alpha l(Schmid metaphyseal chondrodysplasia) 
(COL10Al),mRNA 


NM_057096 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3A43), transcript variant 3, 
mRNA 


NM 014578 


Homo sapiens ras homolog gene family, member D (ARHD), mRNA 


NMJ)20708 


Homo sapiens solute carrier family 12, (potassium-chloride transporter) member 
5(SLC12A5),mRNA 


NM 016093 


Homo sapiens ribosomal protein L26-like 1 (RPL26L1), mRNA 


NM_057095 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3 A43), transcript variant 2, 
mRNA 


NM_022820 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3A43), transcript variant 1, 
mRNA 


NM 052969 


Homo sapiens ribosomal protein L39-like (RPL39L), mRNA 


NM 052970 


Homo sapiens chromosome 20 open reading frame 60 (C20orf60), mRNA 


NM 052865 


Homo sapiens chromosome 20 open reading frame 72 (C20orf72), mRNA 


NM 021029 


Homo sapiens ribosomal protein L36a (RPL36A), mRNA 


NM 001001 


Homo sapiens ribosomal protein L36a-like (RPL36AL), mRNA 


NMJ)33645 


Homo sapiens F-box and WD-40 domain protein IB (FBXW1B), transcript 
variant 1, mRNA 


NM_033644 


Homo sapiens F-box and WD-40 domain protein IB (FBXW1B), transcript 
variant 2, mRNA 


NMJH2300 


Homo sapiens F-box and WD-40 domain protein IB (FBXW1B), transcript 
variant 3, mRNA 


NM 022760 


Homo sapiens chromosome 20 open reading frame 81 (C20orf81), mRNA 


NM_014958 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 15 (ARHGEF15), 
mRNA 


NM 021810 


Homo sapiens cadherin-like 26 (CDH26), mRNA 


NM_030876 


Homo sapiens olfactory receptor, family 5, subfamily V, member 1 (OR5V1), 
mRNA 


NM 031232 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
binding protein (APBA2BP), transcript variant 2, mRNA 


NMJ)31231 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
binding protein (APBA2BP), transcript variant 1, mRNA 


NM 032554 


Homo sapiens G protein-coupled receptor 81 (GPR8 1), mRNA I 


NM_006462 


Homo sapiens chromosome 20 open reading frame 18 (C20orfl8), transcript 
variant 1, mRNA 


NM 031229 


Homo sapiens chromosome 20 open reading frame 18 (C20orfl8), transcript 
variant 2, mRNA 


NM_031228 


Homo sapiens chromosome 20 open reading frame 18 (C20orfl8), transcript 
variant 3, mRNA 


NM_031227 


Homo sapiens chromosome 20 open reading frame 18 (C20orfl8), transcript 
variant 4, mRNA 


NM 031424 


Homo sapiens chromosome 20 open reading frame 55 (C20orf55), mRNA 


NM 000518 


Homo sapiens hemoglobin, beta (HBB), mRNA 


NM_030959 


Homo sapiens olfactory receptor, family 12, subfamily D, member 3 (OR12D3), 
mRNA 


NM 018661 


Homo sapiens defensin. beta 3 (DEFB3), mRNA 


NM 022487 


Homo sapiens DNA cross-link repair 1C (PS02 homolog, S. cerevisiae) 
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(DCLREIC), mRNA 


NM 022099 


Homo sapiens chromosome 20 open reading frame 51 (C20orf51), mRNA 


NM_000668 


Homo sapiens alcohol dehydrogenase IB (class I), beta polypeptide (ADH1B), 
mRNA 


NM 021943 


Homo sapiens testis expressed sequence 27 (TEX27), mRNA 


NM 021640 


Homo sapiens chromosome 12 open reading frame 10 (C12orfl0), mRNA 


NM 021215 


Homo sapiens chromosome 20 open reading frame 77 (C20orf77), mRNA 


NM012141 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 26 (DDX26), 
mRNA 


NM 021225 


Homo sapiens proline-rich 1 (PROL1), mRNA 


NM_006508 


Homo sapiens regenerating islet-derived-like, pancreatic stone protein-like, 
pancreatic thread protein-like (rat) (REGL), mRNA 


NM 020356 


Homo sapiens chromosome 20 open reading frame 32 (C20orf32), mRNA 


NM_020369 


Homo sapiens fascin homolog 3, actin-bundling protein, testicular 
(Strongylocentrotus purpuratus) (FSCN3), mRNA 


NM 020145 


Homo sapiens SH3 -domain GRB2-like endophilin B2 (SH3GLB2), mRNA 


NM 020125 


Homo sapiens BCM-like membrane protein precursor (BLAME), mRNA 


NM 019025 


Homo sapiens chromosome 20 open reading frame 16 (C20orfl6), mRNA 


NM 018679 


Homo sapiens t-complex 1 1 (mouse) (TCP11), mRNA 


NM 017589 


Homo sapiens B-cell translocation gene 4 (BTG4), mRNA 


NM 018692 


Homo sapiens chromosome 20 open reading frame 17 (C20orfl7), mRNA 


NMJ) 18697 


Homo sapiens LanC lantibiotic synthetase component C-like 2 (bacterial) 
(LANCL2), mRNA 


NM__0 18677 


Homo sapiens acetyl-Coenzyme A synthetase 2 (ADP forming) (ACAS2), 
mRNA 


XTTV AT A 1 O 1 

NM 018431 


Homo sapiens chromosome 20 open reading frame 180 (C20orfl80), mRNA 


JNM 01 5/25 


Homo sapiens interleukin 17B receptor (IL17BR), mRNA 


NM 018474 


Homo sapiens chromosome 20 open reading frame 19 (C20orfl9), mRNA 


NM_018478 


Homo sapiens chromosome 20 open reading frame 35 (C20orf35), mRNA 


NM 017896 


Homo sapiens chromosome 20 open reading frame 1 1 (C20orfl 1), mRNA 


NM 017874 


Homo sapiens chromosome 20 open reading frame 27 (C20or£27), mRNA 


NM 017859 


Homo sapiens uridine kinase-like 1 (URKL1), mRNA 


NM 017798 


Homo sapiens chromosome 20 open reading frame 21 (C20orf21), mRNA 


NMJ) 17789 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain (TM) and short cytoplasmic domain, (semaphorin) 4C (SEMA4Q, 

T"\ XT A 

mRNA 


JNM 017714 


Homo sapiens chromosome 20 open reading frame 13 (C20orfl3), mRNA 


INM 01 /o/l 


Homo sapiens chromosome 20 open reading frame 42 (C20orf42), mRNA 


"MTV/T A1 Q1QA 


Homo sapiens immune associated nucleotide 4 like 1 (mouse) (IAN4L1), mRNA 


JNM 01o3d4 


Homo sapiens chromosome 20 open reading frame 46 (C20orf46), mRNA 


JNM 01oJ4/ 


Homo sapiens chromosome 20 open reading frame 29 (C20orf29), mRNA 


XTA/f A1 C20*7 

INM 018327 


Homo sapiens chromosome 20 open reading frame 38 (C20orf38), mRNA 




Homo sapiens paraspeckle protein 1 (PSP1), mRNA 


TVnVvT A1 QT7A 

INM Oloz/0 


Homo sapiens chromosome 20 open reading frame 20 (C20orf20), mRNA 


JNM OlozSY 


Homo sapiens chromosome 20 open reading frame 36 (C20orf36), mRNA 


NM 018197 


Homo sapiens zinc finger protein 64 homolog (mouse) (ZFP64), mRNA 


NM 018010 


Homo sapiens estrogen-related receptor beta like 1 (ESRRBL1), mRNA 


NM 017446 


Homo sapiens mitochondrial ribosomal protein L39 (MRPL39), mRNA 


NM__017429 


Homo sapiens beta-carotene 15, 15'-dioxygenase (BCDO), mRNA 


NM 016082 


Homo sapiens chromosome 20 open reading frame 34 (C20orf34), mRNA 


NM_016610 


Homo sapiens toll-like receptor 8 (TLR8) T mRNA 


NM_016009 1 Homo sapiens SH3-<Iomain GRB2-like endophilin Bl (SH3GLB1), mRNA | 
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MM Ulo4Uo 


Homo sapiens cnromosome zo open reading trame 34 (CZ0ort34), mKNA 


NM 016407 


Homo sapiens chromosome 20 open reading frame 43 (C20orf43), mRNA 


NM_016319 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 7A 
(Arabiaopsis) (UUJro/A), mKJMA 


xttvjt f\\ cocc 
INM U1j7oj 


Homo sapiens angiopoietin 4 (ANGPT4), mRNA 


NM_0l5834 


Homo sapiens adenosine deaminase, RNA-specific, Bl (RED1 homolog rat) 

f A T\ A T>"D 1 \ lm .' T*\T> A TV ft *> ■ t~> XT A 

(AD ARB 1), transcript variant DKADA2c, mRNA 


NM_015833 


Homo sapiens adenosine deaminase, RNA-specific, Bl (RED1 homolog rat) 
(AD ARB 1), transcript variant DRABA2b, mRNA 


NM 014036 


Homo sapiens BCM-like membrane protein precursor (BLAME), mRNA 


NM 014012 


Homo sapiens RAS (RAD and GEM)-like GTP-binding (REM), mRNA 


NM__014841 


Homo sapiens synaptosomal-associated protein, 91 kD homolog (mouse) 
(SNAP91),mRNA 


NM 014795 


Homo sapiens zinc finger homeobox lb (ZFHX1B), mRNA 


NM_015313 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 12 (ARHGEF12), 
mRNA 


NM_0l4784 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 1 1 (ARHGEF1 1), 
mRNA 


NM_0l4862 


Homo sapiens aryl-hydrocarbon receptor nuclear translocator 2 (ARNT2), 
mRNA 


NM 014054 


Homo sapiens chromosome 20 open reading frame 40 (C20orf40), mRNA 


NM_015629 


Homo sapiens PRP3 1 pre-mRNA processing factor 3 1 homolog (yeast) 
(PRPF3 1), mRNA 


XTTV >T A1 Til n 

NM 015417 


Homo sapiens chromosome 20 open readmg frame 28 (C20or£28), mRNA 


XTTV/T A1 /I /TIC 

NM_U 14625 


Homo sapiens nephrosis 2, idiopathic, steroid-resistant (podocin) (NPHS2), 

_,T)\T A 

mKNA 


NM 014592 


Homo sapiens Kv channel interacting protein 1 (KCNIP1), mRNA 


NM_014140 


Homo sapiens SWJ/SNF related, matrix associated, actm dependent regulator of 
chromatin, subiamily a-hke l (SMARCAL1), mRNA 


NM 013442 


Homo sapiens stomatin (EPB72)-like 2 (STOML2), mRNA 


NM 013248 


Homo sapiens NUTF-like export factorl (NXT1), mRNA 


NM 013316 


Homo sapiens CCR4-NOT transcription complex, subunit (CNOT4), mRNA 


NM_0l3348 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 14 
(KCNJ 14), mRNA 


NM_0l3279 


Homo sapiens chromosome 1 1 open reading frame 9 (CI lorf9), mRNA 


NM_012418 


Homo sapiens fascin homolog 2, actin-bundling protein, retinal 
(Strongylocentrotus purpuratus) (FSCN2), mRNA 


NM UlzZOl 


Homo sapiens golgi apparatus protein 1 (GLG1), mRNA 


INM 000519 


Homo sapiens hemoglobin, delta (HBD), mRNA 


NM 006999 


Homo sapiens polymerase (DNA directed) sigma (POLS), mRNA 


NMJ)06719 


Homo sapiens actin binding LIM protein (ABLIM), transcript variant ABLIM-m, 

_I)\T A 

mRNA 


NM_OUZ.513 


Homo sapiens actin binding LIM protein (ABLIM), transcript variant ABLIM-1, 
mRNA 


INM. UU/ZJo 


Homo sapiens peroxisomal membrane protein 4 (24kD) (PXMP4), mRNA 


NM 007184 

X ^l»A \J\f 1 lO*f 


xjluiiiu cxipicua luowiuuin ^iNio^n ) y nuviN/v 


NM_006720 


Homo sapiens actin binding LIM protein (ABLIM), transcript variant ABLIM-s, 
mRNA 


NM 007026 


Homo sapiens dual specificity phosphatase 14 (DUSP14), mRNA 


NM_006837 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 5 
(Arabidopsis) (COPS5), mRNA 


NM 006614 


Homo sapiens cell adhesion molecule with homology to LI CAM (close homolog | 
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of LI) (CHL1), mRNA 


NM 006410 


Homo sapiens HIV-1 Tat interactive protein 2, 30 kD (HTATIP2), mRNA 


NM 006432 


Homo sapiens Niemann-Pick disease, type C2 (NPC2), mRNA 


NM 006348 


Homo sapiens golgi transport complex 1 (90 kD subunit) (GOLTC1), mRNA 


NM 006408 


Homo sapiens anterior gradient 2 homolog (Xenepus laevis) (AGR2), mRNA 


NM 006106 


Homo sapiens Yes-associated protein 1, 65 kD (YAP1), mRNA 


NM 006096 


Homo sapiens N-myc downstream regulated gene 1 (NDRG1), mRNA 


NMJ)06071 


Homo sapiens polycystic kidney disease (polycystin) and REJ (sperm receptor 
for egg jelly homolog, sea urcbin)-like (PKDREJ), mRNA 


NM 006092 


Homo sapiens caspase recruitment domain family, member 4 (CARD4), mRNA 


NM 005748 


Homo sapiens YY1 associated factor 2 (YAF2), mRNA 


NM 005715 


Homo sapiens uronyl-2-sulfotransferase (UST), mRNA 


NM 005622 


Homo sapiens SA hypertension-associated homolog (rat) (SAH), mRNA ! 


NMJW5733 


Homo sapiens RAB6 interacting, kinesin-hke (rabkinesin6) (RAB6KIFL), 
mRNA 


NM_005668 


Homo sapiens sialyltransferase 8D (alpha-2, 8-polysialytransferase) (SIAT8D), 
mRNA 


NM 005606 


Homo sapiens legumain (LGMN), mRNA 


NM 004649 


Homo sapiens chromosome 21 open reading frame 33 (C21orf33), mRNA 


NM 005469 


Homo sapiens peroxisomal acyl-CoA thioesterase (PTE1), mRNA 


NM 005180 


Homo sapiens B lymphoma Mo-MLV insertion region (mouse) (BMI1), mRNA 


NM 005108 


Homo sapiens xylulokinase homolog (H. influenzae) (XYLB), mRNA 


NM 004610 


Homo sapiens t-complex 10 (mouse) (TCP10), mRNA 


NM_004579 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 2 
(MAP4K2), mRNA 


NM_004086 


Homo sapiens coagulation factor C homolog, cochlin (Limulus polyphemus) 
(COCH),mRNA 


NM 004273 


Homo sapiens carbohydrate (chondroitin 6) sulfotransferase 3 fCHST3) T mRNA 


NMJ)04902 


Homo sapiens RNA-binding region (RNP1, RRM) containing 2 (RNPC2), 
mRNA 


NM_004353 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade H (heat shock 
protein 47), member 1, (collagen binding protein 1) (SERPHSJH1), mRNA 


NMJ)04317 


Homo sapiens arsA arsenite transporter, ATP-binding, homolog 1 (bacterial) 
(ASNA1), mRNA 


NM_001247 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 6 (putative 
function) (ENTPD6), mRNA 


NM_003831 


Homo sapiens sudD suppressor of bimD6 homolog (A. nidulans) (SUDD), 
mRNA 


NM 003143 


Homo sapiens single-stranded DNA binding protein (SSBP1), mRNA 


NMJ)03098 


Homo sapiens syntrophin, alpha 1 (dystrophin-associated protein Al, 59kD, 
acidic component) (SNTA1), mRNA 


NM_003034 


Homo sapiens sialyltransferase 8A (alpha-N-acetylneuraminate/alpha-2,8- 
sialytransferase, GD3 synthase) (SIAT8A), mRNA 


NMJ)03028 


Homo sapiens SHB (Src homology 2 domain-containing) adaptor protein B 
(SHB), mRNA 


NM 003579 


Homo sapiens RAD54-like (S. cerevisiae) (RAD54L), mRNA 


NM_002669 


Homo sapiens pleiotropic regulator 1 (PRLlhomolog, Arabidopsis) (PLRG1), 
mRNA 


NM_000139 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 1 
(MS4A2), mRNA 


NM 003836 


Homo sapiens delta-like 1 homolog (Drosophila) (DLK1), mRNA 


NM 003653 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 3 
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(Arabidopsis) (C0PS3), mRNA 


NMJW0083 


Homo sapiens chloride channel 1, skeletal muscle (Thomsen disease, autosomal 
dominant) (CLCN1), mRNA 


NM_000691 


Homo sapiens aldehyde dehydrogenase 3 family, member A 1 (ALDH3A1), 
mRNA 


NM_001112 


Homo sapiens adenosine deaminase, RNA-specific, Bl (RED1 homolog rat) 
(AD ARB 1), transcript variant DRADA2a, mRNA 


NMJJ04370 


Homo sapiens collagen, type XH alpha 1 (COL12A1), transcript variant long, 
mRNA 


NM_080645 


Homo sapiens collagen, type XII, alpha 1 (COL12A1), transcript variant short, 
mRNA 


NM_080681 


Homo sapiens collagen, type XI, alpha 2 (COL1 1 A2), transcript variant 2, 
mRNA 


NM_080680 


Homo sapiens collagen, type XI, alpha 2 (COL1 1A2), transcript variant 1, 
mRNA 


NMJ)80679 


Homo sapiens collagen, type XI, alpha 2 (COL1 1A2), transcript variant 3, 
mRNA 


NM 003593 


Homo sapiens winged-helix nude (WHN), mRNA 


NM_000638 


Homo sapiens vitronectin (serum spreading factor, somatomedin B, complement 
S-protein) (VTN), mRNA 


NM_080682 


Homo sapiens vascular cell adhesion molecule 1 (VCAM1), transcript variant 2, 
mRNA 


NM_00l078 


Homo sapiens vascular cell adhesion molecule 1 (VCAM1), transcript variant 1, 
mRNA 


NM 006115 


Homo sapiens preferentially expressed antigen in melanoma (PRAME), mRNA 


TyTTV /T AAA1 ir 

NM 000175 


Homo sapiens glucose phosphate isomerase (GPI), mRNA 


NM 020526 


Homo sapiens EphA8 (EPHA8), mRNA 


NM 002109 


Homo sapiens histidyl-tRNA synthetase (HARS), mRNA 


NM 012208 


Homo sapiens histidyl-tRNA synthetase-like (HARSL), mRNA 


NM 004608 


Homo sapiens T-box 6 (TBX6), transcript variant 1, mRNA 


NMJ)80758 


Homo sapiens T-box 6 (TBX6), transcript variant 2, mRNA 


NM 080718 


Homo sapiens T-box 5 (TBX5), transcript variant 2, mRNA 


NM 080717 


Homo sapiens T-box 5 (TBX5), transcript variant 3, mRNA 


NM 000192 


Homo sapiens T-box 5 (TBX5), transcript variant 1, mRNA 


NM 080832 


Homo sapiens poly(A) binding protein, cytoplasmic 5 (PABPC5), mRNA 


NM 080824 


Homo sapiens chromosome 20 open reading frame 106 (C20orfl06), mRNA 


NM 080822 


Homo sapiens candidate tumor suppressor OVCA2 (OVCA2), mRNA 


NM 080821 


Homo sapiens chromosome 20 open reading frame 108 (C20orfl08), mRNA 


NM 080820 


Homo sapiens chromosome 20 open reading frame 88 (C20orf88), mRNA 


NM 080818 


Homo sapiens G protein-coupled receptor 80 (GPR80), mRNA 


NM 080817 


Homo sapiens G protein-coupled receptor 82 (GPR82), mRNA 


\T» A OA1A A 

NM 080794 


Homo sapiens mitochondrial ribosomal protein L39 (MRPL39), mRNA 


NM 020973 


Homo sapiens cytosolic beta-glucosidase (GLUC), mRNA 


MM 054112 


Homo sapiens chromosome 20 open reading frame 63 (C20orf63), mRNA 


NM 052951 


Homo sapiens chromosome 20 open reading frame 167 (C20orfl67), mRNA 


NM 01414S 


nomo sapiens cnromosome zu open reading trame jU (vzUorOO), mRNA 


NM 033409 


Homo sapiens chromosome 20 open reading frame 54 (C20orf54), mRNA 


NM 032013 


Homo sapiens NDRG family member 3 (NDRG3), mRNA 


NM 032109 


Homo sapiens orthopedia homolog (Drosophila) (OTP), mRNA 


NMJ)24021 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 4 
(MS4A4A), mRNA 


NM 022910 


Homo sapiens NDRG family member 4 (NDRG4), mRNA 
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NM 025206 


Homo sapiens fer-l-like 4 (C. elegans) (FJSR1L4), mRNA 


NM 024960 


Homo sapiens chromosome 20 open reading frame 48 (C20orf48), mRNA 


NM 024893 


Homo sapiens chromosome 20 open reading frame 39 (C20orf39) mRNA 


NM 024299 


Homo sapiens chromosome 20 open reading frame 149 (C20orfl49), mRNA 


NM 024077 


Homo sapiens SECIS binding protein 2 (SBP2), mRNA 


NM_022730 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 7B 
(Arabidopsis) (COPS7B), mRNA 


NM 022574 


Homo sapiens postmeiotic segregation increased 2-like 12 (PERQ1), mRNA 


NM_022568 


Homo sapiens aldehyde dehyrdogenase 8 family, member Al (ALDH8A1) 
mRNA 


NM 022477 


Homo sapiens NDRG family member 3 (NDRG3), mRNA 


NM 022082 


Homo sapiens chromosome 20 open reading frame 59 (C20orf59) 5 mRNA 


NM_022058 


Homo sapiens solute carrier family 4, sodium bicarbonate transporter-like, 
member 10 (SLC4A10), mRNA 


NM 021230 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia3 (MLL3), mRNA 


NM_021145 


Homo sapiens cyclin D binding myb-like transcription factor 1 (DMTF1), 
mRNA 


NM_005238 


Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 1 (avian) 
(ETS1), mRNA 


NM 020465 


Homo sapiens NDRG family member 4 (NDRG4), mRNA 


NMJH4227 


Homo sapiens solute carrier family 5 (low affinity glucose cotransporter), 
member 4 (SLC5A4), mRNA 


NM 015317 


Homo sapiens pumilio homolog 2 (Drosophila) (PUM2), mRNA 


NM_015665 


Homo sapiens achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple- 
A) (AAAS), mRNA 


NM_021950 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 2 (Fc 
fragment of IgE, high affinity I, receptor for; beta polypeptide) (MS4A1), mRNA 


NMJW5589 


Homo sapiens aldehyde dehydrogenase 6 family, member Al (ALDH6A1), 
mRNA 


NM_000533 


Homo sapiens proteolipid protein 1 (Pelizaeus-Merzbacher disease, spastic 
paraplegia 2, uncomplicated) (PLP1), mRNA 


NM_016252 


Homo sapiens baculoviral IAP repeat-containing 6 (apollon) (BIRC6), mRNA 


NM 014351 


Homo sapiens sulfotransferase family 4A, member 1 (SULT4A1), mRNA 


NM_012323 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog F 
(avian) (MAFF), mRNA 


NM_006600 


Homo sapiens nuclear distribution gene C homolog (A. nidulans) (NUDC), 
mRNA 


NMJ)06145 


Homo sapiens DnaJ (Hsp40) homolog, subfinaily B, member 1 (DNAJB1), 
mRNA 


NMJ)05120 


Homo sapiens trinucleotide repeat containing 1 1 (THR-associated protein, 230 
kD subunit) (TNRC1 1), mRNA 


NM_001383 


Homo sapiens diptheria toxin resistance protein required for diphthamide 
biosynthesis-like 1 (S. cerevisiae) (DPH2L1), mRNA 


NM 001327 


Homo sapiens cancer/testis antigen 1 (CTAG1), mRNA 


NM 080750 


Homo sapiens chromosome 20 open reading frame 143 (C20orfl43), mRNA 


NM 032819 


Homo sapiens zinc finger protein 341 (ZNF341), mRNA 


NMJH7895 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 27 (DDX27), 
mRNA 


NM 030782 


Homo sapiens cisplatin resistance related protein CRR9p (CRR9), mRNA 


NM 080748 


Homo sapiens chromosome 20 open reading frame 52 (C20orf52), mRNA j 


NM 080743 


Homo sapiens senne-arginine repressor protein (35 kDa) fSRiiVK), mRMA 


NM.080742 homo sapiens UDP-plucuronyltransferase-S (GLCATS), mRNA 
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NM 080741 


Homo sapiens sialidase 4 (NEW), mRNA 


NM 080739 


Homo sapiens chromosome 20 open reading frame 141 (C20orfl41), mRNA 


NM 033550 


Homo sapiens chromosome 20 open reading frame 64 (C20orf64), mRNA 


NM.080732 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 3, 
mRNA 


NM_053046 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 1, 
mRNA 


NM_025106 


Homo sapiens SPRY domain-containing SOCS box protein SSB-1 (FU22393) 
mRNA 


NM_030760 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, 8 (EDG8), mRNA 


NM 016069 


Homo sapiens mitochondria-associated protein involved in granulocyte- 
macrophage colony-stimulating factor signal transduction (Magmas), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 021205 


Homo sapiens Wnt-1 responsive Cdc42 homolog (WRCH-1), mRNA 


NM 032495 


Homo sapiens hypothetical protein SMAP3 1 (SMAP3 1), mRNA 


NM 032556 


Homo sapiens interleukin-1 HY2 (IL1HY2), mRNA 


NM_0 14331 


Homo sapiens solute carrier family 7, (cationic amino acid transporter, y+ 
system) member 1 1 (SLC7A1 1), mRNA 


NM 017564 


Homo sapiens stabilin-2 (STAB2), mRNA 


NM 020924 


Homo sapiens bioref (bioref), mRNA 


NM 015356 


Homo sapiens scribble (SCRIB), mRNA 


NM 030648 


Homo sapiens SET domain-containing protein 7 (SET7), mRNA 


NM 018488 


Homo sapiens T-box 4 (TBX4), mRNA 


NM 016470 


Homo sapiens chromosome 20 map 20q 1 3 . 1 1 


NM_080722 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 14 (ADAMTS14), mRNA 


XTX Jf A O A ^"'"7 /" 

NM 080676 


Homo sapiens chromosome 20 open reading frame 133 (C20orfl33), mRNA 


NM 080674 


Homo sapiens chromosome 20 open reading frame 86 (C20orfi86), mRNA 


NM_080621 


Homo sapiens chromosome 20 open reading frame 136 (C20orfl36), mRNA 


NM 080608 


Homo sapiens chromosome 20 open reading frame 165 (C20orfl65), mRNA 


NM_080719 


Homo sapiens hypothetical protein MGC4473 (MGC4473), mRNA 


NM 003495 


Homo sapiens H4 histone family, member M (H4FM), mRNA 


NM 020633 


Homo sapiens VIR-like 1 (V1RL1), mRNA 


NM 007259 


Homo sapiens vacuolar protein sorting 45A (yeast) (VPS45 A), mRNA 


NMJ)80631 


Homo sapiens vacuolar protein sorting 41 (yeast) (VPS41), transcript variant 2 
mRNA 


NM_0l4396 


Homo sapiens vacuolar protein sorting 41 (yeast) (VPS41), transcript variant 1, 
mRNA 


NM 018668 


Homo sapiens vacuolar protein sorting 33B (yeast) (VPS33B), mRNA 


NM 022916 


Homo sapiens vacuolar protein sorting 33A (rat homolog) (VPS33 A), mRNA 


NM 003610 


Homo sapiens RAE1 RNA export 1 homolog (S. pombe) (RAE1), mRNA 


NM 014061 


Homo sapiens APR-1 protein (MAGEH1), mRNA 


NM 001927 


Homo sapiens desmin (DES), mRNA 


NM 080593 


Homo sapiens histone family member (H2B/S), mRNA 


NM 080596 I 


nomo sapiens ru stone lamily member (H2A/S), mRNA 


NM_001867 


Homo sapiens cytochrome c oxidase subunit VIIc (COX7C), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_001866 


Homo sapiens cytochrome c oxidase subunit VDb (COX7B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_004718 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 2 like 
(COX7A2L), nuclear pene encoding mitochondrial protein, mRNA 
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NM 001865 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 2 (liver) 
(COX7A2), nuclear gene encoding mitochondrial protein, mRNA 


NM_001864 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 1 (muscle) 
(COX7A1), nuclear gene encoding mitochondrial protein, mRNA 


NM_006438 


Homo sapiens collectin sub-family member 10 (C-type lectin) (COLEC10), 
mRNA 


NM_080544 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant Vm, mRNA 


NM_080543 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VH mRNA 


NM_080542 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VI, mRNA 


NM_080541 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant V, mRNA 


NM 080540 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant IV, mRNA 


NM 080539 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant m, mRNA 


NM.080538 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant n, mRNA 


NM_005677 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant I, mRNA 


NM_080592 


Homo sapiens apoptosis related protein APR-3 (APR-3), transcript variant 2, 
mRNA 


NM_016085 


Homo sapiens apoptosis related protein APR-3 (APR-3), transcript variant 1, 
mRNA 


NM 014318 


Homo sapiens apoptosis related protein (APR-2), mRNA 


NM 001745 


Homo sapiens calcium modulating ligand (CAMLG), mRNA 


NM_004341 


Homo sapiens carbamoyl-phosphate synthetase 2, aspartate transcarbamylase, 
and dihydroorotase (CAD)„ nuclear gene encoding mitochondrial protein, 
mRNA 


NM_032493 


Homo sapiens adaptor-related protein complex 1, mu 1 subunit (AP1M1), 
mRNA 


NM_001128 


Homo sapiens adaptor-related protein complex 1, gamma 1 subunit (AP1G1), 
mRNA 


NM_080545 


Homo sapiens adaptor-related protein complex 1, gamma 2 subunit (AP1G2), 
transcript variant 2, mRNA 


NM_003917 


Homo sapiens adaptor-related protein complex 1, gamma 2 subunit (AP1G2), 
transcript variant I, mRNA 


NM_080549 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
transcript variant 3, mRNA 


NM_080548 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
transcript variant 2, mRNA 


NM_002831 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
transcript variant 1, mRNA 


NM_002830 


Homo sapiens protein tyrosine phosphatase, non-receptor type 4 
(megakaryocyte) (PTPN41, mRNA 


NM_002829 


Homo sapiens protein tyrosine phosphatase, non-receptor type 3 (PTPN3), 
mRNA 


NM_080423 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
transcript variant 3, mRNA 


NM_080422 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
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transcript variant 2, mRNA 


NM 002828 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
transcript variant 1, mRNA 


NMJ)02827 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 (PTPN1) 
mRNA 


NM 014241 


Homo sapiens protein tyrosine phosphatase-like (proline instead of catalytic 
arginine), member a (PTPLA), mRNA 


NM_003479 


Homo sapiens protein tyrosine phosphatase type IV A, member 2 (PTP4A2), 
transcript variant 1 , mRNA 


NMJ)80392 


Homo sapiens protein tyrosine phosphatase type IVA, member 2 (PTP4A2), 
transcript variant 3, mRNA 


NM_080391 


Homo sapiens protein tyrosine phosphatase type IVA, member 2 (PTP4A2), 
transcript variant 2, mRNA 


NM_080591 


Homo sapiens prostaglandin-endoperoxide synthase 1 (prostaglandin G/H 
synthase and cyclooxygenase) (PTGS1), transcript variant 2, mRNA 


NM_000962 


Homo sapiens prostaglandin-endoperoxide synthase 1 (prostaglandin G/H 
synthase and cyclooxygenase) (PTGS 1), transcript variant 1 , mRNA [ 


NM 004058 


Homo sapiens calcyphosine (CAPS), transcript variant 1, mRNA 


NM 080590 


Homo sapiens calcyphosine (CAPS), transcript variant 2, mRNA 


NM_006380 


Homo sapiens amyloid beta precursor protein (cytoplasmic tail) binding protein 
2(APPBP2),mRNA 


NM_003905 


Homo sapiens amyloid beta precursor protein binding protein 1 59kD 
(APPBPl), mRNA 


NMJ)05783 


Homo sapiens ATP binding protein associated with cell differentiation 
(APACD), mRNA 


NM_080600 


Homo sapiens myelin associated glycoprotein (MAG), transcript variant 2, 
mRNA 


NMJ)02361 


Homo sapiens myelin associated glycoprotein (MAG), transcript variant 1, 
mRNA 


NM 005994 


Homo sapiens T-box 2 (TBX2), mRNA 


NM 080647 


Homo sapiens T-box 1 (TBX1), transcript variant C, mRNA 


NM 080646 


Homo sapiens T-box 1 (TBX1), transcript variant A, mRNA 


NM 080675 


Homo sapiens sperm associated antigen 4-like (SPAG4L), mRNA 


NM 080617 


Homo sapiens cerebellin precursor-like 1 (CBLNL1), mRNA 


NM 080611 


Homo sapiens dual specificity phosphatase-like 15 (DUSP15), mRNA 


NM 080610 


Homo sapiens cystatin 9-like (mouse) (CST9L), mRNA 


NM_080602 


Homo sapiens actin related protein 2/3 complex, subunit 3B (21 kD) (ARPC3B), 
mRNA 


NGJ)00011 


Homo sapiens genomic cytochrome P450, subfamily HA (phenobarbital- 
inducible) (CYP2 A.3@) on chromosome 19 


NM 016649 


Homo sapiens chromosome 20 open reading frame 6 (C20orf6) mRNA 


NM 080597 


Homo sapiens oxysterol binding protein-like 1 A (OSBPL1A), mRNA 


NM_080605 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
6 (B3GALT6), mRNA 


NMJ)58169 


Homo sapiens loss of heterozygosity, 12, chromosomal region 1 (LOH12CR1), 

iXIX\_lN.rV 


NM 058164 


Homo sapiens olfactomedin 2 (OLFM2), mRNA 


NM 052866 


Homo sapiens ADAMTS-like 1 (ADAMTSL1), mRNA 


NM 018030 


Homo sapiens oxysterol binding protein-like 1 A (OSBPL1A), mRNA 


NM 033142 


Homo sapiens chorionic gonadotropin, beta polypeptide 7 (CGB7), mRNA 


NGJ)00013 


Homo sapiens genomic MHC class in complement gene cluster (MCGC@) on 
chromosome 6 
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NM 020967 


Homo sapiens nuclear receptor coactivator 5 (NCOA5), mRNA 


NM 033044 


Homo sapiens microtubule-actin crosslinking factor 1 (MACF1), transcript 
variant 3, mRNA 


NM_033024 


Homo sapiens microtubule-actin crosslinking factor 1 (MACF1), transcript 
variant 2, mRNA 


NG 000017 


Homo sapiens genomic protocadherin beta cluster (PCDHB@) on chromosome 5 


NM 015864 


Homo sapiens chromosome 6 open reading frame 32 (C6orf32), mRNA 


NM 032188 


Homo sapiens histone acetyltransferase MYST1 (MYST1), mRNA 


NM 030776 


Homo sapiens chromosome 20 open reading frame 183 (C20orfl83), mRNA 


NM 024918 


Homo sapiens chromosome 20 open reading frame 172 (C20orfl72), mRNA 


NM 024812 


Homo sapiens brain and acute leukemia, cytoplasmic (BAALC), mRNA 


NM 024777 


Homo sapiens chromosome 20 open reading frame 124 (C20orfl24), mRNA 


NM 024758 


Homo sapiens agmatinase (FLF23384), mRNA 


NM 024641 


Homo sapiens mandaselin (FU12838), mRNA 


NM 024331 


Homo sapiens chromosome 20 open reading frame 121 (C20orfl21), mRNA 


NM 024301 


Homo sapiens fukutin-related protein (FKRP), mRNA 


NM 005763 


Homo sapiens aminoadipate-semialdehyde synthase (AASS), mRNA 


NM 023935 


Homo sapiens chromosome 20 open reading frame 116 (C20orfl 16), mRNA 


NM 021993 


Homo sapiens FUS interacting protein (serine-arginine rich) 2 (FUSIP2), mRNA 


NM_0 14555 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
5 (TRPM5), mRNA 


NM 000537 


Homo sapiens renin (REN), mRNA 


NM 016652 


Homo sapiens Crn, crooked neck-like 1 (Drosophila) (CRNKL1), mRNA 


NM 021245 


Homo sapiens myozenin 1 (MYOZ1), mRNA 


NM_001967 


Homo sapiens eukaryotic translation initiation factor 4A, isoform 2 (EIF4A2), 
mRNA | 


NM 018649 


Homo sapiens H2A histone family, member Y2 (H2AFY2), mRNA 


NM 015148 


Homo sapiens PAS domain containing serine/threonine kinase (PASK), mRNA 


NM_017902 


Homo sapiens hypoxia-inducible factor 1, alpha subunit inhibitor (HIF1 AN), 
mRNA 


NM_0 18285 


Homo sapiens chromosome 15 open reading frame 12 (C15orfl2), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 018267 


Homo sapiens H2A histone family, member J (H2AFJ), mRNA 


NM_017555 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 2, 
mRNA 


NM_016143 


Homo sapiens likely ortholog of rat p47 (p47), mRNA 


NM__015993 


Homo sapiens plasmolipin (PMLP), mRNA 


NM 014938 


Homo sapiens Mix interactor (MONDOA), mRNA 


NM_014948 


Homo sapiens likely ortholog of mouse ubiquitin conjugating enzyme 7 
interacting protein 5 (UBCE7IP5), mRNA 


NM_014016 


Homo sapiens SAC1 suppressor of actin mutations 1-like (yeast) (SACM1L), 
mRNA 


NM 015156 


Homo sapiens REST corepressor (RCOR), mRNA 


NM_0 13337 


Homo sapiens translocase of inner mitochondrial membrane 22 homolog (yeast) 
(TIMM22), mRNA 


NMJ) 13233 


Homo sapiens serine threonine kinase 39 (STE20/SPS1 homolog, yeast) 
JSTK39),mRNA 


NM 006595 


Homo sapiens apoptosis inhibitor 5 (API5), mRNA 


NM 006402 


Homo sapiens hepatitis B virus x interacting protein (HBXIP), mRNA 


NMJ)06351 


Homo sapiens translocase of inner mitochondrial membrane 44 homolog (yeast) 
(TIMM44), mRNA 


NM 006327 


Homo sapiens translocase of inner mitochondrial membrane 23 homolog (yeast) 
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(TIMM23), mRNA 


NM_006335 


Homo sapiens translocase of inner mitochondrial membrane 17 homolog A 
(yeast) (TIMM17A), mRNA 


Xtx x f\t\ f A*\r\ 

NM_006420 


Homo sapiens ADP-nbosylation fector guanine nucleotide-exchange factor 2 
(brefeldin A-inhibited) (ARFGEF2), mRNA 


NM 005992 


Homo sapiens T-box 1 (TBX1), transcript variant B, mRNA 


NM 005834 


Homo sapiens translocase of inner mitochondrial membrane 17 homolog B 
(yeast) flTMMl 7B), mRNA 


NMJ)00385 


Homo sapiens aquaporin 1 (channel-forming integral protein, 28kD) (AOP1) 
mRNA 


NM_002891 


Homo sapiens Ras protein-specific guanine nucleotide-releasing factor 1 
(RASGRF1), mRNA 


NM_000963 


Homo sapiens prostaglandin-endoperoxide synthase 2 (prostaglandin G/H 
synthase and cyclooxygenase) (PTGS2), mRNA 


"XTTL AT f\f\^1f\f\ 

NM_002792 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 7 
(PSMA7), mRNA F 


NM 002335 


Homo sapiens low density lipoprotein receptor-related protein 5 (LRP5), mRNA 


NM_001402 


Homo sapiens eukaryotic translation elongation factor 1 alpha 1 (EEF1A1) 
mRNA 


MM 080677 


Homo sapiens dynein light chain 2 (Dlc2), mRNA 


NM 080672 


Homo sapiens Q9H4T4 like (H17739), mRNA 


NM_08067l 


Homo sapiens potassium voltage-gated channel, Isk-related subfamily, gene 4 
(KCNE4), mRNA 


NM 080670 


Homo sapiens similar to RIKEN cDNA 2610030J16 gene (MGC2541) mRNA 


NM 080669 


Homo sapiens similar to RIKEN cDNA 1 1 10002C08 gene (MGC9564) mRNA 


MM 080667 


Homo sapiens similar to RIKEN cDNA 493 1428D14 ^ene (MGC15407) mRNA 


NM_080665 


Homo sapiens similar to RIKEN cDNA B2301 18G17 gene (MGC19604), 
mRNA 


NM 080664 


Homo sapiens similar to RIKEN cDNA 4930578F06 gene (MGC9912) mRNA 


XT\ AT AOrt^M 

NM 080662 


Homo sapiens similar to RIKEN cDNA 1810022F11 gene (MGC4281) mRNA 


NM 080660 


Homo sapiens similar to RIKEN cDNA 1200014N16 gene (MGC14289) mRNA 


NM 080659 


Homo sapiens similar to RIKEN cDNA 2310030G06 gene (MGC14839) mRNA 


NM 080657 


Homo sapiens vipirin (cig5), mRNA 


NM 080655 


Homo sapiens similar to RIKEN cDNA 573(H?RT l ^ &pnp CMnri txiti ™dxt a 


NM 080654 


Homo sapiens NY-REN-41 antigen (NY-REN-41) mRNA 


XTT\ It AOA/TM 

NM 080653 


Homo sapiens similar to RIKEN cDNA 4930500C14 gene (MGC9341) mRNA 


NM 080652 


Homo sapiens similar to RIKEN cDNA 5730578N08 gene (MGC15397) mRNA 


NM 004296 


Homo sapiens regulator of G-protein signalling 6 (RGS6), mRNA 


NMJH4234 
NM 024775 


Homo sapiens FabG (beta-ketoacyl-[acyl-carrier-proteinl reductase, E coli) like 
(E. coli) (FABGL), mRNA * 
Homo sapiens gemin 6 (GEMIN6), mRNA 


NM 080626 


Homo sapiens BRI3 bindmg protein (BRI3BP), mRNA 


NM 080625 


Homo sapiens chromosome 20 open reading frame 160 (C20orfl60), mRNA 


NM 080616 


Homo sapiens chromosome 20 open reading frame 1 12 (C20orfl 12), mRNA 


NM 080612 
NM 080607 
NM 080603 
NM 032019 
NM 030815 
NM 020841 
NM 020764 
NM 016436 


Homo sapiens DOS/Gab family member 3 (GAB3), mRNA 

Homo SaDienS chromo^fttTiP 00 onpn Tf»»a/-1i?-»rr -r. ; ■ . L , 1 m /pon—n t\\t a 

— *j»vr oapiww viuuuiu&uuic l\j open reaaing name luZ (vzUortlOZj, mRNA 

Homo sapiens chromosome 20 open reading frame 162 (C20orfl62), mRNA 

Homo sapiens histone deacetylase 10 (HDAC10) mRNA 

Homo sapiens chromosome 20 open reading frame 126 (C20orfl26), mRNA 

Homo sapiens oxysterol binding protein-like 8 (OSBPL8), mRNA 

Homo sapiens cask-interacting protein 1 (CASKIN1), mRNA 

Homo sapiens chromosome 20 open reading frame 104 (C20orfl04), mRNA 



236 



WO 03/074654 



PCT/US03/05028 



NM 022104 


Homo sapiens chromosome 20 open reading frame 67 (C20orf67), mRNA 


NM 080546 


Homo sapiens CDw92 antigen (CDW92), mRNA 


NM 0155H 


Homo sapiens chromosome 20 open reading frame 4 (C20orf4), mRNA 


NM 002H6 


Homo sapiens major histocompatibility complex, class I, A (HLA-A) mRNA 


NM 023017 


Homo sapiens phosphomositide 3-kinase enhancer (PIKE), mRNA 


NM 020933 


Homo sapiens zinc finger protein 317 (ZNF317), mRNA 


NM_005037 


Homo sapiens peroxisome proliferative activated receptor, gamma (PPARG), 
mRNA 


NM 018206 


Homo sapiens vacuolar protein sorting 35 (yeast) (VPS35), mRNA 


NMJH4003 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 38 (DDX38) 
mRNA V * 


NMJ)06445 


Homo sapiens PRP8 pre-mRNA processing factor 8 homolog (yeast) (PRPF8) 
mRNA V h 


NM 003675 


Homo sapiens pre-mRNA processing factor 18 (PRP18), mRNA 


NM 006214 


Homo sapiens phytanoyl-CoA hydroxylase (Refsum disease) (PHYH), mRNA 


NMJ)04374 


Homo sapiens cytochrome c oxidase subunit Vic (COX6C), nuclear gene 
encoding mitochondrial protein, mRNA 


NM__001863 


Homo sapiens cytochrome c oxidase subunit VIb (COX6B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_005205 


Homo sapiens cytochrome c oxidase subunit Via polypeptide 2 (COX6A2), 
nuclear gene encoding mitochondrial protein, mRNA 


NMJ)04373 


Homo sapiens cytochrome c oxidase subunit Via polypeptide 1 (COX6A1), 
nuclear gene encoding mitochondrial protein, mRNA 


NMJB2609 


Homo sapiens cytochrome c oxidase subunit IV isoform 2 (COX4I2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 032489 


Homo sapiens acrosm binding protein (ACRBP), mRNA 


NM_080476 


Homo sapiens CDC91 cell division cycle 91-like 1 (S. cerevisiae) (CDC91L1) 
mRNA K 


NM 080473 


Homo sapiens GATA binding protein 5 (GATA5), mRNA " ~^ 


NM_002121 


Homo sapiens major histocompatibility complex, class II, DP beta 1 (HLA- 
DPB1), mRNA 


NM_078470 


Homo sapiens COX15 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX15), nuclear gene encoding mitochondrial protein, transcript variant 1 
mRNA 


NM_004375 


Homo sapiens COX1 1 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX 1 1), nuclear gene encoding mitochondrial protein, mRNA 


NM_001303 


Homo sapiens COX 10 homolog, cytochrome c oxidase assembly protein, heme 
A/famesyltransferase (yeast) (COX10), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 054028 


Homo sapiens acyl-malonyl condensing enzyme (AMAC), mRNA 


NM 032485 


Homo sapiens chromosome 20 open reading frame 154 (C20orfl54) mRNA 


NM 033342 


Homo sapiens tripartite motif-containing 7 (TRIM7), mRNA 


NM 033421 


Homo sapiens chromosome 20 open reading frame 161 (C20orfl61) mRNA 


NM 033197 


Homo sapiens chromosome 20 open reading frame 1 14 (C20orfl 14) mRNA 


NM 020866 


Homo sapiens kelch-like 1 (Drosophila) (KLHL1), mRNA 




Homo sapiens chromosome 20 open reading frame 100 (C20orfl00) mRNA 


NM 032523 


Homo sapiens oxysterol binding protein-like 6 (OSBPL6), mRNA 


NM 020896 


Homo sapiens oxysterol binding protein-like 5 (OSBPL5), mRNA 


NM 015550 


Homo sapiens oxysterol binding protein-like 3 (OSBPL3), mRNA 


NMJ)31473 


Homo sapiens carnitine deficiency-associated gene expressed in ventricle 1 
(CDV-1), mRNA 


NM 030801 


Homo sapiens MAGE-E1 protein (MAGE-E1), mRNA 
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NM 025128 


Homo sapiens MUS81 endonuclease (MUS81), mRNA 


NM 024958 


Homo sapiens chromosome 20 open reading frame 98 (C20orf98), mRNA 


NM 024663 


Homo sapiens aminopeptidase-like 1 (NPEPL1), mRNA 


NM 024586 


Homo sapiens oxysterol binding protein-like 9 (OSBPL9), mRNA 


NM 024120 


Homo sapiens chromosome 20 open reading frame 7 (C20orf7), mRNA 


NM 022776 


Homo sapiens oxysterol binding protein-like 1 1 (OSBPL1 1), mRNA 


NM 022109 


Homo sapiens CDw92 antigen (CDW92), mRNA 


NM 022088 


Homo sapiens zinc finger protein 338 (ZNF338), mRNA 


NM 021158 


Homo sapiens chromosome 20 open reading frame 97 (C20orf97), mRNA 


NM 021232 


Homo sapiens proline dehydrogenase (oxidase) 2 (PRODH2), mRNA 


NM 021220 


Homo sapiens zinc finger protein 339 (ZNF339), mRNA 


NM_021039 


Homo sapiens S100 calcium binding protein A14 (calgizzarin) (S100A14), 
mRNA 


NM 020659 


Homo sapiens tweety homolog 1 (Drosophila) (TTYH1), mRNA ! 


NM_0 18972 


Homo sapiens ganglioside-induced differentiation-associated protein 1 
(GDAP1), mRNA 


NM 017921 


Homo sapiens hypothetical protein FLJ20657 (NPL4), mRNA 


NM 017784 


Homo sapiens oxysterol binding protein-like 10 (OSBPL10), mRNA 


NM 017731 


Homo sapiens oxysterol binding protein-like 7 (OSBPL7), mRNA 


NMJ) 18209 


Homo sapiens ADP-ribosylation factor 1 GTPase activating protein 
(ARF1GAP), mRNA 


NM 018102 


Homo sapiens zinc finger protein 334 (ZNF334), mRNA 


NM 015891 


Homo sapiens pre-mRNA splicing factor 1 7 (PRP 1 7), mRNA 1 


NM 016599 


Homo sapiens myozenin 2 (MYOZ2), mRNA 


NM 014962 


Homo sapiens BTB (POZ) domain containing 3 (BTBD3), mRNA 


NM 014835 


Homo sapiens oxysterol binding protein-like 2 (OSBPL2), mRNA 


NM 014723 


Homo sapiens syntaphilm (SNPH), mRNA 


NM 014183 


Homo sapiens dynein light chain 2A (DNLC2A), mRNA 


NM_014055 


Homo sapiens carnitine deficiency-associated gene expressed in ventricle 1 
(CDV-1), mRNA 


NM 014477 


Homo sapiens chromosome 20 open reading frame 10 (C20orfl0), mRNA 


NM_012261 


Homo sapiens chromosome 20 open reading frame 103 (C20orfl03) mRNA 


NM 013369 


Homo sapiens DNA (cytosine-5-)-methyltransferase 3-like (DNMT3L), mRNA 


NMJ) 12469 


Homo sapiens chromosome 20 open reading frame 14 (C20orfl4), mRNA 


NM 012291 


Homo sapiens extra spindle poles like 1 (S. cerevisiae) (ESPL1), mRNA 


NM 007002 


Homo sapiens adhesion regulating molecule 1 (ADRM1), mRNA 


NMJ)06809 


Homo sapiens translocase of outer mitochondrial membrane 34 (TOMM34) 
mRNA 


NM 006813 


Homo sapiens proline rich 2 (PROL2), mRNA 


NMJ)02509 


Homo sapiens NK2 transcription factor homolog B (Drosophila) (NKX2B), 
mRNA 


NM_080474 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 12 (SERPINB 12), mRNA 


NM 006009 


Homo sapiens tubulin, alpha 3 (TUB A3), mRNA 


NM_003463 


Homo sapiens protein tyrosine phosphatase type IVA, member 1 (PTP4A1), 
mRNA 


NM 019888 


Homo sapiens melanocortin 3 receptor (MC3R), mRNA 


NM 001846 


Homo sapiens collagen, type IV, alpha 2 (COL4A2), mRNA 


NM_079422 


Homo sapiens myosin, light polypeptide 1, alkali; skeletal, fast (MYL1), 
transcript variant 3f, mRNA 


NMJ)79420 


Homo sapiens myosm, light polypeptide 1, alkali; skeletal, fast (MYL1), 
transcript variant 1 f , mRNA 
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NM 000795 


Homo sapiens dopamine receptor D2 (DRD2), transcript variant 1, mRNA 


NM 016574 


Homo sapiens dopamine receptor D2 (DRD2), transcript variant 2, mRNA 


NM_079837 


Homo sapiens BTG3 associated nuclear protein (BANP), transcript variant 2 
mRNA 


NM_017869 


Homo sapiens BTG3 associated nuclear protein (BANP), transcript variant 1 
mRNA 


NM_079425 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 3, mRNA 


NM_079424 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 4, mRNA 


NM_079423 


Homo sapiens myosm, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 2, mRNA 


NM 021019 

NM 004509 
NM 080424 
NM 004510 
NM 004574 
NM 080417 
NM 080416 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 1, mRNA 

Homo sapiens SP1 10 nuclear body protein (SP1 10), transcript variant a, mRNA 
Homo sapiens SP1 10 nuclear body protein (SP1 10), transcript variant c mRNA 
Homo sapiens SP1 10 nuclear body protein (SP1 10), transcript variant b, mRNA 
Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 1, mRNA 
Homo sapiens peanut-hke 2 (Drosophila) (PNUTL2), transcript variant 4, mRNA 


NM 080415 
NM 002117 
NM 005514 
NC 001807 
NM 080489 
NMJ)01997 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 3 mRNA 
Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 2 mRNA 
Homo sapiens major histocompatibility complex, class I, C (HLA-C) mRNA 
Homo sapiens major histocompatibility complex, class I, B (HLA-B) mRNA 
Homo sapiens mitochondrion, complete genome 
Homo sapiens syndecan binding protein (syntenin) 2 (SDCBP2) mRNA 
Homo sapiens Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) 
ubiquitously expressed (fox derived); ribosomal protein S30 (FAU) mRNA 


NMJ)57179 
NM 001008 


Homo sapiens likely ortholog of mouse and rat twist-related bHLH protein 
Dermo-1 (DERMOl), mRNA 

Homo sapiens ribosomal protein S4, Y-linked (RPS4Y) mRNA 


NM 001007 
NMJ)05192 


Homo sapiens ribosomal protein S4, X-linked (RPS4X) mRNA 

Homo sapiens cyclm-dependent kinase inhibitor 3 (CDK2-associated dual 

specificity phosphatase) (CDKN3), mRNA 


NM_079421 


Homo sapiens cyclm-dependent kinase inhibitor 2D (pl9, inhibits CDK4^ 4 
(CDKN2D), transcript variant 2, mRNA 


NM 001800 


Homo sapiens cyclin-dependent kinase inhibitor 2D (pl9, inhibits CDK4) 
(CDKN2D), transcript variant 1, mRNA 


NMJ)78626 


Homo sapiens cyclm-dependent kinase inhibitor 2C (pi 8, inhibits CDK4) 
(CDKN2C), transcript variant 2, mRNA 


NM 001262 


nouiu sapiens eyenn-aepenaent lanase inhibitor 2C (pi 8, inhibits CDK4) 
(CDKN2C), transcript variant 1, mRNA 


NMJ)78487 


Homo sapiens cyclin-dependent kinase inhibitor 2B (pi 5, inhibits CDK4) 
(CDKN2B). transcript variant 2, mRNA 


NM_004936 

NM 004896 
NM 052945 


Homo sapiens cyclm-dependent kinase inhibitor 2B (pl5, inhibits CDK4) 
(CDKN2B), transcript variant 1, mRNA 

Homo sapiens vacuolar protein sorting 26 (yeast) (VPS26), mRNA 


NM 022648 
NMJ)78480 


Homo sapiens BAFF receptor (BAFFR), mRNA 
Homo sapiens tensin (TNS), mRNA 

Homo sapiens ruse-binding protein-interacting repressor (SIAHBP1), transcript 
variant 1, mRNA h 


NM 014281 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBP1), transcript 
variant 2, mRNA P 
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NM 004740 


Homo sapiens TGFB1 -induced anti-apoptotic factor 1 (TTAF1), transcript variant 
2, mRNA H 


"V TH f f\ mm f\ * mm m 

NM_078471 


Homo sapiens 1U*B1 -induced anti-apoptotic factor 1 (TIAF1), transcript variant 
1, mRNA 


NM 001852 


Homo sapiens collagen, type DC, alpha 2 (COL9A2), mRNA 


NM 078485 
NM 001851 


Homo sapiens collagen, type DC, alpha 1 (COL9A1), transcript variant 2, mRNA 


NM_054026 


Homo sapiens collagen, type DC, alpha 1 (COL9A1), transcript variant L mRNA 
Homo sapiens CCR4-NOT transcnption complex, subunit 7 (CNOT7), transcript 
variant 2, mRNA y 


NMJH3354 


Homo sapiens CCR4-NOT transcnption complex, subunit 7 (CNOT7), transcript 
variant 1, mRNA h y 


NM 004064 


^wjapiens cyclin-dependent kinase inhibitor IB (p27, Kipl) (CDKN1B), 


NM_000389 


xxuiiiu aajjiciib cycun-aepenaeni Kinase innioitor lA (p21, Cipl) (CDKNIA) 
transcript variant l , mRNA 


NM_078467 


Homo sapiens cyclin-dependent kinase inhibitor l A (p2l, Cipl) (CDKNIA) 
transcript variant 2, mRNA 


NM_003936 

NM 004642 
NM 078481 


Homo sapiens cyclm-dependent kinase 5, regulatory subunit 2 (p39) (CDK5R2) 
mRNA 3 

Homo sapiens CDK2-associated protein l (CDK2AP1), mRNA 


NM 001784 
NMO80432 


Homo sapiens CD97 antigen (CD97), transcript variant l , mRNA 

Homo sapiens CD97 antigen (CD97), transcript variant 2, mRNA 

Homo sapiens vacuolar protein sorting protein 18 (VPS 18), transcript variant 2 

mRNA F 


NMJ)20857 


Homo sapiens vacuolar protein sorting protein 18 (VPS 18), transcript variant 1 
mRNA * 


NMJ)80414 


xiwiiiw aapiciu* vacuolar proiein sorung io (yeast) (VPS 16), transcript variant 2 
mRNA ' 


NM_080413 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript variant 3 
mRNA ' 


NMJ)22575 

NM_021729 
NM 005806 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript variant 1 
mRNA 

Homo sapiens vacuolar protein sorting 1 1 (yeast) (VPS1 1), mRNA 


NM_012106 
NM_006095 

NM 058241 
NM_001241 


Homo sapiens oligodendrocyte lmeage transcription factor 2 (OLIG2) mRNA 
Homo sapiens binder of Arl Two (BART1), mRNA 

Homo sapiens ATPase, aminophospholipid transporter (APLT), Class L tvpe 8A. 
member 1 (ATP8A1), mRNA * y 
Homo sapiens cychn T2 (CCNT2), transcript variant b, mRNA 
Homo sapiens cvclin T2 fPPNT?^ tr^ncm-int x^n'ont « ^dxta 


NM 001240 
NMJ)00474 


Homo sapiens cyclm Tl (CCNT1), mRNA 

Homo sapiens twist homolog (acrocephalosyndactyly 3; Saethre-Chotzen 
syndrome) (Drosophila) (TWIST), mRNA 


NMJ)80475 

NM 021209 
NM. 014550 


Homo sapiens serine (or cysteme) proteinase inhibitor, clade B (ovalbumin) 
member 1 1 (SERPINB 1 \\ mRNA 

Homo sapiens caspase recruitment domain protein 12 (CARD 12), mRNA 


NM 012287 
NMJ)07049 


xiuuiu sapiens caspase recruitment domain protein 10 (CARD10), mRNA 1 
Homo sapiens centaunn. beta 2 (CENTB2), mRNA 
Homo sapiens butyrophilin, subfamily 2, member Al (BTN2A1), transcript 
variant 1, mRNA 


NM 078476 
NM 004444 


Homo sapiens butyrophilin, subfamily 2, member Al (BTN2A1), transcript 
variant 2, mRNA 

Homo sapiens EphB4 (EPHB4), mRNA 
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NM 004443 
NM 017449 

INM UU4j3j 

NM_006800 


Homo sapiens EphB3 (EPHB3), mRNA 
_ Homo sapiens EphB2 (EPHB2), transcript variant 1. mRNA 
Homo sapiens EphB2 (EPHB2), transcript variant 2, mRNA 
Homo sapiens myelin transcription factor 1 (MYT1) mRNA 
Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant 3, mRNA y 


NM_078630 


Homo sapiens male-specific lethal 3-like 1 fDm«:rm>nia , \ /tvvtot un < • » 

^ iwuitu j lAAC i vv r osopniiaj (MoLoJLl), transcript 

variant 2, mRNA * 


NM_078629 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant 1, mRNA 


JNM_U78628 

NM 080431 
NM 080430 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant 4, mRNA 

Homo sapiens actin related Drotein M? f APPA/r^ ^dma 


NM 052944 
NM_024831 


Homo sapiens selenoprotein SelM (SELM), mRNA 

Homo sapiens putative sodium-coupled cotransporter RKST1 fRKSTIV mPMA 
Hora^sapiens nuclear receptor coactivator 6 interacting protein (NCOA6IP), 


NMJ)32803 
NM 080385 


Homo sapiens solute earner family 7 (cationic amino acid transporter v+ 

system;, member 3 (&JLC7A3), mRNA 

Homo sapiens carboxypeptidase A5 (CPAS), mRNA 


NM_016476 
NM 080389 

INiVL VoZOHO 

NM 006928 

XTTV/f AOAQfin 


SSSlTi^S 1 3naphaSe pr0moting com P lex subunit 1 1 homolog (yeast) 

Homo sapiens defensin, beta 4 (DEFB4), mRNA 

Homo sapiens tweety homolog 2 (Drosophila) (TTYH2), mRNA 

Homo sapiens silver homolog (mouse) (SILV), mRNA 


JNMUoUJyU 

NM 080388 
XVM U8U387 
NMJ)80284 


Homo sapiens my048 protein (my048), mRNA 

Homo sapiens hypothetical protein MGC17528 (MGC17528), mRNA 

Homo sapiens C-type lectin-like receptor (CLEC-6), mRNA 

Homo sapiens ATP-bmding cassette, sub-family A (ABC1), member 6 

(ABCA6), mRNA 


NMJ)80283 


Homo sapiens ATP-bmdmg cassette, sub-family A (ABC1), member 9 
(ABCA9), mRNA 


NMJ)80282 


Homo sapiens ATP-bmding cassette, sub-family A (ABC1), member 10 
(ABCA10), mRNA 


NM__006549 
NM 007200 


Homo sapiens calcium/calmodulm-dependent protein kinase kinase 2, beta 
(CAMKK2), mRNA 


NMJ)02476 

JNIVI UUlojj 

NM_006001 


Homo sapiens A kinase (PRKA) anchor nrotein 13 (AKAP13) mRNA 
Homo sapiens myosm, light polypeptide 4, alkali; atrial, embryonic (MYL4), 

Homo sapiens collagen, type DC, alpha 3 (COL9A3), mRNA 
Homo sapiens tubulin, alpha 2 OUBA2), transcript variant 1, mRNA 


NM 079836 
NM 006000 
NM_004376 


Homo sapiens tubulin, alpha 2 (TUBA2). transcript variant 2, mRNA 
Homo sapiens tubulin, alpha 1 (testis specific) (TUBA1). mRNA 
™v,T enS , C ° X15 homol °8' cytochrome c oxidase assembly protein (yeast) 

{ ^ }> nuclear gene encodin g mitochondrial protein, transcript variant 2 
mRNA ' 


NM_024407 

NM_078625 
NM_018399 
NM 078488 ] 
NM 004665 ] 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 7 (20kD) 
NADH-coenzyme O reductase) (NDUFS7), mRNA 
Homo sapiens vamn 3 (VNN3), transcript variant 2, mRNA 
Homo sapiens vamn 3 (VNN3). transcript variant 1 , mRNA 
Homo sapiens vamn 2 (VNN2), transcript variant 2, mRNA 
Homo sapiens vamn 2 (VNN21 transcript variant 1, mRNA 
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NM 013245 



NM 058240 



NM 033262 



Homo sapiens vacuolar protein sorting factor 4A (VPS4A), mRNA 

Tl/vr«r\ ronianx r<n1ii4A _ ; r« -i r\ s «« « 



Homo sapiens solute carrier family 8 (s dium-calcium exchanger), member 3 
(SLC8A3), transcript variant b, mRNA 



Homo sapiens solute carrier family 8 (sodium-calcium exchanger), member 3 
(SLC8A3), transcript variant a, mRNA 



NM 004869 
NM 078474 



Homo sapiens suppressor of K+ transport defect 1 (SKD1), mRNA 



Homo sapiens BBP-like protein 2 (BU>2\ transcript variant L mR NA 

TT/vmrk conionn TDDT) T.'l j.- " /•» m-r . . . ! Z : 



NM 025141 
NM 078473 



Homo sapiens BBP-like protein 2 (BLP2), transcript variant 2. mRNA 



NM 031940 
NM 020749 



1 1 ' ~ **Jf mmovupi van ail I ^, IILCV1NA, 

Homo sapiens BBP-like protein 1 (BLP1), transcript variant 1. m RNA 

Rnmn canirac "B'RT> Klra «^+«~ i Pr»T <ni\ j • . : ~~Z : 



x — — — v""— -■- **■ wntfvi *H Taiitmt i j 1 1 1 r \ | > f\ 

Homo sapien s BBP-like protein 1 (BLP1). transcrip t variant 2, mRNA 

Primrk eam'^c AT) :-i Ixj • , , . ~ 7 



NM 018672 



Homo sapien s AT2 receptor-interacting protein 1 (ATTP1), mRNA 



NMJ)20177 
NM 002088 



Homo sapiens ATP-binding cassette, sub-family A (ABCl). member 5 
(ABCA5), mRNA * 



Homo sapiens feminization 1 homolog a (FEM1A), mRNA 



Homo sapie ns glutamate receptor, ionotropic, kainate 5 (GRJK5), mRNA 



NM 006835 



NM 001239 



Homo sapiens cyclin I (CCNI), mRNA 



NM 014286 



Homo sapiens cyclin H (CCNH), mRNA 



NM 006650 
NM 006651 



Homo sapiens frequenin homolog (Drosophila) (FREQ), mRNA 



Homo sapiens complexin 2 (CPLX2), mRNA 



Homo sapiens complexin 1 (CPLX1), mRNA 



NM 006463 



Homo sapiens associated molecule with the SH3 domain of STAM fAMSH) 
mRNA 



NM 001850 



NM 000094 



NM 000077 



Homo sapiens collagen, type VHI, alpha 1 (COL8A1), mRNA 



Homo sapiens collagen, type VII, alpha 1 (epidermolysis bullosa, dystrophic 
dominant and recessive) (COL7A1), mRNA 



NM 058197 



Homo sapiens cyclin-dependent kinase inhibitor 2A (melanoma, pl6 inhibits 
CDK4) (CDKN2A), transcript variant 1, mRNA ~ 



Homo sapiens cyclin-dependent kinase inhibitor 2A (melanoma, pl6 inhibits 
CDK4) (CDKN2A), transcript variant 3. mRN A 
rr«_ f , ; — —r~. — 



NM 058196 



Homo sapiens cyclin-dependent kinase inhibitor 2A (melanoma, pl6, inhibits 
CDK4) (CDKN2A), transcript variant 2, mRNA 



NM 058195 



NM 014800 



Homo sapiens cyclin-dependent kinase inhibitor 2A (melanoma, pl6, inhibits 
CDK4) (CDKN2A), transcript variant 4, mRNA 



NM_079834 
NM 019110 



Homo sapiens engulfinent and cell motility 1 (ced-12 homolog, C. elegans) 
(ELMOl). mRNA B ' 



Homo sapien s secretory carrier membrane protein 4 (SCAM P-4). mRNA 

lT/\m/% ARM „ 1_ Al A* t . • — - * ' _ _ ■ 



NM 022086 



Homo sapien s hypothetical protein PI p373c6 (P1P373C6), mRNA 



NM 058183 



?° m °^P iens engulfinent and cell motility 2 (ced-12 homolog, C. elegans) 
(ELMQ2), mRNA 



Homo sapien s SON DNA binding protein (SON), mRNA 



NM 003103 



NM 030767 



Homo sapien s SON DNA binding protein (SON), mRNA 



NM 



058191 
NM 015657 



Homo sapien s AT-hook transcription factor AKNA (AKNA), mRNA 



Homo sapiens chromosome 21 open reading frame 66 (C21orf56), mRNA 



Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 12 
(ABCA12), mRNA 



NM 020427 



NM 021638 



Homo sapien s ARS component B (ARS). mRNA 



NM 005782 



Homo sapie ns actin filament associated protein (AFAP), mRNA 



NM 031916 
NM 024083 



Homo sapien s transcriptional coactivator (ALY), mRNA 



Homo sapiens AKAP-associat ed sperm protein (ASP), mRNA 



NM 058230 



5i°^.c^ ienS aIveolar soft P 311 sarcoma chromosome region, candidate 1 
(ASPSCRl), mRNA 



Homo sapie ns zinc finger protein 354B (ZNF354B), mRNA 
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NM 021935 
NM 015399 


Homo sapiens homolog of mouse Bv8 (Bombina variegata 8 kDa): prokineticm 2 
precursor (BV8), mRNA 

Homo sapiens breast cancer metastasis-suppressor 1 (BRMS1) mRNA 


NM 007073 
NMJH7726 


Homo sapiens blood vessel epicardial substance fBVES), mRNA 
Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 14D 
(PPPlR14D),mRNA 3 


NM__006451 

NM 018073 
NM 032812 


Homo sapiens polyadenylate binding protein-interacting protein 1 fPAIPl) 
mRNA Ji 

Homo sapiens SSA protein SS-56 fSS-56), mRNA 

Homo sapiens tumor endothelial marker 7-relatftH nrpnirc^ rm\A-rD\ t»xt a 


NM 022748 
NM 032777 
NMJ)22779 

iNJYL U1o4j4 

NM 016489 
NM 078483 


Homo sapiens tumor endothelial marker 6 (TEM6), mRNA 

Homo sapiens tumor endothelial marker 5 precursor (TEM5) mRNA 

Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 1 (DDX31), 

mRJNfA. 

Homo sapiens nucleolar protein ANKT (ANKT), mRNA 

Homo sapiens uridine 5' monophosphate hydrolase 1 (UMPH1) mRNA 


NM 019606 
NM 015256 
NM_003393 


Homo sapiens lysosomal amino acid transporter 1 (LYAAT1) mRNA 
Homo sapiens hypothetical protein FU20257 (FLJ20257) mRNA 
Homo sapiens fatty-acid-Coenzyme A liease, long-chain 6 (FACL6), mRNA 
Homo sapiens wingless-type MMTV integration site family, member 8B 
(WNT8B), mRNA 


NM_058244 


Homo sapiens wineless-tvne MMTV in t^m-afinn r tt: — ■ 

" TTiii 6 ii ' M tjrpciYuvn v lniegrauon site iamily, member 8 A 

(WNT8A), transcript variant 2, mRNA 


NM_058238 


Homo sapiens wmgless-type MMTV integration site family, member 7B 
(WNT7B), mRNA 


NM_004625 

NM 058242 
NM 005555 


Homo sapiens wmgless-type MMTV integration site family, member 7A 
(WNT7A), mRNA 

Homo sapiens keratin 6C (KRT6C), mRNA 

Homo sapiens keratin 6B (KRT6B), mRNA 


NM 005554 
NMJ)58207 


Homo sapiens keratin 6A (KRT6A), mRNA 

Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant E 
mRNA 9 


NM_058206 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant B 
mRNA 


NM_058203 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant C 
mRNA 


NMJ)58202 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant H 
mRNA 


NM_058201 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant D 
mRNA ' 


NMJ)58200 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant G 
mRNA 


NM016512 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant A, 
mRNA 


NMJ)57180 


Homo sapiens vacuolar protein sorting 29 (yeast) (VPS29), transcript variant 2 
mRNA ' 


NMJ) 16226 


Homosapiens vacuolar protein sorting 29 (yeast) (VPS29), transcript variant 1, 


NM_053004 

NM 003902 3 
NM 058217 1 


?™vwL^r leoMs binding ^ (G protein) ' beta P 01 ^* 5 

Homo sapiens far upstream element (FUSm hinding protein 1 (FUBPH mRNA 
Homo sapiens KAU51 homolog C (S. cerevisiae) (RAD51C). transcript variant 
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NM_058216 


3, iiiRNA 

Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 
1, mRNA 


NMJ)02876 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 
2, mRNA 


NM_058179 


Homo sapiens phosphosenne aminotransferase (PSA), transcript variant 1 
mRNA * 


NM_021154 


Homo sapiens phosphosenne aminotransferase (PSA), transcript variant 2 
mRNA ' 


NMJ)78469 


Homo sapiens BRCA2 and CDKN1A interacting protein (BCCIP), transcript 
variant C, mRNA F 


NM_078468 


Homo sapiens BRCA2 and CDKN1A interacting protein (BCOP), transcript 
variant B, mRNA y 


NM_016567 


Homo sapiens BRCA2 and CDKN1 A interacting protein (BCCIP), transcript 
variant A, mRNA v 


NMJ)58177 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcript variant 2 
mRNA ' 


NM_058176 
NM 012181 

INiVi UUJdUZ 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcript variant 1 
mRNA ' 

Homo sapiens FK506 binding protein like (FKBPL), mRNA 
Homo sapiens FK506 binding protein 8 (38kD) (FKBP8) mRNA 


NM 004117 

JNiVL UU2U14 

NM_057092 


Homo sapiens FK506 binding protein 6 D6kD) (FKBP6), mRNA 

Homo sapiens FK506 binding protein 5 (FKBP5), mRNA 

Homo sapiens FK506 binding protein 4 (59kD) (FKBP4) mRNA 

Homo sapiens FK506 bmding protein 2 (13kD) (FKBP2), transcript variant 2 

mRNA 


NM_004470 


Homo sapiens FK506 binding protein 2 (13kD) (FKBP2), transcript variant 1 
mRNA * 


NMJ)04ll6 


Homo sapiens FK506 binding protein IB (12.6 kD) (FKBP1B), transcript variant 
1, mRNA 


NMJ)54033 


Homo sapiens FK506 binding protein IB (12.6 kD) (FKBP1B), transcript variant 
2, mRNA v 


NM_000801 


Homo sapiens FK506 bmding protein 1A (12kD) (FKBP1A), transcript variant 
12B, mRNA 


NMJ)54014 


Homo sapiens FK506 binding nrntpin l A (\i\rVC\ /tftjdi a\ a ■ , . \ 

1 o a . umuuig prurcm i j\ { ukv) (t&jsrl A), transcript vanant 

12A, mRNA 


NM_057175 


Homo sapiens hypothetical protein FU13340 (FU13340), transcript variant l 
mRNA ' 


NMJ)25085 

NM_0l4708 
NM 058199 


Homo sapiens hypothetical protein FU13340 (FU13340), transcript variant 2 
mRNA ' 

Homo sapiens kinetochore associated I (KNTCl), mRNA 


NM 014970 

NM__057174 
NM 033118 


Homo sapiens olfactomedin I fOLFMl), transcript variant 3. mRNA 
ffomo sapiens olfactomedm I (OLFMl), transcript variant l, mRNA 
Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 2 
mRNA ' 

Homo sapiens myosin light chain ldnaQp o cV^i^tni «,,,pni fl mrvr t^>\ n \r a 
~z J °^ ulidUJ Kinase z, sKeietai muscle (MYLK2), mRNA 


NM 019117 
NM_005103 


f mo 5a P ICTS kelch-Iike 4 (Drosonhila) (KLHL4). transcript variant 1. mRNA 
Homo sapiens tasciculation and elongation protein zeta 1 (zyzm D fFEZn 
transcript variant 1, mRNA 


NMJ)22549 
NM 005112 


Homo sapiens fasciculation and elongation protein zeta 1 (zvsrin D (FE7U 
transcript variant 2, mRNA M h 
Homo sapiens WD repeat domain 1 (WDR1). transcript variant 2 mRNA 
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NM 017491 




NM 001862 


1 Homo sapiens WD repeat domain 1 (WDR1), transcript variant 1 mRNA 
1 Homo sapiens cytochrome c oxidase subunit Vb (COX5B), nuclear gene 


NM_004255 
NM 057162 


I Homo sapiens cytochrome c oxidase subunit Va (COX5A), nuclear gene 

1 Homo sapiens kelch-like 4 (Drosophila) (KLHL4), transcrint variant 2 mRNA 


NM 033427 

■*■ 'ATI. Vvv WlLr / 

NMJW1799 


1 Homo sapiens cortactin binding protein 2 (COR1BP2), mRNA 
Homo sapiens cyclin-dependent kinase 7 (M015 homolog, Xenopus laevis cdk- 
activating Kinase) (CDK7), mRNA 


NMJ)57089 


j Homo sapiens adaptor-related protein complex 1, sigma 1 subunit (AP1S1) 
transcript variant 2, mRNA ~ 


NM_001283 


1 Homo sapiens adaptor-related protein complex 1, sigma 1 subunit (API SI) 
transcript variant 1 a mRNA 


NMJ)05148 


Homo sapiens unc-119 homolog (C. elegans) (UNC119), transcript variant 1, 
1 mRNA 


NM_054035 
NM 017675 


Homo sapiens unc-119 homolog (C. elegans) (UNCI 19), transcript variant 2 
mRNA 


NMJ3O2401 
NM 003728 


■nomo sapiens protocaanerin LKC (PC-LKC), mRNA 

1 Homo sapiens rmtogen-activated protein kinase kinase kinase 3 (MAP3K3), 
} mRJ^TA. 

Homo sapiens unc-5 homolog B (C. elegans) (UNC5C), mRNA 


NM 004673 
NM 054016 


Homo sapiens angiopoietin-like 1 (ANGPTL1), mRNA 
Homo sapiens FUS interacting protein (serine-arginine rich) 1 (FUSP1) 
i u djibtnpi variant z, itikinA 


NMJ)06625 


Homo sapiens FUS mteracting protein (serine-arginine rich) 1 (FUSIP1) 
Lidnscript variant I, mKNA 


NM_054027 


Homo sapiens ankylosis, progressive homolog (mouse) (ANKH), transcript 
van an i z, mKJNA 


NMJU9847 j 


Homo sapiens ankylosis, progressive homolog (mouse) (ANKH), transcriDt 
vanant 1, mRNA 


NM_006363 | 


Homo sapiens Sec23 homolog B (S. cerevisiae) (SEC23B), transcript variant 1 " 
mRNA 


NMJ)32986 


Ho^sapwns Sec23 homolog B (S. cerevisiae) (SEC23B), transcript variant 3, 


NM_032985 J 
NM 053285 j 


Homo sapiens Sec23 homolog B (S. cerevisiae) (SEC23B), transcript variant 2, 
mRNA 


NM_018440 
NM 014479 


xxumu sapiens teictin 1 (JLJiKJ 1), mRNA 

Homo sapiens phosphoprotein associated with glycosphingolipid-enriched ~ 
microdomains (PAG), mRNA 

Homo sapiens ADAM-like. decysin 1 (ADAMDEC1V mRNA 


NM 016545 
NMJ)52820 J 


Homo sapiens unmediate early response 5 (IER5), mRNA 

2 °i2*NA lCnS C ° r0mn ' aCtin ^ lnding Wotein, 2A (COR02A), transcript variant 


NMJW3389 j 
NM 032587 


1 mRNA GOr0nm ' aCtm oindm g Protein, 2A (COR02A), transcript variant 


NMJ)52814 


Homo sapiens caspase recruitment Hn m in family mrmher fi fTARTVT* tni?MA 
Homo sapiens caspase recruitment domain family, member 9 (CARD9) 
transcript variant 2, mRNA 


NM_052813 ] 

1 


Homo sapiens caspase recruitment domain family, member 9 (CARD9) 
transcript variant 1 , mRNA 


NM_022352 J 
— I t 


Homo sapiens caspase recruitment domain family, member 9 (CARD9) 
ranscnpt variant 3, mRNA 
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NM 052978 


Homo sapiens tripartite motif-containing 9 (TRIM9), transcript variant 2 mRNA 


NM 015163 


Homo sapiens tripartite motif-containing 9 (TRIM9), transcript variant 1 mRNA 


NMJ)52840 


Homo sapiens bruno-like 6, RNA binding protein (Drosophila) (BRUNOL6), 
mRNA 


NM 000967 


Homo sapiens ribosomal protein L3 (RPL3), mRNA 


NM 015125 


Homo sapiens capicua homolog (Drosophila) (CIC), mRNA 


NM 018256 


Homo sapiens WD repeat domain 12 (WDR12), mRNA 


NM_016601 


Homo sapiens potassium channel, subfamily K, member 9 (TASK-3) (KCNK9) 
mRNA ' V h 


NM 033415 


Homo sapiens hypothetical gene MGC19595 (MGC19595), mRNA 


NM 001253 


Homo sapiens CDC5 cell division cycle 5-like (S. pombe) (CDC5L), mRNA 


NM_007065 


Homo sapiens CDC37 cell division cycle 37 homolog (S. cerevisiae) (CDC37) 
mRNA 


NMJ)03504 


Homo sapiens CDC45 cell division cycle 45-like (S. cerevisiae) (CDC45L), 
mRNA 


NM_006035 


Homo sapiens CDC42 binding protein kinase beta (DMPK-like) (CDC42BPB) 
mRNA 


NMJM4472 


Homo sapiens cell division cycle 42 (GTP binding protein, 25kD) (CDC42), 
transcript variant 2, mRNA 


NMJ)01791 


Homo sapiens cell division cycle 42 (GTP binding protein, 25kD) (CDC42), 
transcript variant 1, mRNA 


NM_001254 


Homo sapiens CDC6 cell division cycle 6 homolog (S. cerevisiae) (CDC6) 
mRNA 


NM 022894 


Homo sapiens poly(A) polymerase gamma (PAPOLG), mRNA 


NM_033655 


Homo sapiens cell recognition molecule CASPR3 (CASPR3), transcript variant 
l,mRNA F 


NMJ)24879 


Homo sapiens cell recognition molecule CASPR3 (CASPR3), transcript variant 
2, mRNA H 


NM_012115 


Homo sapiens CASP8 associated protein 2 (CASP8AP2), mRNA 


NM 012173 


Homo sapiens F-box only protein 25 (FBX025), mRNA 


NM 033624 


Homo sapiens F-box onlv protein 21 (FBX021), transcript variant 1, mRNA 


NM 015002 


Homo sapiens F-box only protein 21 (FBX021), transcript variant 2, mRNA 


NM 033625 


Homo sapiens nbosomal protein L34 (RPL34), transcript variant 2, mRNA 


NM 000995 


Homo sapiens nbosomal protein L34 (RPL34), transcript variant 1, mRNA 


NM_033540 


Homo sapiens mitofusin 1 (MFN1), transcript variant 1, mRNA 


NM 005612 


Homo sapiens RE 1 -silencing transcription factor (REST), mRNA 


NM 007085 


Homo sapiens folhstatin-like 1 (FSTL1), mRNA 


NM 000993 


Homo sapiens ribosomal protein L3 1 (RPL3 1), mRNA 


NM 012180 


Homo sapiens F-box onlv protein 8 (FBX08), mRNA 


NM 033182 


iAumu aapiciib r-oox protein roAJU (rJoAJO), mRNA 


NM 033406 


Homo sapiens F-box only protein 3 (FBX03), transcript variant 2, mRNA 


NM 012175 


Homo sapiens F-box only protein 3 (FBX03), transcript variant l, mRNA 


NM 017425 


Homo sapiens sperm autoantigenic protein 17 (SPA17), mRNA 


NM 005633 


iomo sapiens son of sevenless homolog 1 (Drosophila) (SOS1), mRNA 


NM_003333 
NM 019894 


Homo sapiens ubiquitin A-52 residue ribosomal protein fusion product 1 I 
\pBA52), mRNA 


"NM_033313 


Homo sapiens transmembrane protease, serine 4 (TMPRSS4), mRNA 1 
Homo sapiens CDC14 cell division cycle 14 homolog A (S. cerevisiae) 1 
(CDC14A), transcript variant 3, mRNA 


NMJ)33312 
NM 003672 


Homo sapiens CDC14 cell division cycle 14 homolog A (S. cerevisiae) 
(CDC14A), transcript variant 2, mRNA 

Homo sapiens CDC14 cell division cycl 14 homolog A (S. cerevisiae) 
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(CDC14A), transcript variant 1, mRNA 


NMJ)05786 


Homo sapiens serologically defined colon cancer antigen 33 (SDCCAG33) 
mRNA h 


NM_003618 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 3 
(MAP4K3), mRNA 


NM_006577 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
1 (B3GNT1), transcript variant 1 , mRNA 


NM_020981 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
1 (B3GALT1), mRNA >P°iypepuae 


NM_033252 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N.acetylglucosaminyltransferase 
_ 1 (B3GNT1), transcript variant 2, mRNA 


NM 002954 


Homo sapiens nbosomal protein S27a (RPS27A), mRNA 


NM 000971 


Homo sapiens nbosomal protein L7 (RPL7), mRNA 


NM 033344 


Homo sapiens egl nine homolog 3 (C. elegans) (EGLN3), mRNA 


NM 024023 


Homo sapiens unkempt-like (Drosophila) (UNKL), mRNA 


NM_033221 


Homo sapiens tripartite motif-containing 14 (TRIM14), transcriDt variant 4 
mRNA 


NMJ)33220 


Homo sapiens tripartite motif-containing 14 (TRIM14V transcript variant 3 
mRNA 


NM 033219 


Homo sapiens tripartite motif-containing 14 (TRIM14), transcript variant 2 
mRNA 


NMJH4788 


Homo sapiens tripartite motif-containing 14 (TRJM14), transcript variant 1 
mRNA 


NM 006074 


Homo sapiens tripartite motif-containing 22 (TRIM22) t mRNA 


NM 012210 


Homo sapiens tripartite motif-containing 32 (TRIM32), mRNA 


NM_007276 


Homo sapiens chromobox homolog 3 (HP1 gamma homolog, Drosophila) i 
(CBX3),mRNA * P ; 


NM_025227 


Homo sapiens hypothetical protein dJ726C3.2 (DJ726C3.2), mRNA 


NM 015271 


Homo sapiens tripartite motif-containing 2 (TRJM2), mRNA 


NMJH7838 


Homo sapiens nucleolar protein family A, member 2 (H/ACA small nucleolar 

* J * w * ** V*-*/.* ^x^/x x ijii lull llUvl&Ulcu 

RNPs) (NOLA2), mRNA 


NMJ)32993 


Homo sapiens nucleolar protein family A, member 1 (H/ACA small nucleolar 
RNPs) (NOLA1), transcript variant 2, mRNA 


NM_0 18983 


Homo sapiens nucleolar protein family A, member 1 (H/ACA small nucleolar 
RNPs) (NOLA1), transcript variant 1, mRNA 


NM_004722 


Homo sapiens adaptor-related protein complex 4, mu 1 subunit ( AP4MH 
mRNA * ' v /> 


NM_033066 
NM 033030 


Homo sapiens membrane protein, palmitoylated 4 (MAGUK p55 subfamily 
member 4) (MPP4), mRNA 


NMJXM216 


Homo sapiens bol, boule-like (Drosophila) (BOLL), mRNA 

Homo sapiens death effector domain-containing (DEDD), transcript variant 2 

mRl^A. * x 


NM_032998 


Homo sapiens death effector domain-containing (DEDD), transcript variant 1 
mRNA 


NM_O3301O 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 4, mRNA 


NM 033009 1 


Homo sapiens poly(rC) bmding protein 4 (PCBP4), transcript variant 2, mRNA 


NM 033008 


Homo sapiens polyfrC) bindine protein 4 (PCBP4), transcript variant 3. mRNA 


NM 020418 


Homo sapiens poly(rC) bmding protein 4 (PCBP4), transcript variant 1. mRNA 


NM 032944 


Homo sapiens senne/threomne kinase 3 1 (STK3 1), transcript variant 2, mRNA 


NM 031414 
NM 014302 
NM 013336 


Homo sapiens senne/threomne kinase 31 (STK31), transcript variant 1, mRNA 

Homo sapiens Sec61 gamma (SEC61G), mRNA 

Homo sapiens protein transport protein SEC61 alpha subunit isoform 1 
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(SEC61Al),rnRNA 


NM 031431 


Homo sapiens tethering factor SEC34 (SEC34), mRNA 


NM 015490 


Homo sapiens secretory pathway component Sec3 1B-1 (SEC31B-1), mRNA 


NM_004892 


Homo sapiens SEC22 vesicle trafficking protein-like 1 (S. cerevisiae) 
(SEC22L1), mRNA 


NM 032970 


Homo sapiens vesicle trafficking protein (SEC22C), transcript variant 1, mRNA 


NM 000969 


Homo sapiens ribosomal protein L5 (RPL5), mRNA 


NM_005034 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide K (7.0kD) 
(POLR2K), mRNA 


NM 014459 


Homo sapiens protocadherin 17 (PCDH17), mRNA 


NM 032961 


Homo sapiens protocadherin 10 (PCDH10), transcript variant 1, mRNA 


NM 020815 


Homo sapiens protocadherin 10 (PCDH10), transcript variant 2, mRNA 


NM_031988 


Homo sapiens mitogen-activated protein kinase kinase 6 (MAP2K6), transcript 
variant 2, mRNA 


NM_002758 


Homo sapiens mitogen-activated protein kinase kinase 6 (MAP2K6), transcript 
variant 1, mRNA 


NM_032419 


Homo sapiens dorn-3 homolog Z (C. elegans) (DOM3Z), transcript variant 1, 
mRNA 


NM_032966 


Homo sapiens Burkitt lymphoma receptor 1, GTP binding protein (BLR1), 
transcript variant 2, mRNA 


NM_001716 


Homo sapiens Burkitt lymphoma receptor 1, GTP binding protein (BLR1), 
transcript variant 1, mRNA 


NM_004951 


Homo sapiens Epstein-Barr virus induced gene 2 (lymphocyte-specific G 
protein-coupled receptor) (EBI2), mRNA 


NM 004874 


Homo sapiens BCL2-associated athanogene 4 (BAG4), mRNA 


NM 001016 


Homo sapiens ribosomal protein S12 (RPS12), mRNA 


NM 031994 


Homo sapiens ring finger protein 17 (RNF17), transcript variant short, mRNA 


NM 031271 


Homo sapiens testis expressed sequence 15 (TEX15), mRNA 


NM_0 18995 


Homo sapiens MovlOll, Moloney leukemia virus 10-like 1, homolog (mouse) 
(MOV10L1), mRNA 


NM_032510 


Homo sapiens par-6 partitioning defective 6 homolog gamma (C. elegans) 
(PARD6G), mRNA 


NM_006704 


Homo sapiens suppressor of G2 allele of SKP1, S. cerevisiae, homolog of 
(SGT1), mRNA 


NM_031968 


Homo sapiens nuclear prelamin A recognition factor (NARF), transcript variant 
2, mRNA 


NM_0 12336 


Homo sapiens nuclear prelamin A recognition factor (NARF), transcript variant 
l,mRNA 


NM 003980 


Homo sapiens microtubule-associated protein 7 (MAP7), mRNA 


NM 032380 


Homo sapiens elongation factor G2 (EFG2), mRNA 


NMJ)32214 


Homo sapiens Src-like-adaptor 2 (SLA2), mRNA 


NM 020064 


Homo sapiens BarH-like 1 (Drosophila) (BARHL1), mRNA 


NM_005916 


Homo sapiens MCM7 minichromosome maintenance deficient 7 (S. cerevisiae) 
(MCM7), mRNA 


NM_004098 


Homo sapiens empty spiracles homolog 2 (Drosophila) (EMX2), mRNA 


NM 005826 


Homo sapiens heterogeneous nuclear ribonucleoprotein R (HNRPR), mRNA 


NM_006418 


Homo sapiens differentially expressed in hematopoietic lineages (GW1 12), 
mRNA 


NMJ)05016 


Homo sapiens poly(rC) binding protein 2 (PCBP2), transcript variant 1, mRNA 


NM 031989 


Homo sapiens polyfrC) binding protein 2 (PCBP2), transcript variant 2, mRNA 


NM 006196 


Homo sapiens polvfrC) binding protein 1 (PCBP1), mRNA 


NM 031844 


Homo sapiens heterogeneous nuclear ribonucleoprotein U (scaffold attachment 
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factor A) (HNRPU), transcript variant 1, mRNA 


NM 004501 


Homo sapiens heterogeneous nuclear ribonucleoprotein U (scaffold attachment 
factor A) (HNRPU), transcript variant 2, mRNA 


NM_004500 


Homo sapiens heterogeneous nuclear ribonucleoprotein C (C1/C2) (HNRPC), 
transcript variant 2, mRNA 


NMJJ31314 


Homo sapiens heterogeneous nuclear ribonucleoprotein C (C1/C2) (HNRPC), 
transcript variant 1, mRNA 


NM_031370 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
RNA binding protein 1, 37kD) (HNRPD), transcript variant 1, mRNA 


NMJ)31369 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
RNA binding protein 1, 37kD) (HNRPD), transcript variant 2, mRNA 


NM_002138 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
RNA binding protein 1, 37kD) (HNRPD), transcript variant 3, mRNA 


NMJ)03903 


Homo sapiens CDC16 cell division cycle 16 homolog (S. cerevisiae) (CDC16), 
mRNA 


NM_031483 


Homo sapiens itchy homolog E3 ubiquitin protein ligase (mouse) (ITCH) 
mRNA 


NM 031907 


Homo sapiens ubiquitin specific protease 26 (USP26), mRNA 


NM 031866 


Homo sapiens frizzled homolog 8 (Drosophila) (FZD8), mRNA 


NG_000004 


Homo sapiens genomic cytochrome P450, subfamily mA (niphedipine oxidase) 
(CYP3 A) on chromosome 7 


NM_001788 


Homo sapiens CDC10 cell division cycle 10 homolog (S. cerevisiae) (CDC10), 
mRNA 


NMJ304276 


Homo sapiens calcium binding protein 1 (calbrain) (CABP1), transcript variant 
2, mRNA 


NM_031205 


Homo sapiens calcium binding protein 1 (calbrain) (CABP1), transcript variant 
1, mRNA 


NM_000784 


Homo sapiens cytochrome P450, subfamily XXVHA (steroid 27-hydroxylase, 
cerebrotendinous xanthomatosis), polypeptide 1 (CYP27A1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 031491 


Homo sapiens retinol binding protein 5, cellular (RBP5), mRNA 


NMJ)06929 


Homo sapiens superkiller viralicidic activity 2-like (S. cerevisiae) (SKJY2L), 
mRNA 


NM 001447 


Homo sapiens FAT tumor suppressor homolog 2 (Drosophila) (FAT2) mRNA ! 


NM_007242 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 19 (DBP5 
homolog, yeast) (DDX19), mRNA 


NM_006773 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 18 (Myc- 
regulated) (DDX18), mRNA 


NM_030655 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 1 (CHLl-like 
helicase homolog, S. cerevisiae) (DDX1 1), transcript variant 3, mRNA 


NMJ)30653 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 1 (CHLl-like 
helicase homolog, S. cerevisiae) (DDX1 1), transcript variant 1, mRNA 


NM_000770 


Homo sapiens cytochrome P450, subfamily EC (mephenytoin 4-hydroxylase), 
polypeptide 8 (CYP2C8), transcript variant Hpl-1, mRNA 


NMJ)30878 


Homo sapiens cytochrome P450, subfamily EC (mephenytoin 4-hydroxylase), 
polypeptide 8 (CYP2C8), transcript variant Hpl-2, mRNA 


NMJH2239 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 3 (S. 
cerevisiae) CSIRT3), mRNA 


NMJ)30593 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (SIRT2), transcript variant 2, mRNA 


NMJH2237 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (SIRT2), transcript variant 1, mRNA 
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NMJH2238 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 1 (S. 
cerevisiae) (SIRTl), mRNA 


NMJ)3l309 


Homo sapiens scratch homolog l, zinc finger protein (Drosophila) (SCRTl), 
mRNA 


NM 031278 


Homo sapiens tudor domain containing l (TDRDl), mRNA 


NM 031277 


Homo sapiens ring finger protein 17 (RNF17), transcript variant long, mRNA 


NM 031276 


Homo sapiens testis expressed sequence 1 1 (TEX1 1), mRNA 


NM 031273 


Homo sapiens testis expressed sequence 13B (TEX13B), mRNA 


NM 031272 


Homo sapiens testis expressed sequence 14 (TEX14), mRNA 


NMJ)06636 


Homo sapiens methylene tetrahydrofolate dehydrogenase (NAD+ dependent), 
methenyltetrahydrofolate cyclohydrolase (MTHFD2), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_022818 


Homo sapiens microtubule-associated proteins 1 A/IB light chain 3 
(MAPI A/1BLC3), mRNA 


NM 018607 


Homo sapiens hypothetical protein PR01853 (PRO 1853), mRNA 


NM 004856 


Homo sapiens kinesin-like 5 (mitotic kinesin-like protein 1) (KNSL5), mRNA 


NM 030979 


Homo sapiens poly(A) binding protein, cytoplasmic 3 (PABPC3), mRNA 


NM 030770 


Homo sapiens transmembrane protease, serine 5 (spinesin) (TMPRSS5), mRNA 


NM_002545 


Homo sapiens opioid binding protein/cell adhesion molecule-like (OPCML), 
mRNA 


NM 014676 


Homo sapiens pumilio homolog 1 (Drosophila) (PUM1), mRNA 


NM 030673 


Homo sapiens SEC13-like 1 (S. cerevisiae) (SEC13L1), mRNA 


NMJW3342 


Homo sapiens ubiquitin-conjugating enzyme E2G 1 (UBC7 homolog, C. 
elegans) (UBE2G1), mRNA 


NM 022051 


Homo sapiens egl nine homolog 1 (C. elegans) (EGLN1), mRNA 


NM 015577 


Homo sapiens retinoic acid induced 14 (RAI14), mRNA 


NM 012170 


Homo sapiens F-box only protein 22 (FBX022), mRNA 


NM 022304 


Homo sapiens histamine receptor H2 (HRH2), mRNA 


NMJ)22333 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein-like 1 
(TIAL1), transcript variant 2, mRNA 


NM_003252 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein-like 1 
(HAL1), transcript variant 1, mRNA 


NM 017910 


Homo sapiens hypothetical protein FLJ20628 (FLJ20628), mRNA 


NM 012384 


Homo sapiens glucocorticoid modulatory element binding protein 2 (GMEB2), 
mRNA 


NM_006118 


Homo sapiens HS1 binding protein (HAX1), mRNA 


NM 022740 


Homo sapiens homeodomain interacting protein kinase 2 (HIPK2), mRNA 


NM 002005 


Homo sapiens feline sarcoma oncogene (FES), mRNA 


NM 014757 


Homo sapiens mastermind-like 1 (Drosophila) (MAML1), mRNA 


NM_025136 


Homo sapiens optic atrophy 3 (autosomal recessive, with chorea and spastic 
paraplegia) (OPA3), mRNA 


NMJ)24505 


Homo sapiens NADPH oxidase, EF hand calcium-binding domain 5 (NOX5), 
mRNA 


NMJ)22362 


Homo sapiens MMS19-like (MET18 homolog, S. cerevisiae) (MMS19L), 
mRNA 


JNJVl UUUZJO 


Homo sapiens myosin binding protein C, cardiac (MYBPC3), mRNA 


NM_000276 


Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcript variant 
a, mRNA 


NM_001587 


Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcript variant 
b, mRNA 


NM_001407 


Homo sapiens cadherin, EOF LAG seven-pass G-type receptor 3 (flamingo 
homolog, Drosophila) (CELSR3), mRNA 
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X.TX at f\t\ 1 At\e% 

NM_00l408 


Homo sapiens cadherrn, EGF LAG seven-pass G-type receptor 2 (flamingo 
homolog, Drosophila) (CELSR2), mRNA 


NM_005735 


Homo sapiens ARP1 actin-related protein 1 homolog B, centractin beta (yeast) 
(ACTR1B), mRNA 


NMJ)l2254 


Homo sapiens very long-chain acyl-CoA synthetase homolog 2 (VLCS-H2), 
mRNA 


NM 012331 


Homo sapiens methionine sulfoxide reductase A (MSRA), mRNA 


NM 016596 


Homo sapiens histone deacetylase 7A (HDAC7A), transcript variant 2, mRNA 


NM 015401 


Homo sapiens histone deacetylase 7A (HDAC7A), transcript variant 1, mRNA 


NM_004082 


Homo sapiens dynactin 1 (p!50, glued homolog, Drosophila) (DCTN1), 
transcript variant 1 , mRNA 


NM_023019 


Homo sapiens dynactin 1 (pi 50, glued homolog, Drosophila) (DCTN1), 
transcript variant 2, mRNA 


NM 002893 


Homo sapiens retinoblastoma binding protein 7 (RBBP7), mRNA 


NMJ)23001 


Homo sapiens retinoblastoma binding protein 1 (RBBP1), transcript variant 3 
mRNA 


NMJ)23000 


Homo sapiens retinoblastoma binding protein 1 (RBBP1), transcript variant 2 
mRNA 


NM_002892 


Homo sapiens retinoblastoma binding protein 1 (RBBP1), transcript variant 1 
mRNA 


NM 024408 


Homo sapiens Notch homolog 2 (Drosophila) (NOTCH2), mRNA 


NMJ)12311 


Homo sapiens KIN, antigenic determinant of recA protein homolog (mouse) 
(KIN), mRNA 


NM_021938 


Homo sapiens bruno-like 5, RNA binding protein (Drosophila) (BRUNOL5) 
mRNA 


NM_020180 


Homo sapiens bruno-like 4, RNA binding protein (Drosophila) (BRUNOL4) 
mRNA 


NM 005868 


Homo sapiens BET1 homolog (S. cerevisiae) (BET1), mRNA 


NM__002467 


Homo sapiens v-myc myelocytomatosis viral oncogene homolog (avian) (MYC), 
mRNA 


NM_022817 


Homo sapiens period homolog 2 (Drosophila) (PER2), transcript variant 1, 
mRNA 


NM_003894 


Homo sapiens period homolog 2 (Drosophila) (PER2), transcript variant 2, 
mRNA 


NM 006660 


Homo sapiens ClpX caseinolytic protease X homolog (E. coli) (CLPX), mRNA 


NM 012394 


Homo sapiens prefoldin 2 (PFDN2), mRNA 


NM 004234 


Homo sapiens zinc finger protein 93 homolog (mouse) (ZFP93), mRNA 


NM 005870 


Homo sapiens sin3 -associated polypeptide, 18kD (SAP18), mRNA 


NM 003350 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 2 (UBE2V2), mRNA 


NM 022476 


Homo sapiens fused toes homolog (mouse) (FTS), mRNA 


NM 022444 


Homo sapiens solute carrier family 13 (sodium/suliate symporters), member 1 
(SLC13Al),mRNA 


NM 018127 


Homo sapiens elaC homolog 2 (E. coli) (ELAC2), mRNA 


NM 014317 I 


Homo sapiens trans-prenyltransferase (TPT), mRNA 


NM_022173 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein (TIA1), 
transcript variant 2, mRNA 


NM_022037 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein (TIA1), 
transcript variant 1, mRNA 


NM 004973 


Homo sapiens jumonii homolog (mouse) (JMJ), mRNA 


NM_021971 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 
2, mRNA 


NM_0 1 3334 1 Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 
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l.mRNA 


NM 013335 


Homo sapiens GDP-mannose pyrophosphorylase A (GMPPA), mRNA 


NM 021267 


Homo sapiens LAG1 longevity assurance homolog 1 (S. cerevisiae) (LASS1), 
mRNA 


NM 005811 


Homo sapiens growth differentiation factor 1 1 (GDF1 1), mRNA 


NM_005971 


Homo sapiens FXYD domain-containing ion transport regulator 3 (FXYD3), 
transcript variant 1, mRNA 


NM_021910 


Homo sapiens FXYD domain-containing ion transport regulator 3 (FXYD3), 
transcript variant 2, mRNA 


NM 022096 


Homo sapiens ankynn repeat domain 5 (ANKRD5), mRNA 


NM 022073 


Homo sapiens egl nine homolog 3 (C. elegans) (EGLN3), mRNA 


NM_022047 


Homo sapiens differentially expressed in FDCP 6 homolog (mouse) (DEF6), 
mRNA 


NM_021778 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 2, mRNA 


NM_021777 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 3, mRNA 


NM_000152 


Homo sapiens glucosidase, alpha; acid (Pompe disease, glycogen storage disease 
type H) (GAA), mRNA 


NM 002910 


Homo sapiens renin binding protein (RENBP), mRNA 


NM_012072 


Homo sapiens complement component 1, q subcomponent, receptor 1 (C1QR1), 
mRNA 


NM_000534 


Homo sapiens PMS1 postmeiotic segregation increased 1 (S. cerevisiae) (PMS1), 
mRNA 


NM 005451 


Homo sapiens enigma (LIM domain protein) (ENIGMA), mRNA 


NM_021975 


Homo sapiens v-rel reticuloendotheliosis viral oncogene homolog A, nuclear 
factor of kappa light polypeptide gene enhancer in B-cells 3, p65 (avian) 
(RELA), mRNA 


NM 021958 


Homo sapiens H2.0-like homeo box 1 (Drosophila) (HLX1), mRNA 


NM 004139 


Homo sapiens lipopolysaccharide binding protein (LBP), mRNA 


NM 005442 


Homo sapiens eomesodermin homolog (Xenopus laevis) (EOMES) mRNA 


NM 004187 


Homo sapiens Smcx homolog, X chromosome (mouse) (SMCX), mRNA 


NM 003170 


Homo sapiens suppressor of Ty 6 homolog (S. cerevisiae) (SUPT6H), mRNA 


NM 003062 


Homo sapiens slit homolog 3 (Drosophila) (SLIT3), mRNA 


NM 003068 


Homo sapiens slug homolog, zinc finger protein (chicken) (SLUG), mRNA ! 


NM_021824 


Homo sapiens NIF3 NGG1 interacting factor 3-like 1 (S. pombe) (NIF3L1), 
mRNA 


NM 021783 


Homo sapiens ectodysplasin A2 isoform receptor (XEDAR), mRNA 


NM_004196 


Homo sapiens cyclh>dependent kinase-like 1 (CDC2-related kinase) (CDKL1), 
mRNA 


NM_000535 


Homo sapiens PMS2 postmeiotic segregation increased 2 (S. cerevisiae) (PMS2), 
mRNA 


NM_002356 


Homo sapiens myristoylated alanine-rich protein kinase C substrate (MARCKS) 
mRNA 


NM 021728 


Homo sapiens orthodenticle homolog 2 (Drosophila) (OTX2), mRNA 


NM_014588 


Homo sapiens visual system homeobox 1 homolog, CHXIO-like (zebrafish) 
(VSX1), mRNA 


NM_003503 


Homo sapiens CDC7 cell division cycle 7-like 1 (S. cerevisiae) (CDC7L1), 
mRNA 


NM_004059 


Homo sapiens cysteine conjugate-beta lyase; cytoplasmic (glutamine. 
transaminase K, kyneurenine aminotransferase) (CCBL1) mRNA 


NM 020651 


Homo sapiens pellino homolog 1 (Drosophila) (PELI1), mRNA 
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NM 018411 


Homo sapiens hairless homolog (mouse) (HR), mRNA 


NM 014569 


Homo sapiens zinc finger protein 95 homolog (mouse) (ZhP95), mRNA 


NM_012458 


Homo sapiens translocase of inner mitochondrial membrane 13 homolog B 
(yeast) CITMM13B), mRNA 


NM 000672 


Homo sapiens alcohol dehydrogenase 6 (class V) (ADH6), mRNA 


NM_003603 


Homo sapiens Arg/Abl-interacting protein ArgBP2 (ARGBP2), transcript variant 
l,raRNA 


NM_021069 


Homo sapiens Arg/Abl-interacting protein ArgBP2 (ARGBP2), transcript variant 
2, mRNA 


NM 004950 


Homo sapiens dennatan sulfate proteoglycan 3 (DSPG3), mRNA 


NM 004701 


Homo sapiens cyclin B2 (CCNB2), mRNA 


NM 021100 


Homo sapiens NFS1 nitrogen fixation 1 (S. cerevisiae) (NFS1) mRNA 


NM 021255 


Homo sapiens pellino homolog 2 (Drosophila) (PELI2), mRNA 


NM 021115 


Homo sapiens seizure related 6 homolog (mouse)-like (SEZ6L) mRNA 


NM 004756 


Homo sapiens numb homolog (Drosophila)-like (NUMBIA mRNA 


NM_004690 


Homo sapiens LATS, large tumor suppressor, homolog 1 (Drosophila) (LATS1) 
mRNA 


NM_000461 


Homo sapiens thyroid hormone receptor, beta (erythroblastic leukemia viral (v- 
erb-a) oncogene homolog 2, avian) (THRB), mRNA 


NM_021078 


Homo sapiens GCN5 general control of amino-acid synthesis 5-like 2 (yeast) 
(GCN5L2), mRNA 


NM 002877 


Homo sapiens RAD51-hke 1 (S. cerevisiae) (RAD51L1), mRNA 


NM 001552 


Homo sapiens insulin-like growth factor binding protein 4 (IGFBP4) mRNA 


NM 002487 


Homo sapiens necdin homolog (mouse) (NDN), mRNA 


NM 012425 


Homo sapiens Ras suppressor protein 1 (RSU1), mRNA 


NMJ)05618 


Homo sapiens delta-like 1 (Drosophila) (DLL1), mRNA 


NM 021038 


Homo sapiens muscleblmd-hke (Drosophila) (MBNL), mRNA 


NM_0 14268 


Homo sapiens microtubule-associated protein, RP/EB family, member 2 
(MAPRE2), mRNA 


NM_020662 


Homo sapiens MRS2-like, magnesium homeostasis factor (S. cerevisiae) 
(MRS2L), mRNA 


NM_020649 


Homo sapiens chromobox homolog 8 (Pc class homolog, Drosophila) (CBX8) 
mRNA 


NM_0 18436 


Homo sapiens allantoicase (ALLC), mRNA 


NM 020528 


Homo sapiens poly(rC) binding protein 3 (PCBP3), mRNA 


NM_0 14276 


Homo sapiens recombining binding protein suppressor of hairless (Drosophila)- 
like (RBPSUHL), mRNA 


NM 019557 


Homo sapiens hypothetical protein RP1-317E23 (LOC56181), mRNA 


NM 020347 


Homo sapiens leucine zipper transcription factor-like 1 (LZTFL1), mRNA 


NM_005744 


Homo sapiens ariadne homolog, ubiquitin-conjugating enzyme E2 binding 
protein, 1 (Drosophila) (ARIH1), mRNA 


NM 007044 


Homo sapiens katanin p60 (ATPase-containing) subunit A 1 (KATNA1) mRNA 


NM 002688 


Homo sapiens peanut-like 1 (Drosophila) (PNUTL1), mRNA 


NM_013384 


Homo sapiens LAG1 longevity assurance homolog 2 (S. cerevisiae) (LASS2) 
mRNA 


JNM UzUziO 


Homo sapiens peter pan homolog (Drosophila) (PPAN), mRNA 


NM_020182 


Homo sapiens transmembrane, prostate androgen induced RNA (TMEPAT), 
mRNA 


NM 020248 


Homo sapiens catenin. beta interacting protein 1 (CrNNBlPl), mRNA 


NM_000399 


Homo sapiens early growth response 2 (Krox-20 homolog, Drosophila) (EGR2), 
mRNA 


NM 002965 


Homo sapiens SI 00 calcium binding protein A9 (calgranulin B) (S100A9) 
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NMJJ02964 
NM 002963 


mRNA ' " — 

H £™ sapiens S10 ° CdC1Um hm6ing lpt0tein A8 N^" 1 A ) (S100A8), 
- ^gpicuo owv uuuum UuiOmg protein A/ (psoria.sin 1) (S100A7) mRNA 


NM 014624 
NM_0 19554 


_ Homo sapiens &1UU calcium binding protein Afi (calcyclin) (gi™Mf) mRNA 
Homo sapiens muu calcium binding protein A4 (calcium protein, calvasculin, 
_ meiasiasin, murine placental homolog) (S100A4). transcript variant 2. mRNA 


NMJ)02961 
NM 005978 


Homo sapiens MUU calcium binding protein A4 (calcium protein, calvasculin 
_ metastasis murine placental homolog) ( S 1 00A4), transcript variant 1 mRNA 
- Homo sapiens S100 calcium binding protein A2 (S100A2), mRNA 


NMJ)19854 


Homo sapiens ornithine decarboxylase antizyme 2 (OAZ2) mRNA 

^1!" ^J} methyltransferase-like 3 (S. cerevisiae) 
V±iJKjyii iL3) i mRNA 


NMJH9619 


HOTrosapiens par-3 partitioning defective 3 homolog (C. elegans) (PARD3), 


NM_0 17454 


Snt TrmRNA fen ' ^ bmdin8 Pr0tein (Drosopiu,a > ( STAU )> franscript 


NM 017453 


Homo sapiens staufen, RNA bmding protein (Drosophila) (STAU), transcript 
vanant T3, mRNA r 


NM 017452 
NM 003785 


variant T2 "mRNA* 6 "' (DrosophiIa) ( STAU )> transcript 


NM_0 15044 


Homo sapiens G antigen, family B. 1 (prostate associated) fGAGEBn mRNA 
Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 2 (GGA2), mRNA * 


NM 01336S 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 1 (GGA1), mRNA s 


NMJ)04781 


Homorapiens vesicle-associated membrane protein 3 (cellubrevin) (VAMP3), 


NM_018685 
NM 017927 


J i A 0 xn 0 x S n Ple ^r a f lUm ' ^ bmdin8 protein < scra P s homolo & Drosophila) 
(AJNILN), mRNA 

Homo sapiens mitofiisin 1 fMFNR transmit va ri 9 nt "> «dm a 


NM 018387 
NM 018378 
NMJ)18158 

NM 018032 
NM 017575 
NM_018696 


Homo sapiens spermatid oennuclear RNA binding protein fSTRBP) mRNA 
Homo sapiens f -box and leucine-rich repeat protein 8 (PBXL81 mRNA 

Homo sapiens LUC7-hke fS. cerevisiae) rLUC7L), mRNA 

Homo sapiens chromosome 17 openreading frame 31 (C17orf3n mRNA H 


NM_005781 
NM 016831 
NMJ)03387 

NM 005993 


Homo sapiens elaC homolog 1 (E. coli) (ELAC1), mRNA 

Homo sapiens activated p21cdc42Hs kinase (ACK1), mRNA 

Homo sapiens period homolog 3 (Drosophila) tPER3) mRNA 

Homo^sapiens Wiskott-Aldrich syndrome protein interacting protein (WASPIP), 


NM 003014 
NMJ)06744 
NM 002899 


«wuw sapiens lupuiin-specinc cnaperone d (TBCD). mRNA 
Homo sapiens secreted frizzled-related protein 4 (SFRP4), mRNA 

Homo sapiens retinol binding protein 4. plasma (RBP4) mRNA 

Homo sapiens retinol binding protein 1, cellular fRBPl), mRNA 


1 NM_005524 
NMJ)05206 

1 


Homo sapiens hairy homolog (Drosophila) (HRY), mRNA " ~H 
Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian) (CRK) 
transcript variant I, mRNA O*^. 


NMJH6823 ] 
1 

NM 016948 ] 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian) (CRK) 
ranscnpt variant H, mRNA v~*^)> 
iomo sapiens par-6 partitioning defective 6 homolog alpha ( C elegans) 
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NM 016932 

TSJA/T ft17^t< 

NM 017412 
NM 003400 
NMJ)02889 


(PARD6A), mRNA 

Homo sapiens sine oculis homeobox homolog 4 (Drosophila) (SDC4) mRNA 
Homo sapiens sine oculis homeobox homolog 2 (Drosophila) (SDC2) mRNA 
Homo sapiens kelch-like 3 (Drosophila) (KLHL3), mRNA 
Homo sapiens frizzled homolog 3 (Drosophila) (FZD3) mRNA 
Homo sapiens exportin 1 (CRM1 homoloe. veast) (XPOH mRNA 
Homo sapiens retinoic acid receptor responder (tazarotene induced) 2 
(RARRES2), mRNA 


JNM__UUoUo4 


Homo sapiens GTP-bmding protein ragB (RAGB), transcript variant RAGBs 
rnRNA * ' 


JNM_Uloo5o 
JNM UU3557 


Homo sapiens GTP-bmding protein ragB (RAGB), transcript variant RAGB1 
mRNA 

Homo sapiens galanin receptor 2 (GALR2), mRNA 


NMJ16655 


Homo sapiens GA binding protein transcription factor, beta subunit 2 (47kD) 
(GABPB2), transcript variant gamma, mRNA 


NM_002041 


Homo sapiens GA binding protein transcription factor, beta subunit 2 (47kD) 
(GABPB2), transcnpt vanant gamma, mRNA 


NM^O 16654 


Homo sapiens GA binding protein transcription factor, beta subunit 1 (53kD) 
(GABPB1), transcript variant beta, mRNA 


NM_005254 

NM 015843 
NM 015842 


Homo sapiens GA bmdmg protein transcription factor, beta subunit 1 (53kD) 
(CrABPBl), transcnpt vanant beta, mRNA 

Homo sapiens LIM domain only 7 (LM07), transcript variant 3 mRNA 
Homo sapiens LIM domain only 7 (LM07), transcriDt variant ? mPNA 


NM 002228 
NM 016178 

1>M._U I ODJ o 


Homo sapiens v-jun sarcoma virus 17 oncogene homolog (avian) (JUN) mRNA 
Homo sapiens ornithine decarboxylase antizyme 3 (OAZ3) mRNA 
Homo sapiens sirtuin silent mating type information regulation 2 homolog 7 (S 
cerevisiae) (SIRT7), mRNA ' 


NM_0 16539 
NM_016316 


Homo sapiens sirtuin silent matine tvne in forma tin-n r*»m liafiVm o c /o 
r * ij'pt liixuiiiiduuxi regulation z nomoiog o ( o 

cerevisiae) (SIRT6), mRNA 

Homo sapiens REVl-like (yeast) (REV1L), mRNA 


NM_016138 


Homo sapiens COQ7 coenzyme Q, 7 homolog ubiquinone (yeast) (COQ7) 
mRNA 


NM_016583 
NM 015886 


Homo sapiens palate, lung and nasal epithelium carcinoma associated (PLUNC) 
mRNA Ji 

Homo sapiens protease inhibitor 15 (PI15), mRNA 


NM_0 16067 
NM 015946 


Homo sapiens mitochondrial ribosomal orotein SI 8C nvfPP<s l %c\ 

*************** pi uicui uio^ ^iviAroio\»,jj nuciear gene 

encoding mitochondrial protein, mRNA 

Homo sapiens pelota homolog (Drosophila) (PELO), mRNA 


NM 016397 
xr\zf fti/;co7 

NM 016347 
NM_015727 


Homo sapiens THl-hke (Drosophila) fTHlL), mRNA 

Homo sapiens chromobox homolog 3 (HP1 gamma homolog, Drosophila) 

(CBX3),mRNA 

Homo sapiens putative N-flr.ety1tran.sferase Camrllo ° (CMf mTWA 


NM 001058 
NM_004052 


Homo sapiens tachykimn receptor 1 fTACRR transcript variant short, mRNA 
Homo sapiens tachykinin receotor 1 (TACR1), transcript variant long, mRNA 
Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 3 (BNIP3), 
nuclear gene encodinff mitop.hnnHrinl nmtpin mPxiA 


NMJU4820 
NM 014918 


nomo sapiens translocase of outer mitochondrial membrane 70 homolog A 
(yeast) (TOMM70A), mRNA 


NM^O 14707 
NM 014683 


Homo sapiens carbohydrate fchondroitin) synthase 1 (CHSY1), mRNA 
Hraiosapiens histone deacerylase 9 (HDAC9-PENDING), transcript variant 3, 

Homo sapiens unc-5 1 -lite kinase 2 (C. elegans) OJLK2V mRNA 
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NM 014874 

XJAyf H1/IA71 
INIYI UlHU/l 

NM 015700 
NM 015685 
JNJVl U 14263 
NM 014297 
NMJH4393 


Homo sapiens mitofusin 2 (MFN2), mRNA 

Homo sapiens nuclear receptor coactivator 6 (NCOA6), mRNA 

Homo sapiens HIRA interacting protein 5 (HIRIP5), mRNA 

Homo sapiens syndecan binding protein (syntenin) 2 (SDCBP2) mRNA 

Homo sapiens YMEl-hke 1 (S. cerevisiae) (YME1L1), mRNA 

Homo sapiens protein expressed in thyroid (YF13H12) mRNA 

Homo sapiens staufen, RNA binding protein, homoloe 2 /Dmcnnhi'iai /'qtatto\ 
mRNA v/«iwuig pviviu, nuiuuiug c. ^j^iusopniiaj ^oi/\.U2j, 


NMJH4403 


Homo sapiens sialyltransferase 7D ((alpha-N-acetyheuraminyI-2,3-beta- 
gaIactosyl-l,3)-N-acetyl galactosaminide alpha-2,6-sialyltransferase) (SIAT7D) 
mRNA Ji 


NM_0 14465 
NM 014485 


Homo sapiens sulfo transferase familv cvtn^olin i r m*>mK*»»- 1 /ottt ti r> i \ 
mRNA J 

Homo sapiens prostaglandin D2 synthase, hematopoietic (PGDSl mRNA 


NM_0 14303 

NM 014253 
NM 014429 
NM 006439 


Homo sapiens pescadillo homolog 1, containing BRCT domain (zebraflsh) 
(PES 1), mRNA 

Homo sapiens odz, odd Oz/ten-m homolog l(Drosophila) (ODZ1) mRNA 
Homo sapiens microrchidia homolog (mouse) (MORC) mRNA 


NM 015322 
NM 014591 
NMJ)04449 

NM 014420 

XTTV It (\ 1 A A 1 

JNM U 14421 


Homo sapiens mab-21-like 2 (C. elepans) (MAB21L2), mRNA 

Homo sapiens fem-1 homolog b (C. elegans) (FEM1B), mRNA 

Homo sapiens Kv channel interacting protein 2 (KCNIP2), mRNA 

Homo sapiens v-ets erythroblastosis vim<5 nnnn^P \w» ^t«««\ rcr>r^\ 
r va j MiiuwiBoiuaio "uuo jljZjK) uuvugene nice (avian) (xirvO") 

mRNA 

Homo sapiens dickkopf homolog 4 (Xenopus laevis) (DKK4) mRNA 
Homo sapiens dickkopf homolog 2 (Xenopus laevis) (DKK2), mRNA 


NM 014325 
JNM_0 14246 

NM 014391 


Homo sapiens coronin, actin bmdmg protein, 1C (COROIC) mRNA — 
Homo sapiens cadhenn, EGF LAG seven-pass G-type receptor 1 (flamingo 
homolog, Drosophila) (CELSR1), 'mRNA 
Homo saoiens cardiac anlcvriTi rmpnt Tvrr*t*=»i« (r* a r> r>\ ^dma 


NMJH4336 


voiwav/ ai my mi repeal protein (L/Aixr ), miCNA 

Homo sapiens aryl hydrocarbon receptor interacting protein-like 1 (AIPL1) 
mRNA Ji 


NM_0 14265 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28) 
transcript variant 1 , mRNA 


NM_0l4237 
NM 005032 


Homo sapiens a disintegrin and metalloproteinase domain 18 (ADAM 18) 
mRNA Js 
Homo sapiens plastin 3 CT iqnfnrm^ rpT mPMA 


NMJH3980 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 1 (BNP1) 
transcript variant BNIP 1 -c, mRNA 


NM_0 13979 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 1 (BNBP1) 
transcript variant BNIP 1 -b, mRNA ~ 


NMJH3978 
NM 004178 i 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 1 (BNIP1) 
transcript variant BNIP 1 -a, mRNA 


NMJ)05915 


Homo sapiens TAR (HIV) RNA binding protein 2 (TARBP2), mRNA 
Homo sapiens MCM6 mimchromosome maintenance deficient 6 (MIS5 
homolog, S. pombe) (S. cerevisiae) (MCM6), mRNA 


NM.002576 

NM_012091 
NM_005358 
NM 013451 
NM_006113 
NMJ)03869 


Homo sapiens p2l/Cdc42/Rac1-artivati»rf Wtwcp i rormn u^™~i~~ *\ 
ftvuu ^*w-TA/ixaui-<iuuvatca Kinase i (oiiizu nomoioc veasti 
(PAK1), mRNA &>?™*J 

Homo sapiens adenosme deaminase, tRNA-specific 1 (ADAT1), mRNA 

Homo sapiens LEVI domain only 7 (LM07), mRNA 

Homo sapiens fer-l-like 3, myoferlin (C. elepans) (FER1L3), mRNA 

Homo sapiens vav 3 oncogene (VAV3), mRNA 

Homo sapiens carboxvlesterase 2 (intestine, liver) (CES2), mRNA 
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NM 005721 


Homo sapiens ARP3 actin-related protein 3 homolog (yeast) (ACTR3), mRNA 


NMJ)03325 


Homo sapiens H1R histone cell cycle regulation defective homolog A (S. 
cerevisiae) (HIRA), mRNA 


NM 012242 


Homo sapiens dickkopf homolog 1 (Xenopus laevis) (DKK1), mRNA 


NM 012429 


Homo sapiens SEC14-like 2 (S. cerevisiae) (SEC14L2), mRNA 


NM 012190 


Homo sapiens formyltetrahydrofolate dehydrogenase (FTHFD), mRNA 


NMJW5069 


Homo sapiens single-minded homolog 2 (Drosophila) (SIM2), transcript variant 
SIM2, mRNA H 


NM_009586 


Homo sapiens single-minded homolog 2 (Drosophila) (SIM2), transcript variant 
SIM2s,mRNA 


NM_002610 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 1 (PDK1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 013374 


Homo sapiens programmed cell death 6 interacting protein (PDCD6IP) mRNA 


NM 013367 


Homo sapiens anaphase-promoting complex subunit 4 (APC4) mRNA 


NM 002968 


Homo sapiens sal-like 1 (Drosophila) (SALL1), mRNA 


NM 002449 


Homo sapiens msh homeo box homolog 2 (Drosophila) (MSX2), mRNA 


NM_006739 


Homo sapiens MCM5 minichromosome maintenance deficient 5, cell division 
cycle 46 (S. cerevisiae) (MCM5), mRNA 


NMJH2460 


Homo sapiens translocase of inner mitochondrial membrane 9 homolog (yeast) 
(TIMM9), mRNA 


NM_012457 


Homo sapiens translocase of inner mitochondrial membrane 13 homolog A 
(yeast) (TIMM13A), mRNA 


NMJH2456 


Homo sapiens translocase of inner mitochondrial membrane 10 homolog (veast) 
(TTMM10), mRNA ' 


NM_012450 


Homo sapiens solute earner family 13 (sodium/sulfate symporters), member 4 
(SLC13A4),mRNA 


NMJH2444 


Homo sapiens SPOl 1 meiotic protein covalently bound to DSB-like (S. 
cerevisiae) (SPOl 1), mRNA 


NMJH2240 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 4 (S 
cerevisiae) (SIRT4), mRNA 


NM 012387 


Homo sapiens peptidyl arginine deiminase, type V (PAD), mRNA 


NMJH2381 


Homo sapiens origin recognition complex, subunit 3-like (yeast) (ORC3L) 
mRNA h 


NMJU2225 


Homo sapiens nucleotide bmding protein 2 (MinD homolog, E. coli) (NUBP2) 
mRNA J V h 


NMJ)12222 


Homo sapiens mutY homolog (E. coli) (MUTYH) mRNA 


NM_0 12279 


Homo sapiens double-stranded RNA-bmding zinc finger protein JAZ (JAZ) 
mRNA w v h 


NM_012206 


Homo sapiens hepatitis A virus cellular receptor 1 (HAVCR-1), mRNA 


NM 012205 


Homo sapiens 3-hydroxyanthranilate 3,4-dioxygenase (HAAO), mRNA 


NM 012198 


Homo sapiens grancalcin, EF-hand calcium binding protein (GCA), mRNA 


NMJU2193 


Homo sapiens frizzled homolog 4 (Drosophila) (FZD4), mRNA 1 


NM 012192 


Homo sapiens fracture callus 1 homolog (rat) (FXC1), mRNA 


NM 012076 


Homo sapiens crumbs homolog 1 (Drosophila) (CRB1), mRNA 


NM012124 


Homo sapiens cysteine and histidine-rich domain (CHORD)-containing, zinc 
Dincnng protein 1 (CHORDC1), mRNA 


NM_012118 


Homo sapiens CCR4 carbon catabolite repression 4-like (S. cerevisiae) 
(CCRN4L), mRNA 


NM_012117 

NM 012108 
NM 012100 


Homo sapiens chromobox homolog 5 (HP1 alpha homolog, Drosophila) (CBX5), 
mRNA 

Homo sapiens BCR downstream signaling 1 (BRDG1), mRNA 
Homo sapiens aspartyl aminopeptidase (DNPEP), mRNA 
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NM 012094 


Homo sapiens peroxiredoxin 5 (PRDX5), mRNA 


NM 004506 


Homo sapiens heat shock transcription factor 2 (HSF2), mRNA 


NM 004423 


Homo sapiens dishevelled, dsh homolog 3 (Drosophila) (DVL3), mRNA 


NM 007374 


Homo sapiens sine oculis homeohox homolog 6 (Drosophila (SK6\ mRNA 


NM 007373 


Homo sapiens soc-2 suppressor of clear homoloe (C. eleeans) CSHOC2^ mRNA 


NM_002388 


Homo sapiens MCM3 mimchromosome maintenance deficient 3 (S cerevisiae) 
(MCM3), mRNA 


NM 004873 


Homo sapiens BCL2-associated athanogene 5 (BAG5), mRNA 


NMJ)07316 


Homo sapiens agouti related protein homolog (mouse) (AGRP), transcript 
variant 2, mRNA 


NM_003819 


Homo sapiens poly(A) binding protein, cytoplasmic 4 (inducible fomri 
(PABPC4),mRNA 


NM 005737 


Homo sapiens ADP-ribosylation factor-like 7 (ARL7), mRNA ] 


NM 002358 


Homo sapiens MAD2 mitotic arrest deficient-like 1 fveasrt flVTArm n mPWA 


NM 007264 


Homo sapiens adrenomedullin receptor (ADMR), mRNA 


NM 006870 


Homo sapiens destrin (actin depolvmerizine factor) fDSTNl mRNA 


NMJ)05476 


Homo sapiens UDP-N-acetvliducosairLme-2-enimerasp^^ 
kinase (GNE), mRNA 


NM_007309 


Homo sapiens diaphanous homoloe 2 fDrosonhila) fDIAPH2^ tranQn-mt variant 
12C, mRNA 


NM 001878 


Homo sapiens cellular retinoic acid bindine orotein 2 (CR ATW\ mPMA 


NM_000489 


Homo sapiens alpha thalassemia/mental retardation svndrome X-linked fRADSd 
homolog, S. cerevisiae) (ATRX), mRNA 


NM 002528 


Homo sapiens nth endonuclease EE-like 1 (E. coli) (NTHL1) mRNA 


NMJ)04085 


Homo sapiens translocase of inner mitochondrial membrane 8 homolog A (yeast) 
(TTMM8 A), nuclear gene encoding mitochondrial protein, mRNA 


NM 002310 


Homo sapiens leukemia inhibitory factor receptor (LIFR), mRNA 


NM 004733 


Homo sapiens acetyl-Coenzyme A transporter CACATN^ mRNA 


NM 002657 


Homo sapiens pleomorphic adenoma gene-like 2 (PLAGL2), mRNA 


NMJ)06724 


Homo sapiens mitoffen-activated orotein kinasp kinasp 1Hnac<» a (\a avxva\ 
transcript variant 2, mRNA 


NM_006882 


Homo sapiens Mdm2, transformed 3T3 cell double minute 9 hinHinn 
(mouse) (MDM2), transcript variant MDM2e, mRNA 


NMJ)06881 


Homo sapiens Mdm2, transformed 3T3 cell double minute ? n^i hindin<r nrAtoi'r. 
(mouse) (MDM2), transcript variant MDM2d, mRNA 


NM_006880 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2 nSI hinrlfnariroteiTi 
(mouse) (MDM2), transcript variant MDM2c mRNA 


NM_006879 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2b mRNA 


NM_006878 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2 r>51 hinHin a rirntein 
(mouse) (MDM2), transcript variant MDM2a, mRNA 


NM_003801 


Homo sapiens GPAA1P anchor attachment Drotein 1 homoloe fvpasfi (CIV A A 1 ^ 
mRNA 


NM 003193 


Homo sapiens tubulin-speciiic chaperone e (TBCE), mRNA 


NM_002370 


Homo sapiens mago-nashi homolog, proliferation-associated (Drosophila) 
(MAGOH), mRNA 


NM 006341 


Homo sapiens MAD2 mitotic arrest deficient-like 2 (yeast) (MAD2L2) mRNA 


NMJ)06149 


Homo sapiens lectin, galactoside-binding, soluble, 4 (galectin 4) (LGALS4), 
mRNA 


NM 003585 


Homo sapiens double C2-like domains, beta (DOC2B), mRNA 


NM_007129 


Homo sapiens Zic family member 2 (odd-paired homolog, Drosophila) (ZIC2), 
mRNA 
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NM_007279 


Homo sapiens U2 small nuclear ribonucleoprotein auxiliary factor (65kD> 
(U2AF65),mRNA 


NM 007194 


Homo sapiens CHK2 checkpoint homolog (S. pombe) (CHEK2), mRNA 


NM 007271 


Homo sapiens serine/threonine kinase 38 (STK38), mRNA 


NM 007232 


Homo sapiens histamine receptor H3 (HRH3), mRNA 


NM 007278 


Homo sapiens GABA(A) receptor-associated protein (GABARAP), mRNA 


NM 007197 


Homo sapiens frizzled homolog 10 (Drosophila) (FZD10), mRNA 


NM 007246 


Homo sapiens kelch-like 2, Mayven (DrosoDhila , l {KLHL2V mRNA 


NM 001466 


Homo sapiens frizzled homolog 2 (Drosophila) (FZD2), mRNA 


NM_006482 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorvlation reeulated kinase -2 
(DYRK2), transcript variant 2, mRNA 


NM_003583 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorvlation remilated kinase ? 
(DYRK2), transcript variant 1, mRNA 


NM_006484 


Homo sapiens dual-specificity tyrosine-(Y)-phosnhorvlation regulated kinnqp m 

* * V J \ / |/it\/u|/uuijriauv;ii ibglUttlvU Mil cloy? I D 

(DYRK1B), transcript variant c, mRNA 


NMJ)06483 


Homo sapiens dual-specificity tyrosine-fYVnhosDhorvlation reoulateH kinac* 1P 
(DYRK1B), transcript variant b, mRNA 


NM_001882 


Homo sapiens corticotropin releasing hormone binding nrntem rPRRRP^ 
mRNA 


NM_005889 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide 1 
(APOBECl), transcript variant 2, mRNA 


NM_001644 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide 1 
(APOBEC1), transcript variant 1, mRNA 


NM_006936 


Homo sapiens SMT3 suppressor of mif two 3 homolog 1 (yeast) (SMT3H1), 
mRNA 


NM 006912 


Homo sapiens Ric-like, expressed m many tissues (Drosophila) (RTT), mRNA 


NM 006910 


Homo sapiens retinoblastoma binding protein 6 (RBBP6), mRNA 


NM_007068 


Homo sapiens DMC1 dosage suppressor of mckl homoloe meiosis-snecifir 
homologous recombination (yeast) (DMC1), mRNA 


NM 007021 


Homo sapiens decidual protein induced bv progesterone (DF.PP) mRNA 


NM_007007 


Homo sapiens cleavage and polyadenylation specific factor 6, 68kD subunit 
(CPSF6),mRNA 


NM_006822 


Homo sapiens GTP-bmdmg protein homologous to Saccharomyces cerevisiae 
SEC4(SEC4L),mRNA 


NM 006843 


Homo sapiens serine dehydratase (SDS), mRNA 


NM 006746 


Homo sapiens sex comb on midlee-like 1 (Drosoohila^ (SHMT n mPWA 


NM 006824 


Homo sapiens EBNA1 binding protein 2 (EBNA1BP2), mRNA 


NM_005922 


Homo sapiens mitogen-activated protein kinase kinase kinase 4 CMAP1\Cd\ 
transcript variant 1, mRNA 


NMJ)06807 


Homo sapiens chromobox homoloe 1 (HP1 beta homoloe Drosonhiln ^ fPRYn 
mRNA 




Homo sapiens human immunodeficiency virus type I enhancer binding protein 2 
(HIVEP2), mRNA 


NMJ)06732 


Homo sapiens FBJ murine osteosarcoma viral oncogene homolog B (FOSB), 
mRNA 


XnM_UUo I2y 


Homo sapiens diaphanous homolog 2 (Drosophila) (DIAPH2), transcript variant 
156, mRNA 


NM 006829 
NM 006872 


Homo sapiens adipose specific 2 (APM2), mRNA 


NM_006796 
NM 006544 


Homo sapiens H*HA-alpha^>eta-like factor (ALF), mRNA 

Homo sapiens APG3 ATPase family gene 3-like 2 (yeast) (AFG3L2), nuclear 

gene encoding mitochondrial protein, mRNA 

Homo sapiens SEClO-like 1 (S. cerevisiae) (SEC10L1), mRNA 
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NM 006666 



NM 006509 



NM 006606 



Homo sapiens RuvB-like 2 (E. coli) (RUVBL2), mRNA 



Homo sapiens v-rel reticuloendotheliosis viral oncogene homolog B, nuclear 
factor of kappa light polypeptide gene enhancer in B-cells 3 (avian) (RELB) 
mRNA /K h 



Homo sapiens retinoblastoma binding protein 9 (RBttPQ) mRNA 



NM 006620 



NM 006561 
NM 006579 



Homo sapiens HBSl-like (S. cerevisiae) (HBS1L), mRNA 



Homo sapiens CUG triplet rep eat, RNA binding protein 2 (CUG BP2). mRNA " 

Homo SSmima cmnnomil kir^-i;.,, /_i i • ■? ~, 



NM_006560 
NM 001211 



Homo sapiens emopamil bin ding protein (sterol isomerase) (EBP). mRNA 
Homo sapiens CUG triplet repe at, RNA binding protein 1 (CUGBP1), mRNA" 



Homo sapiens BUB1 budding uninhibited by benzimidazoles 1 homolog beta 
(yeast) (BUB IB), mRNA 



NM 006374 



H^osapiens serine/threonine kinase 25 (STE20 homolog, yeast) (STK25), 



NM 006377 



NM 006357 



Homo sapiens unc-13-like (C. elegans) (UNCI 3), mRNA 



NM 006323 



H^^ge^ubiquitin-conjugating enzyme E2E 3 (UBC4/5 homolog, yeast) 



Homo^sapiens SEC24 related gene family, member B (S. cerevisiae) (SEC24B), 



NM 006364 



Homo sapien s Sec23 homolog A (S. cerevisiae) (SEC23 A), mRNA 



NM 006272 



NM 006271 



Homo sapiens S100 calciu m binding protein, beta (neura l) (SIOOB^ mRNA 



NM 006391 
NM 006265 



Homo sapie ns SI 00 calcium binding protein A l (S100A1) mRNA 



Homo sapiens RAN binding protein 7 (RANBP7), mRNA 



NM 006203 



Homo sapien s RAD21 homolog (S. pombe) (RAD21) , mRNA 



NM 006202 



Homo sapiens phosphodiesterase 4D, cAMP-specific (phosphodiesterase E3 
dunce homolog, Drosophila) (PDE4D), mRNA 



Homo sapiens phosphodiesterase 4A, cAMP-specific (phosphodiesterase E2 
dunce homolog, Drosophila) (PDE4A), mRNA 



NM 006190 



Homo sapiens origin recognition complex, subunit 2-like (yeast) (ORC2L) 
mRNA v h 



NM_006181 
NM 006168 



Homo sapiens netrin 2-like (chicken) (NTN2L), mRNA 



H pm° sa P iens NK6 transcription factor homolog A (Drosophila) (NKX6A), 



NM 006167 



NM 006159 



NM_006157 
NM 005360 



NM 006306 



Homo sapiens NK3 transcription factor homolog A (Drosophila) (NKX3 A) 
mRNA " 



Homo sapien s NEL-like 2 (chicken) (NELL2), mRNA 



Homo sapiens NEL-like 1 (chicken) (NELL1), mRNA 



Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homoloe 
(avian) (MAP). mRNA 6 8 



S3ir a ?s ienS SMC1 structural maintenance of chromosomes l-like 1 (yeast) 
(.oMLlLl), mRNA 



NM 006461 



NM 006314 



NM 006366 



Homo sapiens mitotic spindle c oiled-coil related protein (DEEPEST) mRNA 

SH^lTnSRNr t0r ° f KSR " like CDrosopMa kinase suppressor of 



Homo 



NM 006444 



sapiens aden ylyl cyclase-associated protein 2 (CAP2), mRNA 



NM 006321 



^/t??' 6118 SMC2 s^toai maintenance of chromosomes 2-like 1 (yeast) 
(SMC2L1), mRNA 



Homo sapiens ariadne homolog 2 (Drosophila) (ARIH2). mRNA 



NM 006406 



NM 006334 



— ^_ to ~ y^ W w K mt^ \r 

Homo sapien s peroxiredoxin 4 (PRDX4). mRNA 
Homo sapiens olfactomedin 1 (OLFMl). 



transcript variant 2, mRNA 



NM 004032 



NM 005985 



Homo sapiens D-aspartate oxidase (DDQ), transcript variant'2, mRNA 



Homo^sapiens snail 1 homolog, zinc finger protein (Drosophila) (SNAI1), 
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NM 006109 


Homo sapiens SKB1 homolog (S. pombe) (SKB1), roRNA 1 


NM 005982 


Homo sapiens sine oculis homeobox homolog 1 (Drosophila) (SKI), mRNA 


NM 006089 


Homo sapiens sex comb on midleg-like 2 (Drosophila) (SCML2), mRNA 


NM 005980 


Homo sapiens S100 calcium binding protein P (S100P), mRNA 


NM 005979 


Homo sapiens S100 calcium binding protein A13 (S100A13), mRNA 


NMJ)05938 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 7 (MLLT7), mRNA 


NMJ)05937 


Homo sapiens myeloid/lymphoid or nrixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 6 (MLLT6), mRNA 


NM_005936 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 4 (MLLT4), mRNA 


NM_005935 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 2 (MLLT2), mRNA 


NM.005934 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 1 (MLLT1), mRNA 


NMJ)05933 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila) (MIX), mRNA 


NM_005905 


Homo sapiens MAD, mothers against decapentaplegic homolog 9 (Drosophila) 
(MADH9), mRNA 


NM_005904 


Homo sapiens MAD, mothers against decapentaplegic homolog 7 (Drosophila) 
(MADH7), mRNA 


NM_005903 


Homo sapiens MAD, mothers against decapentaplegic homolog 5 (Drosophila) 
(MADH5), mRNA ^ v 


NM_005902 


Homo sapiens MAD, mothers against decapentaplegic homolog 3 (Drosophila) 
(MADH3), mRNA 


NMJ)05901 


Homo sapiens MAD, mothers against decapentaplegic homolog 2 (Drosophila) 
(MADH2), mRNA 


NM_005900 


Homo sapiens MAD, mothers against decapentaplegic homolog 1 (Drosophila) 
(MADH1), mRNA 8 ^ OSOpmia ' 


NM 006033 


Homo sapiens lipase, endothelial (L1PG), mRNA 


NM_006048 


Homo sapiens ubiquitination factor E4B (\JtD2 homolog, yeast) (UBE4B), 
mRNA 


NMJW6111 


Homo sapiens acetyl-Coenzyme A acyltransferase 2 (mitochondrial 3-oxoacyl- 
Coenzyme A thiolase) (ACAA2), nuclear gene encoding mitochondrial protein, 
mRNA 


NMJ)06012 


Homo sapiens ClpP casemolytic protease, ATP-dependent, proteolytic subunit 
homolog (E. coli) (CLPP), nuclear gene encoding mitochondrial protein, mRNA 


NMJ)06110 


Homo sapiens CD2 antigen (cytoplasmic tail) binding protein 2 (CD2BP2), 
mRNA 


NM 006017 


Homo sapiens prominin-like 1 (mouse) (PROML1), mRNA 


NMJW4010 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD\ transcript variant Dp427p2, mRNA 


NM_004023 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD\ transcript variant Ppl40bc, mRNA 


NM_004022 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types) 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD\ transcript variant D140ab, mRNA 


NMJ)04021 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD\ transcript variant Dpl40b, mRNA 
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NM_004020 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpl40c, mRNA 


NM_004019 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp40, mRNA 


NM_004018 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71ab, mRNA 


NM_004017 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142,DXS164,DXS206,DXS230,DXS239 DXS268 DXS269 
DXS270, DXS272 (DMD), transcript variant Dp7 la, mRNA 


NM_004016 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS 142, DXS 1 64, DXS206, DXS230, DXS239 DXS268 DXS269 
DXS270, DXS272 (DMD), transcript variant Dp7 lb, mRNA 


NMJXM015 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142,DXS164,DXS206,DXS230,DXS239 DXS268 DXS269 
DXS270, DXS272 (DMD), transcript variant Dp71 , mRNA 


NM_004014 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, OXS206, DXS230, DXS239 DXS268 DXS269 
DXS270, DXS272 (DMD), transcript variant Dpi 1 6 f mRNA 


NMJ)04013 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpl40, mRNA 


NMJ)04012 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142,DXS164,DXS206,DXS230 DXS239 DXS26R ny^fiq 
DXS270, DXS272 (DMD), transcript variant Dp260-2, mRNA 


NM_004011 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230 DXS239 DXS268 DXS?fiO 
DXS270, DXS272 (DMD), transcript variant Dp260-1 B mRNA 


NM_004009 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS 142, DXS 1 64, DXS206,DXS230 DXS239 DXS26R r>X<5?fiQ 
DXS270, DXS272 (DMD), transcript variant Dp427pl, mRNA 


NM_004007 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142,DXS164,DXS206,DXS230 DXS239 DXS268 ryxwrfQ 
DXS270, DXS272 (DMD), transcript variant Dp4271 mRNA 


NMJ)04006 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker tvne^ 
includes DXS 142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427m, mRNA 


NMJ)00109 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427c, mRNA 


NM1005657 


Homo sapiens tumor protein p53 binding protein, 1 (TP53BP1), mRNA 


NM 005632 


nomo sapiens smaii optic lobes homolog (Orosophila) (SOLH), mRNA 


NM 005631 


Homo sapiens smoothened homolog (Drosophila) (SMOH), mRNA 


NM_005621 


Homo sapiens S100 calcium binding protein A12 (calgranulin C) (S100A12) 
mRNA 


NM_005620 


Homo sapiens S 100 calcium binding protein Al 1 (calgizzarin) (S100A1 1), 
mRNA * ~ 


NM 005610 
NM 005732 


Homo sapiens retinoblastoma binding protein 4 (RBBP4), mRNA 
Homo sapiens RAD50 homolog (S. cerevisiae) (RAD50), mRNA 


NM_005591 


Homo sapiens MRE1 1 meiotic recombination 1 1 homolog A (S. cerevisiae) 
(MRE11A), mRNA 
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NMJJ05590 


Homo sapiens MRE1 1 meiotic recombination 1 1 homolog A (S. cerevisiae) 
(MRE1 1 A), mRNA 


NMJTO5585 


Homo sapiens MAD, mothers against decapentaplegic homolog 6 (Drosophila) 
(MADH6), mRNA 


NM 005584 


Homo sapiens mab-21-like 1 (C. elegans) (MAB21L1), mRNA 


NM__005582 


Homo sapiens lymphocyte antigen 64 homolog, radioprotective 105kD (mouse) 
(LY64), mRNA 


NM 005667 


Homo sapiens zinc finger protein 103 homolog (mouse) (ZFP103), mRNA 


NM 005886 


Homo sapiens katanin p80 (WmO^ntaining) subunit B 1 (KATNB1) mRNA 


NM 005860 


Homo sapiens folhstatin-like 3 (secreted glycoprotein) (FSTL3\ mRNA 


NM 005758 


Homo sapiens heterogeneous nuclear ribonucleoprotein A3 (HNRPA3), mRNA 


NM_005510 


Homo sapiens dom-3 homolog Z (C. elegans) (DOM3Z), transcript variant 2, 
mRNA 


NM_005766 


Homo sapiens PERM, RhoGEF (ARHGEF) and pleckstrin domain protein 1 
(chondrocyte-derived) (FARP1), mRNA 


NM 005722 


Homo sapiens ARP2 actin-related protein 2 homolog (yeast) (ACTR2), mRNA 


NM 005750 


Homo sapiens chromosome 4 open reading frame 6 (C4orf6), mRNA 


. NM 005170 


Homo sapiens achaete-scute complex-like 2 (Drosophila) (ASCL2), mRNA 


NM 005426 


Homo sapiens tumor protein p53 binding protein, 2 (TP53BP2) mRNA 


NM 005486 


Homo sapiens target of mybl-like 1 (chicken) (TOM1L1), mRNA 


NM 005488 


Homo sapiens target of mybl (chicken) (TOM1), mRNA 


NMJ)05417 


Homo sapiens v-src sarcoma (Schmidt-Ruppin A-2) viral oncogene homolo* 
(avian) (SRC), mRNA 


NM 005413 


Homo sapiens sine ocuhs homeobox homolog 3 (Drosophila) (SIX3) mRNA 1 


NM_005444 


Homo sapiens RCD1 required for cell differentiation 1 homolog (S pombe) 
(RQCD1), mRNA 


NM_005378 


Homo sapiens v-myc myelocytomatosis viral related oncogene, neuroblastoma 
derived (avian) (MYCN), mRNA 


NM_005377 


Homo sapiens v-myc myelocytomatosis viral oncogene homolog 2 (avian) 
(MYCL2), mRNA 


NMJW5375 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian) (MYB), 
mRNA 


NMJ)05359 


Homo sapiens MAD, mothers agamst decapentaplegic homolog 4 (Drosophila) 
(MADH4), mRNA ^ 


NM 005340 


Homo sapiens histidine triad nucleotide binding protein (HINT) mRNA 


NM_005307 


Homo sapiens G protein-coupled receptor kinase 2-like (Drosophila) (GPRK2L) 
mRNA 


NM_005262 


Homo sapiens growth factor, augmenter of liver regeneration (ERV1 homolog 
S. cerevisiae) (GFER), mRNA 


NMJ)05261 


Homo sapiens GTP binding protein overexpressed in skeletal muscle (GEM) 
mRNA 


NM 005257 


Homo sapiens GATA binding protein 6 (GATA6), mRNA 


NM 005245 


Homo sapiens FAT tumor suppressor homolog 1 (Drosophila) (FAT), mRNA 


NM 005244 


Homo sapiens eyes absent homolog 2 (Drosophila) (EYA2), mRNA 


NMJ)05239 


Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 2 (avian) 
(ETS2), mRNA i 


NMJ)05235 


Homo sapiens v-erb-a erythroblastic leukemia viral oncogene homolog 4 (avian) 
(ERBB4), mRNA 


NM_005228 


Homo sapiens epidermal growth factor receptor (erythroblastic leukemia viral (v- 
erb-b) oncogene homolog, avian) (EGFR), mRNA 


NM 005224 


Homo sapiens dead nnger-like 1 (Drosophila) (DRIL1), mRNA 


NM 005219 


Homo sapiens diaphanous homolog 1 (Drosophila) (DIAPH1), mRNA 
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NMJ)05207 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avianVlike 
(CRKL), mRNA 


NM 005197 


Homo sapiens checkpoint suppressor 1 (CEDES 1), mRNA 


NM_005454 


Homo sapiens cerbems 1 homolog, cysteine knot superfamily (Xenopus laevis) 
(CER1), mRNA 


NMJ)05496 


Homo sapiens SMC4 structural maintenance of chromosomes 4-like 1 (yeast) 
(SMC4L1), mRNA 


NM 005169 


Homo sapiens aristaless homeobox (Drosophila) (ARDQ, mRNA 


NMJ)05078 


Homo sapiens transducm-like enhancer of split 3 (E(spl) homolog, Drosophila) 
(TLE3), mRNA 


NM_005077 


Homo sapiens transducin-like enhancer of split 1 (E(spl) homolog, Drosophila) 
(TLEl),mRNA 


NM 005068 


Homo sapiens single-minded homolog 1 (Drosophila) (S1M1) mRNA 


NM 005067 


Homo sapiens seven in absentia homolog 2 (Drosophila) (SIAH2) mRNA 


NMJ)05138 


Homo sapiens SCO cytochrome oxidase deficient homolog 2 (yeast) (SC02), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 005156 


Homo sapiens ROD1 regulator of differentiation 1 (S. pombe) (ROD1) mRNA 


NM_005133 


Homo sapiens RCE1 homolog, prenyl protein protease (S. cerevisiae) (RCE1), 
mRNA 


NM 005057 


Homo sapiens retinoblastoma binding protein 5 (RBBP5), mRNA 


NM 005056 


Homo sapiens retinoblastoma binding protein 2 (RBBP2) mRNA 


NM 005053 


Homo sapiens RAD23 homolog A (S. cerevisiae) (RAD23A), mRNA 


NM_005049 


Homo sapiens PWP2 periodic tryptophan protein homolog (yeast) (PWP2H) 1 
mRNA 


NM_005008 


Homo sapiens NHP2 non-histone chromosome protein 2-like 1 (S. cerevisiae) 
(NHP2L1), mRNA 


NM_004997 


Homo sapiens myosin binding protein H (MYBPH), mRNA 


NM 004677 


Homo sapiens Testis-specific XK-related protein on Y (XKRY), mRNA 


NMJ)04788 


Homo sapiens ubiquitination factor E4A (UFD2 homolog, yeast) (TJBE4A) ^ 
mRNA 


NM 004617 


Homo sapiens transmembrane 4 superfamily member 4 (TM4SF4) mRNA 


NM 004607 


Homo sapiens tubulin-specific chaperone a ( 1 BCA), mRNA 


NMJ)04602 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant T4, mRNA 


NM 004653 


Homo sapiens Smcy homolog, Y chromosome (mouse) (SMCY) mRNA 


NM 004787 


Homo sapiens slit homolog 2 (Drosophila) (SLIT2), mRNA 


NM_004593 


Homo sapiens splicing factor, arginme/serine-rich 10 (transformer 2 homolog 
Drosophila) (SFRS10), mRNA 


NM__004206 


Homo sapiens vesicle trafficking protein (SEC22C). transcript variant r mRNA 


NMJW4657 


Homo sapiens serum deprivation response (phosphatidylserine binding protein) 
(SDPR), mRNA *v ) 


NMJ)04589 


Homo sapiens SCO cytochrome oxidase deficient homolog 1 (yeast) (SCOl), 
nuclear gene encoding mitochondrial protein, mRNA 


NMJW4587 


xiurau bdpiens noosome omamgprotem 1 nomolog 180kD (dog) (RRBP1), 
mRNA 


hJM Odd} £j1 


Homo sapiens retinol binding protein 2, cellular (RBP2), mRNA 


NM 004584 1 


Homo sapiens RAD9 homolog (S. pombe) (RAD9), mRNA 


NM 004794 I 


Homo sapiens RAB33A, member RAS oncogene fiamily (RAB33A) mRNA 


NMJW4813 
NM 004564 


Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 1 
mRNA 


NM_004643 


Homo sapiens PET1 12-like (yeast) (PET1 12L), mRNA 

Homo sapiens poly(A) binding protein, nuclear 1 (PABPN1), mRNA 
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NM 004561 
NMJ)G4153 

NM 004557 
NM 004808 


Homo sapiens ovo-like l(Drosophila) (OVOL1), mRNA 

Homo sapiens origin recognition complex, subunit 1-like (yeast) (ORC1L) 

mRNA 

Homo sapiens Notch homolog 4 (Drosophila) (NOTCH4) mRNA 
Homo sapiens N-myristoyltransferase 2 (NMT2), mRNA 


NM 004210 
NM_004147 


Homo samens neura]i7ed-Hkp fi"VncrvnhilcA r\n?T td t \ «d\t a 

Homo sapiens developmental^ regulated GTP binding protein 1 (DRG1), 
mRNA 


NM 004851 
NM 004533 


Homo sapiens pronapsin A (NAP1), mRNA 


NMJ)04529 
NM 004668 


Homo sapiens myosin binding protein C, fast type (MYBPC2) mRNA 

Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog 

Drosophila); translocated to, 3 (MLLT3), mRNA 


NM_004526 


Homo sapiens maltase-glucoamylase (alpha-glucosidase) (MGAM), mRNA 
Homo sapiens MCM2 minichromosome maintenance deficient 2 mitotin fS 
cerevisiae) (MCM2), mRNA 9 ' 


NM_004829 


Homo sapiens lymphocyte antigen 94 homolog, activating NK-receptor NK- 
p46, (mouse) (LY94), mRNA ~ ' 


NMJW4744 
NM 004524 


Homo sapiens lecithin retinol acyltransferase (phosphatidylcholine-retinol O- 
acyltransferase) (LRAT), mRNA 

Homo sapiens lethal giant larvae homolog 2 (Drosophila) (LLGL2) mRNA 


NM 004140 
NMJ)04922 

NM 004508 
NM 004507 
NM 004262 


Homo sapiens lethal giant larvae homolog 1 (Drosophila) (LLGL1), mRNA 
Homo sapiens SEC24 related gene family, member C (S. cerevisiae) (SEC24C) 
mRNA Ji 

Homo sapiens isopentenvl-diphosphate delta isomerase (IDI1), mRNA 
Homo sapiens HUS1 checkpomt homolog (S. pombe) (HUS1) mRNA 

Homo saoiens airwav trvnQin -H1r#» r»rr»+*»ae*» ru a t\ _t»xt a 

oapivixo an way ujrpbiii-iiKc protease (xiAl ), miCNA 


NM 004752 
NM 004477 
NM 004463 
NM_004106 

NM 004456 
NM 004100 


Homo sapiens glial cells missmg homolog b (Drosophila) (GCMB) mRNA 
Homo sapiens FSHD region gene 1 (FRG1), mRNA 

Homo sapiens faciogemtal dysplasia (Aarskog-Scott syndrome) (FGD1), mRNA 
Homo sapiens Fc fragment of IgE, high affinity I, receptor for gamma 
polypeptide (FCER1G), mRNA 

Homo sapiens enhancer of zeste homolog 2 (Drosophila) (EZH2) mRNA 


NM 004450 
NMJ)04448 

NM 004445 


Homo sapiens eyes absent homolog 4 (Drosophila) (EYA4) mRNA 

Homo sapiens enhancer of rudimentary homolog (Drosophila) (ERH) mRNA 

Homo sapiens v-erb-b2 erythroblastic leukemia viral oncogene homolog 2, 

neUrO/f^llrthlflCtmnil nAnWn <"vr» r* r\ rr£*-n l» _ 1 / • \ /TnnriTiA\ nt , . 

ii^mofauouuiMuma oenveq oncogene nomolog (avian) (ERBB2), mRNA 
Homo sapiens EphB6 (EPHB6), mRNA 


NM 004436 
NM_004432 


Homo sapiens endosulfine alpha (ENSA), mRNA 

Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 2 (Hu 
antigen B) (ELAVL2), mRNA V ' K 


NM_004230 
NM 004421 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, 5 (EDG5), mRNA 


NM 004399 

NM 004378 
NM 004898 
NM 004669 
NM 004066 
NM 004354 
NM 004352 
NM 004057 


Homo sapiens dishevelled, dsh homolog 1 fDrosophila) (DVL1), mRNA 

womo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 1 (CHLl-like 

hehcase homolog, S. cerevisiae) (DDX1 1), transcript variant 2. mRNA 

— 1UU a^yiciib ^ciiuiar reunoic acia binding protein 1 (CRABP1) mRNA 

Homo sapiens clock homolog (mouse) (CLOCK), mRNA 

Homo sapiens chloride intracellular channel 3 (CLIC3) mRNA 

Homo sapiens centrin. EF-hand protein, 1 (CETN1) mRNA 

Homo sapiens cyclin G2 (CCNG2), mRNA 

Homo sapiens cerebellm 1 precursor (CBLN1), mRNA 

Homo sapiens calbmdin 3, (vitamin D-dependent calcium binding protein | 
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(CALB3), mRNA 


NM 004338 


Homo sapiens chromosome 18 open reading frame 1 (C18orfl) mRNA 


NMJ)04725 


Homo sapiens BUB3 budding uninhibited by benzimidazoles 3 homolog (yeast) 
(BUB3), mRNA 


NMJ)04336 


Homo sapiens BUB1 budding uninhibited by benzimidazoles 1 homoloe (yeast) 
(BUB 1), mRNA 


]SftlJ)04331 


Homo sapiens BCL2/adenovims E1B 19kD interacting protein 3-like (BNIP3L) 
mRNA ~ h 


NM 004328 


Homo sapiens BCS 1 -like (yeast) (BCS 1L), mRNA 


NM 004045 


Homo sapiens ATX1 antioxidant protein 1 homolog (yeast) (ATOX1) mRNA 


NM 004849 


Homo sapiens APG5 autophagy 5-like (S. cerevisiae) (APG5L), mRNA 


NM_004674 


Homo sapiens ash2 (absent, small, or homeotic)-like (Drosophila) (ASH2L) 
mRNA 


NM 004316 


Homo sapiens achaete-scute complex-like 1 (Drosophila) (ASCL1) mRNA 


NM 004707 


Homo sapiens APG12 autophagy 12-like (S. cerevisiae) (APG12L), mRNA 


NM_004641 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 10 (MLLT10), mRNA 


NM 004301 


Homo sapiens BAF53 (BAF53A), mRNA 


NM 001129 


Homo sapiens AE binding protein 1 (AEBP1), mRNA 


NM 003656 


Homo sapiens calcium/calmodulin-dependent protein kinase I (CAMK1) mRNA 


NM 000239 


Homo sapiens lysozyme (renal amyloidosis) (LYZ), mRNA 


NM_000456 


Homo sapiens sulfite oxidase (SUOX), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 000435 


Homo sapiens Notch homolog 3 (Drosophila) (NOTCH3), mRNA 


NMJ)00251 


Homo sapiens mutS homolog 2, colon cancer, nonpolyposis type 1 (E coli) 
(MSH2), mRNA 


NMJ)00249 


Homo sapiens mutL homolog 1, colon cancer, nonpolyposis type 2 (E. coli) 
(MLH1), mRNA ' 


NM 000210 


Homo sapiens integral, alpha 6 (TTGA6), mRNA 


NMJXH537 


Homo sapiens heat shock factor binding protein 1 (HSBP1) mRNA 


NM_001499 


Homo sapiens GLE1 RNA export mediator-like (yeast) (GLE1L) mRNA 


NM 001458 


Homo sapiens filamm C, gamma (actin binding protein 280) (FLNC), mRNA 


NM 001444 


Homo sapiens fatty acid binding protein 5 (psoriasis-associated) (FABP5), 
mRNA 


NM 001432 


Homo sapiens epireguhn (EREG), mRNA 


NM_001388 


Homo sapiens developmentally regulated GTP binding protein 2 (DRG2) 
mRNA V h 


NM_001340 


Homo sapiens cylicin, basic protein of sperm head cytoskeleton 2 (CYLC2) 
mRNA 


NM_001326 


Homo sapiens cleavage stimulation factor, 3* pre-RNA, subunit 3 77kD 
(CSTF3), mRNA 


NM_001325 


Homo sapiens cleavage stimulation factor, 3' pre-RNA, subunit 2, 64kD 
(CSTF2), mRNA 


NM.001324 


Homo sapiens cleavage stimulation factor, 3' pre-RNA, subunit 1 50kD 
(CSTF1), mRNA 




Homo sapiens CDC20 cell division cycle 20 homolog (S. cerevisiae) (CDC20), 
mRNA ' 


NM 001122 


Homo sapiens adipose differentiation-related protein (ADFP), mRNA 


NM_003413 


Homo sapiens Zic family member 3 heterotaxy 1 (odd-paired homolog 
Drosophila) (ZIC3), mRNA 


NMJ)03412 


Homo sapiens Zic family member 1 (odd-paired homolog, Drosophila) (ZIC1), 
mRNA 
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NM, 003409 
NM 003680 



NM 003390 



NM_003565 
NM_003345 



Homo sapiens zinc finger prote in 37 homolog (mouse) (ZFP3 7V mRNA 
Homo saniens vine, finow «™f^;« 1 a i -u^ i ~1 r 0 ✓~™~r77 ■ — — 



Homo sapiens zinc finger pro tein 161 homolog (mouse) fZFP1 6n mRNAT 
Homo sapien s tyrosyl-tRNA synthetase (YA RS), mRNA 



Homo sapiens WEE1+ homolog (S. pombe) fW P.F.n, mBMA " 



NMJ)03344 



NM_003343 



NMJ)03340 
NM_003338 



NMJ)03968 



Homo sapien s unc-51-like kinase 1 (C elegans) (ULK1) mRNA 
(UB^ enzyn ^ e E ^ (UBC9 homolog, yeast) 



S^S^ q " fa ^ jllgtflg enzyme E2H (UBC8 homol °^ y^> 



NM 003320 



^KD?) 6 ^^^ 0 ^^^ enZyme E2D 3 COBC4/5 homol og, yeast) 
^^^^y 5 ^^^ 611271116 £2D 1 ^ UBC4/5 homol og> yeast) 



cS^S^^^ 1 ^ enzyme * 1C (UBA3 homol °g> y^o 



NM_003278 
NM 003260 



NM 003920 



NM 003251 



NM 003250 



NM 003223 



NM 003222 



Homo sapie ns tubby homolog (mouse) (TUB), mRNA 

Ho mo sapiens tetranectin (plasminogen binding protein) fmAT^R NA 

^^^sduci^ enhancer of split 2 (E(spl ) homolog, Drosophila) 



Homo sapiens timeless homol og (Drosophila) (TIMRT. F.SS), ™pm A 



; — ; — * f ~/ v^^ti^^ju. lllJVLN/\ 

H^osapiens thyroid hormone responsive (SPOT14 homolog, rat) (THRSP), 



Homo sapiens thyroid hormone receptor, alpha (erythroblastic leukemia viral (v- - 
erb-a) oncoge ne homolog. avian) (THRA). m RNA 

TJr\w*s* J _ a ' *».. _._ 



S4?mR^T SCriP ' ^ (3CtiVatmg CThanCer bmdi °g 4) 



Homo sapiens transcription factor AP-2 gamma (activating enhancer binding 
protein 2 gamma) (TFAP2C). mRNA g 



^ gamma I ^fAT^^, mKJNA 



NM 003220 



NM 000458 



Homo sapiens tamscription factor AP-2 alpha (activating enhancer binding 
protein 2 alpha) (TFAP2A). mRNA r rawing 



NM 003 181 
NM 003173 



SSTSnSf J™ 0 ^ **» 2 > ^patic; L1-B3; variant hepatic nuclear 
tactor (TCF 2), transcript variant a, mRNA 



■ - v /? yoiioixi a, im\iN/\ 

Homo sapiens T, brachyurv ho molog (mouse) CD. mRNA 



NM 003171 



i^mtxii^^ ° f variegation 3 ' 9 hom ° lo s 1 (Prosophaa) 



Homo sapiens suppressor of varl. 3-like 1 (S. cerevisiae) (SUPV3L1V 



NM_003168 
NM_ 003599 



.Homo sapiens suppressor of Tv 5 ho molog (S. cerevisiae iwsi ff Tsm 
Homo sapiens suppressor of Tv 4 ho molog 1 (S. cerevisia e^^ 



NM 003162 
NM 003134 



TJ K rr— y * uwuumg i | o. cerevisiae) (S UPT4H1Y mJR^ 

Homo sapiens suppressor of Tv 3 ho m olog (S. cerevisiae fSiTP TO i) ^ 

Homo SaoienR striflHn TvUZ^uZl HITIZ "\ T • „ " ^.uuum 



Homo sapiens striata, calmoduli n binding protein (STON), mRNA 



NMJ)03088 



u : 7 UUi ^K piutcm ioajunj, mK JNA 



Hom^apxens singea-ute (lascin homolog, sea urchin) (Drosophila) (SNL), 
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NM 003003 


Homo sapiens SEC14-like 1 (S. cerevisiae) (SEC14L1), mRNA 


NM 002983 


Homo sapiens small inducible cytokine A3 (SCYA3), mRNA 


NM_002982 


Homo sapiens small inducible cytokine A2 (monocyte chemotactic protein 1) 
(SCYA2), mRNA 


NM 002981 


Homo sapiens small inducible cytokine Al, 1-309 (SCYA1), mRNA 


NM 003864 


Homo sapiens sin3 -associated polypeptide, 30kD (SAP30), mRNA 


NM 002962 


Homo sapiens SI 00 calcium binding protein A5 (S100A5), mRNA 


NM 002960 


Homo sapiens SI 00 calcium binding protein A3 (S100A3), mRNA 


NM_002966 


Homo sapiens S100 calcium binding protein A10 (annexin II ligand, calpactin I, 
light polypeptide (pi 1)) (S100A10), mRNA 


NM 003707 


Homo sapiens RuvB-like 1 (E. coli) (RUVBL1), mRNA 


NM.002944 


Homo sapiens v-ros UR2 sarcoma vims oncogene homolog 1 (avian) (ROS1), 
mRNA 


NM_002941 


Homo sapiens roundabout, axon guidance receptor, homolog 1 (Drosophila) 
(ROBOl), mRNA 


NM 000326 


Homo sapiens retinaldehyde binding protein 1 (RLBP1), mRNA 


NM 002930 


Homo sapiens Ric-like, expressed in neurons (Drosophila) (RIN), mRNA 


NM 003961 


Homo sapiens rhomboid, veinlet-like 1 (Drosophila) (RHBDL), mRNA 


NM_002912 


Homo sapiens REV3-like, catalytic subunit of DNA polymerase zeta (yeast) 
(REV3L), mRNA 


NM 002900 


Homo sapiens retinol binding protein 3, interstitial (RBP3), mRNA 


NM 002894 


Homo sapiens retinoblastoma binding protein 8 (RBBP8), mRNA 


NM_002888 


Homo sapiens retinoic acid receptor responder (tazarotene induced) 1 
(RARRES1), mRNA 


NM 002879 


Homo sapiens RAD52 homolog (S. cerevisiae) (RAD52), mRNA 


NM 002878 


Homo sapiens RADSl-like 3 (S. cerevisiae) (RAD51L3), mRNA 


NM_002875 


Homo sapiens RAD51 homolog (RecA homolog, E. coli) (S. cerevisiae) 
(RAD51),mRNA 


NM 002874 


Homo sapiens RAD23 homolog B (S. cerevisiae) (RAD23B), mRNA 


NM 002853 


Homo sapiens RAD1 homolog (S. pombe) (RAD1), mRNA 


NM 002873 


Homo sapiens RAD17 homolog (S. pombe) (RAD 17), mRNA 


NM 000264 


Homo sapiens patched homolog (Drosophila) (PTCH), mRNA ! 


NM 003738 


Homo sapiens patched homolog 2 (Drosophila) (PTCH2), mRNA 


NM_002616 


Homo sapiens period homolog 1 (Drosophila) (PERI), mRNA 


NM_002600 


Homo sapiens phosphodiesterase 4B, cAMP-specific (phosphodiesterase E4 
dunce homolog, Drosophila) (PDE4B), mRNA 


NM 002568 


Homo sapiens poly(A) binding protein, cytoplasmic 1 (PABPC1), mRNA 


NM_003932 


Homo sapiens suppression of tumorigenicity 13 (colon carcinoma) (Hsp70 
interacting protein) (ST13), mRNA 


NM 003715 


Homo sapiens vesicle docking protein pi 15 (PI 15), mRNA 


NM_002553 


Homo sapiens origin recognition complex, subunit 5-like (yeast) (ORC5U 
mRNA 


NM_002552 


Homo sapiens origin recognition complex, subunit 4-like (yeast) (ORC4L), 
mRNA 


NM 003634 


Homo sapiens nipsnap homolog 1 (C. elegans) (NIPSNAP1), mRNA 


NM 002499 


Homo sapiens neogenin homolog 1 (chicken) (NEOl), mRNA 


NM_002484 


Homo sapiens nucleotide binding protein 1 (MinD homolog, E. coli) (NUBP1), 
mRNA 


NMJ)03827 


Homo sapiens N-ethylmaleimide-sensitive factor attachment protein, alpha 
(NAPA), mRNA 


NMJ)02466 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avianVlike 2 
(MYBL2), mRNA 
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NM 002448 


Homo sapiens msh homeo box homolog 1 (Drosophila) (MSX1), mRNA 


NM_003576 


Homo sapiens serine/threonine kinase 24 (STE20 homolog, yeast) (STK24), 
mRNA 


NM 002442 


Homo sapiens musashi homolog 1 (Drosophila) (MSI1), mRNA 


NM 002441 


Homo sapiens mutS homolog 5 (E. coli) (MSH5), mRNA 


NM 002440 


Homo sapiens mutS homolog 4 (E. coli) (MSH4), mRNA 


NM 002439 


Homo sapiens mutS homolog 3 (E. coli) (MSH3), mRNA 


NM 002405 


Homo sapiens mamc fringe homolog (Drosophila) (MFNG), mRNA 


NM 002402 


Homo sapiens mesoderm specific transcript homolog (mouse) (MEST), mRNA 


NMJ)02398 


Homo sapiens Meisl, myeloid ecotropic viral integration site 1 homolog (mouse) 
(MEIS1), mRNA 


NM_002393 


Homo sapiens Mdm4, transformed 3T3 ceil double minute 4, p53 binding protein 
(mouse) (MDM4), mRNA 


NMJ)02392 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2, mRNA 


NM_003906 


Homo sapiens MCM3 minichromosome maintenance deficient 3 (S. cerevisiae) 
associated protein (MCM3AP), mRNA 


NMJ)02360 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog K 
(avian) (MAFK), mRNA 


NMJ)02359 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog G 
(avian) (MAFG), mRNA 


NM 003550 


Homo sapiens MAD1 mitotic arrest deficient-like 1 (yeast) (MAD1L1), mRNA 


NM 003937 


Homo sapiens kynureninase (L-kynurenine hydrolase) (KYNU), mRNA 


NM 002269 


Homo sapiens karyopherin alpha 5 (importin alpha 6) (KPNA5), mRNA 


NM 003772 


Homo sapiens jerky homolog-like (mouse) (JRKL), mRNA 


NM_002202 


Homo sapiens ISL1 transcription factor, LM/homeodomain, (islet-1) (ISL1) 
mRNA 


NM_003604 


Homo sapiens insulin receptor substrate 4 (IRS4), mRNA 


NM 001570 


Homo sapiens interleukin-1 receptor-associated kinase 2 (IRAK2), mRNA 


NMJ)03866 


Homo sapiens inositol polyphosphate-4-phosphatase, type II, 105kD (INPP4B), 
mRNA 


NMJMH536 


Homo sapiens HMT1 hnRNP methyltransferase-like 2 (S. cerevisiae) 
(HRMT1L2), mRNA 


NM_001535 


Homo sapiens HMT1 hnRNP methyltransferase-like 1 (S. cerevisiae) 
(HRMT1L1), mRNA 


NMJ)03806 


Homo sapiens harakiri, BCL2 interacting protein (contains only BH3 domain) 1 
(HRK), mRNA 


NM 002152 


Homo sapiens histidine rich calcium binding protein (HRC), mRNA 


NMJ)02114 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 1 
(HIVEPl) 5 mRNA 


NM 003710 


Homo sapiens serine protease inhibitor, Kunitz type 1 (SPINT1), mRNA 


NM_000179 


Homo sapiens mutS homolog 6 (E. coli) (MSH6), mRNA 


NM 000839 


Homo sapiens glutamate receptor, metabotropic 2 (GRM2), mRNA 


NM 002077 


Homo sapiens golgi autoantigen, golgin subfamily a, 1 (GOLGA1), mRNA 


NMJ)03878 


Homo sapiens gamma-glutamyl hydrolase (conjugase, folylpolygammaglutamyl 
hydrolase) (GGH), mRNA 


NM_001488 


Homo sapiens transcriptional adaptor 2 (ADA2 homolog, yeast)-like (TADA2L), 
mRNA 


NMJ)01487 


Homo sapiens GCN5 general control of amino-acid synthesis 5-like 1 (yeast) 
(GCN5L1), mRNA 


NM 003643 


Homo sapiens glial cells missing homolog a (Drosophila) (GCMA), mRNA 


NM 002052 


Homo sapiens GATA binding protein 4 (GATA4), mRNA 
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NM 002051 


Homo sapiens GATA binding protein 3 (GATA3), mRNA 


NM 002050 


Homo sapiens GATA binding protein 2 (GATA2), mRNA 


NM_002049 


Homo sapiens GATA binding protein 1 (globin transcription factor 1) (GATA1), 
mRNA 


NM_002040 


Homo sapiens GA binding protein transcription factor, alpha subunit (60kD) 
(GABPA), mRNA 


NM 002039 


Homo sapiens GRB2-associated binding protein 1 (GAB1), mRNA 


NM 003508 


Homo sapiens frizzled homolog 9 (Drosophila) (FZD9), mRNA 


NM 003507 


Homo sapiens frizzled homolog 7 (Drosophila) (FZD7), mRNA 


NM 003506 


Homo sapiens frizzled homolog 6 (Drosophila) (FZD6), mRNA 


NM 003468 


Homo sapiens frizzled homolog 5 (Drosophila) (FZD5), mRNA 


NM 003505 


Homo sapiens frizzled homolog 1 (Drosophila) (FZD1), mRNA 


NM 001465 


Homo sapiens FYN binding protein (FYB-120/130) (FYB), mRNA 


NM 002031 


Homo sapiens fyn-related kinase (FRK), mRNA 


NM 003717 


Homo sapiens neuropeptide FF-amide peptide precursor (NPFF), mRNA 


NM 001457 


Homo sapiens filarnin B, beta (actin binding protein 278) (FLNB), mRNA 


NM 001456 


Homo sapiens filarnin A, alpha (actin binding protein 280) (FLNA), mRNA 


NM 002018 


Homo sapiens flightless I homolog (Drosophila) (FLII), mRNA 


NM 001991 


Homo sapiens enhancer of zeste homolog 1 (Drosophila) (EZH1), mRNA 


NM 001990 


Homo sapiens eyes absent homolog 3 (Drosonhila) (EYA3\ mRNA 


NM 000503 


Homo sapiens eyes absent homolog 1 (Drosophila) (EYA1), mRNA 


NM_001989 


Homo sapiens eve, even-skipped homeo box homolog 1 (Drosophila) (EVX1), 
mRNA 


NM_001982 


Homo sapiens v-erb-b2 erythroblastic leukemia viral oncogene homolog 3 
(avian) (ERBB3), mRNA 


NM_003584 


Homo sapiens dual specificity phosphatase 1 1 (RNA/RNP complex 1- 
interacting) (DUSP11), mRNA 


NM_003859 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 1, catalytic 
subunit (DPMI), mRNA 


NM 001928 


Homo sapiens D component of complement (adipsin) (DF), mRNA 


NM 003649 


Homo sapiens D-aspartate oxidase (DDO), transcript variant 1, mRNA 


NM_001343 


Homo sapiens disabled homolog 2, mitogen-responsive phosphoprotein 
(Drosophila) (DAB2), mRNA 


NM_001913 


Homo sapiens cut-like 1, CCAAT displacement protein (Drosophila) (CUTL1) 
mRNA 


NM 001316 


Homo sapiens CSE1 chromosome segregation 1-like (yeast) (CSE1L), mRNA 


NM 003652 


Homo sapiens carboxypeptidase Z (CPZ), mRNA 


NM 003909 


Homo sapiens copine m (CPNE3), mRNA 


NM 003915 


Homo sapiens copine I (CPNE1), mRNA 


NM 001308 


Homo sapiens carboxypeptidase N, polypeptide 1, 50kD (CPN1), mRNA 


NM 001841 


Homo sapiens cannabinoid receptor 2 (macrophage) (CNR2), mRNA 


NM__001280 


Homo sapiens cold inducible RNA binding protein (CIRBP), mRNA 


NM 001274 


Homo sapiens CHK1 checkpoint homolog (S. pombe) (CHEK1), mRNA 


NM_001806 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), gamma (CEBPG), 
mRNA 


NM_J)03655 


Homo sapiens chromobox homolog 4 (Pc class homolog, Drosophila) (CBX4), 
mRNA 


NM_001749 


Homo sapiens calpain, small subunit 1 (CAPNS1), mRNA 


NM 000716 


Homo sapiens complement component 4 binding protein, beta (C4BPB), mRNA 


NMJ)00715 


Homo sapiens complement component 4 binding protein, alpha (C4BPA), 
mRNA 


NM 001726 


Homo sapiens bromodomain, testis-specific (BRDT), mRNA 
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NM 001205 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 1 (BNIP1), 
transcript variant BNIP 1 , mRNA 


NM 001714 


Homo sapiens Bicaudal D homolog 1 (Drosophila) (BICD1), mRNA 


NM.003766 


Homo sapiens beclin 1 (coiled-coil, myosin-like BCL2 interacting protein) 
(BECN1), mRNA 


NM 003567 


Homo sapiens breast cancer anti-estrogen resistance 3 (BCAR3), mRNA 


NM 001189 


Homo sapiens bagpipe homeobox homolog 1 (Drosophila) (BAPX1), mRNA 


NM_001698 


Homo sapiens AU RNA binding protein/enoyl-Coenzyme A hydratase (AUH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_001672 


Homo sapiens agouti signaling protein, nonagouti homolog (mouse) (ASIP), 
mRNA 


NM 001638 


Homo sapiens apolipoprotein F (APOF), mRNA 


NM 003977 


Homo sapiens aryl hydrocarbon receptor interacting protein (AIP), mRNA 


NM_001138 


Homo sapiens agouti related protein homolog (mouse) (AGRP), transcript 
variant 1, mRNA 


NM_058246 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 6 (DNAJB6), 
mRNA 


NM 025225 


Homo sapiens hypothetical protein dJ796I17.1 (DJ796I17.1), mRNA 


NM 058165 


Homo sapiens diacylglycerol acyltransferase 2-like (DGAT2-like), mRNA 


NM_001861 


Homo sapiens cytochrome c oxidase subunit IV isoform 1 (COX4I1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 014491 


Homo sapiens forkhead box P2 (FOXP2), mRNA 


NM_054110 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 7 (GALNT7), mRNA 


NM 006726 


Homo sapiens vesicle trafficking, beach and anchor containing (LRBA), mRNA 1 


NM 020663 


Homo sapiens TClO-like Rho GTPase (TCL), mRNA 


NM 020919 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) (ALS2), mRNA 


NM_052852 


Homo sapiens hypothetical zinc finger protein MGC2396 (MGC2396), mRNA 


NM 053043 


Homo sapiens hypothetical protein MGC20460 (MGC20460), mRNA 


NM 053017 


Homo sapiens ADP-ribosyltransferase 5 (ART5), mRNA 


NM 052999 


Homo sapiens chemokine-like factor-like protein CKLFH1 (CKLFH1), mRNA 


NM_052881 


Homo sapiens hypothetical protein dJ734P14.5 (novel C2H2 type zinc finger 
protein) (MGC20504), mRNA 


NM 052968 


Homo sapiens apolipoprotein A-V (APOA5), mRNA 


NM 052960 


Homo sapiens retinoid binding protein 7 (RBP7), mRNA 


NM 052959 


Homo sapiens pannexin 3 (PANX3), mRNA 


NM 052948 


Homo sapiens sorting nexin 26 (SNX26), mRNA 


NM 052947 


Homo sapiens heart alpha-kinase (HAK), mRNA 


NM 052946 


Homo sapiens hypothetical protein MGC20702 (MGC20702), mRNA 


NM 052943 


Homo sapiens hypothetical protein MGC16491 (MGC16491), mRNA 


NM 052941 


Homo sapiens guanylate binding protein 4 (GBP4), mRNA 


NM_052935 


Homo sapiens hypothetical protein MGC20781 (MGC20781), mRNA 


NM 052890 


Homo sapiens peptidoglycan recognition protein L precursor (PGLYRP), mRNA 


NM_052885 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 13 
(SLC2A13), mRNA 


NM 052884 


Homo sapiens sialic acid binding Ig-like lectin 1 1 (SIGLEC1 1), mRNA 


NM 052877 


Homo sapiens similar to hypothetical protein MNCb-2386 (MGC17544), mRNA 


NM 052876 


Homo sapiens transcriptional repressor NAC1 (NAC1), mRNA 


NM_052873 


Homo sapiens MGC16028 similar to RKEN cDNA 1700019E19 gene i 
(MGC16028),mRNA 


NM_052871 


Homo sapiens hypothetical protein MGC4677 (MGC4677), mRNA 


NM_052870 


Homo sapiens sorting nexin 18 (SNX18), mRNA 
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NM_052859 


Homo sapiens putative endoplasmic reticulum multispan transmembrane protein 
(RPT1), mRNA 


NM 052858 


Homo sapiens similar to RKEN cDNA 1810006A16 gene (LOC91862), mRNA 


NM 052855 


Homo sapiens hypothetical protein MGC15396 (MGC15396), mRNA 


NM 052854 


Homo sapiens old astrocyte specifically induced substance (OASIS) mRNA 


NM 052844 


Homo sapiens hypothetical protein MGC20486 (MGC20486), mRNA 


NM 052839 


Homo sapiens pannexin 2 (PANX2), mRNA 


NM 033551 


Homo sapiens hypothetical protein MGC19556 (MGC19556), mRNA 


NM 033549 


Homo sapiens hypothetical gene MGC1 127 (MGC1 127), mRNA 


NM 033546 


Homo sapiens myosin regulatory light chain (MLC-B), mRNA 


NM_033544 


Homo sapiens similar to cyclin-E binding protein 1 (H. sapiens) (MGC14386) 
mRNA 


NM 033515 


Homo sapiens MacGAP protein (MacGAP), mRNA 


NM 033519 


Homo sapiens olfactory receptor sdolf (sdolQ, mRNA 


NM 033516 


Homo sapiens protein kinase NYD-SP25 (NYD-SP25), mRNA 


NM 032231 


Homo sapiens hypothetical protein FLJ22875 (FLJ22875), mRNA 


NM 018437 


Homo sapiens hypothetical protein EDAG-1 (EDAG-1), mRNA 


NM 033378 


Homo sapiens chorionic gonadotropin, beta polypeptide 2 (CGB2), mRNA 


NM 033377 


Homo sapiens chorionic gonadotropin, beta polypeptide 1 (CGB1), mRNA 


NM 033448 


Homo sapiens keratin 6 irs (KRT6IRS), mRNA 


NMJ)33424 


Homo sapiens similar to MYOSIN HEAVY CHAIN, CARDIAC MUSCLE 
ALPHA ISOFORM (MYHC-ALPHA) (M. musculus) (LOC92771), mRNA 


NM_033445 


Homo sapiens similar to H2A histone family, member A (H. sapiens) 
(MGC3165),mRNA 


NM 033439 


Homo sapiens DVS27-related protein (DVS27), mRNA 


NM 033440 


Homo sapiens elastase 2A (ELA2A), mRNA 


NM 033438 


Homo sapiens CD84-H1 precursor (CD84-H1), mRNA 


NMJ)33423 


Homo sapiens similar to granzyme B (granzyme 2, cytotoxic T-lymphocyte- 
associated serine esterase 1) (H. sapiens) (CTLA1 ), mRNA 


NM 033411 


Homo sapiens hypothetical protein MGC13523 (MGC13523), mRNA 


NM_033416 


Homo sapiens similar to HYPOTHETICAL 34.0 KDA PROTEIN ZK795 3 IN 
CHROMOSOME IV (MGC19606), mRNA 


NM_033413 


Homo sapiens hypothetical gene MGC16309 (MGC16309), mRNA 1 


NM 033410 


Homo sapiens hypothetical protein MGC13 138 (MGC13 138), mRNA 


NM 033419 


Homo sapiens hypothetical gene MGC9753 (MGC9753), mRNA 


NM 014083 


Homo sapiens PRO0767 protein (PRO0767), mRNA I 


NM 033043 


Homo sapiens chorionic gonadotropin, beta polypeptide 5 (CGB5), mRNA 


NMJ)31451 


Homo sapiens hypothetical protein MGC4766 similar to testis specific protein 
TES101RP (MGC4766), mRNA 


NM 033183 


Homo sapiens chorionic gonadotropin, beta polypeptide 8 (CGB8), mRNA 


NM 020443 


Homo sapiens hypothetical protein MGC14961 (MGC14961), mRNA 


NM 033343 


Homo sapiens LIM homeobox protein 4 (LHX4), mRNA 


NM 033318 


Homo sapiens hypothetical gene supported by AL449243 (LOC91689), mRNA 


NM 033328 


Homo sapiens capping protein alpha 3 (CAPPA3), mRNA 


NM 033315 


Homo sapiens ras-like protein VTS58635 (VTS58635), mRNA 


rNivi vjjjuy 


Homo sapiens hypothetical protein MGC4655 (MGC4655), mRNA 


NM 033296 


Homo sapiens T-cell activation protein (PGR1), mRNA 


NM 033297 


Homo sapiens leucine-rich-repeat protein (RN02), mRNA 


NMJ)33280 


Homo sapiens similar to signal peptidase complex (18kD) (LOC90701) mRNA 


NMJB3196 


Homo sapiens similar to ZINC FINGER PROTEIN 85 (ZINC FINGER 
PROTEIN HPF4) (HTF1) (H. sapiens) (LOC91 120), mRNA 


NM 033272 


Homo sapiens potassium channel subunit HERG-3 (HERG-3), mRNA ! 
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NM 033261 


Homo sapiens diphosphate dimethylallyl diphosphate isomerase 2 (IDI2), mRNA 


NM 033254 


Homo sapiens brother of CDO (BOC), mRNA 


NM 033204 


Homo sapiens hypothetical gene DKFZp570I0164 (DKFZp570I0164), mRNA 


NM 033259 


Homo sapiens CaM-KH inhibitory protein (CAM-KEN), mRNA 


NM 032597 


Homo sapiens testes development-related NYD-SP21 (NYD-SP21), mRNA 


NM 033212 


Homo sapiens hypothetical gene supported by BC004307; BC008285 
(MGC10992),mRNA 


NM 033208 


Homo sapiens similar to jerky (mouse) homolog-like (LOC91151), mRNA 


NM 033195 


Homo sapiens lactate dehydrogenase A -like (LDHL), mRNA 


NM 015643 


Homo sapiens DKFZP434F122 protein (DKFZP434F122), mRNA 


NM 032604 


Homo sapiens lung alpl^eta hydrolase 1 (LABH1), mRNA 


NM_032133 


Homo sapiens hypothetical protein DKFZp434N1415 (DKFZP434N1415), 
mRNA 


NM 030803 


Homo sapiens hypothetical protein FU10035 (FLJ10035), mRNA 


NM 024062 


Homo sapiens hypothetical protein MGC5338 (MGC5338), mRNA 


NM 024059 


Homo sapiens hypothetical protein MGC5356 (MGC5356), mRNA 


NM 016542 


Homo sapiens serine/threonine protein kinase MASK (MST4), mRNA 


NM 033127 


Homo sapiens regucalcin gene promotor region related protein (RGPR), mRNA 


NM 033128 


Homo sapiens scinderin (SCIN), mRNA 


NM 033058 


Homo sapiens ring finger protein 29 (RNF29), mRNA 


NM 033116 


Homo sapiens hypothetical protein MGC16714 (MGC16714), mRNA 


NM 033123 


Homo sapiens testis-development related NYD-SP27 (NYD-SP27), mRNA 


NM 033126 


Homo sapiens serine/threonine kinase PSKH2 (PSKH2), mRNA 


NM 033124 


Homo sapiens NYD-SP28 protein (NYD-SP28), mRNA 


NM 033122 


Homo sapiens testis development protein NYD-SP26 (NYD-SP26), mRNA 


NM 033114 


Homo sapiens MADP- 1 protein (MADP- 1 ), mRNA 


NM 033083 


Homo sapiens EAP1 protein (EAF1), mRNA 


NM 033087 


Homo sapiens hypothetical protein FLJ145 1 1 (FLJ145 1 1), mRNA 


NM 024512 


Homo sapiens leucine-rich repeat-containing 2 (LRRC2), mRNA 


NM 006029 


Homo sapiens paraneoplastic antigen MAI (PNMA1), mRNA 


NM 033025 


Homo sapiens hypothetical protein FU1351 1 (7h3), mRNA 


NM_015169 


Homo sapiens homolog of yeast ribosome biogenesis regulatory protein RRS1 
(RRS1), mRNA 


NM 015129 


Homo sapiens septin 6 (SEP2), mRNA 


NM 032838 


Homo sapiens hypothetical protein FU14779 (FLJ14779), mRNA 


NM 032206 


Homo sapiens hypothetical protein FU21709 (FU21709), mRNA 


NM 032797 


Homo sapiens hypothetical protein FU14497 (FLJ14497), mRNA 


NM 032472 


Homo sapiens peptidylprolyl isomerase (cyclophilin>like 3 (PPH3), mRNA 


NM 032936 


Homo sapiens DC32 (DC32), mRNA 


NMJ)32577 


Homo sapiens melanoma-associated chondroitin sulfate proteoglycan-like 
(LOC84664), mRNA 


NM 032933 


Homo sapiens hypothetical protein MGC1 1386 (MGC11386), mRNA 


NM 032929 


Homo sapiens hypothetical protein MGC14793 (MGC14793), mRNA 


NM 032928 


Homo sapiens hypothetical protein MGC14141 (MGC14141), mRNA 


NM 032927 


Homo sapiens hypothetical protein MGC13159 (MGC13159), mRNA 




Homo sapiens hypothetical protein MGC15737 (MGC15737), mRNA 


NM 032921 


Homo sapiens hypothetical protein MGC15875 (MGC15875), mRNA 


NM 032909 


Homo sapiens hypothetical protein MGC14139 (MGC14139), mRNA 


NM 032908 


Homo sapiens hypothetical protein MGC 14407 (MGC14407), mRNA 


NM 032906 


Homo sapiens hypothetical protein MGC14156 (MGC14156), mRNA 


NM 032905 


Homo sapiens hypothetical protein MGC14439 (MGC 1443 9), mRNA 


NM 032903 


Homo sapiens hypothetical protein MGC14425 (MGC14425), mRNA 
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1 NM ft^om 


1 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 16A 

fPPPIPI/^A'l rtVPKTA 
\rrr llviOAJ, uiKJNA 


MM ft^7Qni 


1 Homo sapiens hypothetical protein MGC14288 (MGC14288) mRNA 


1 NM fn78Q0 


1 Homo sapiens hypothetical protein MGC14128 (MGC14128) mRNA 


MM 0^7808 


1 Homo sapiens hypothetical protein MGC14126 (MGC14126), mRNA 


MM m7807 


1 Homo sapiens hypothetical protein MGC14436 (MGC14436) mRNA 


1 MM m9RQ£ 


J Homo sapiens hypothetical protein MGC14388 (MGC14388) mRNA 


[ MM ^7807 


1 Homo sapiens hypothetical protem MGC14161 (MGC14161) mRNA 




1 Homo sapiens hypothetical protem MGC12928 (MGC12928), mRNA 


1 mm enofion 


1 Homo sapiens hypothetical protein MGC13 130 (MGC1 3130) mRNA 


mm m7B87 


1 Homo sapiens hypothetical protem MGC16037 (MGC16037), mRNA 


I MM n^occ^ 


1 Homo sapiens hypothetical protem MGC15906 (MGC15906), mRNA 


mm rn7B87 

I INIYI UjZooZ 


1 Homo sapiens hypothetical protem MGC15827 (MGC15827), mRNA 


mm n*?7fici 

| IN 1V1 \Jj Z O 0 1 


1 Homo sapiens U7 snRNP-specific Sm-like protein LSM10 (LSM10) mRNA 


1 "MM ft^7B8A 


J Homo sapiens hypothetical protem MGC15730 (MGC15730) mRNA 


1 MM fn7878 


1 Homo sapiens hypothetical protein MGC15677 (MGC15677), mRNA 


MM fn787^ 


1 Homo sapiens hypothetical protein MGC 1543 7 (MGC15437), mRNA 


MM fn7BA7 


1 Homo sapiens hypothetical protem FLT14966 (FU14966) mRNA 


MM fH78£^ 


j Homo sapiens hypothetical protein FLJ14950 (FU14950), mRNA 


MM fH78£1 


1 Homo sapiens hypothetical protem FU14917 (FLJ14917), mRNA 


MM fH78^Q 


1 Homo sapiens hypothetical protein FLJ14906 (HJ14906) mRNA ' 


MM fH78^£ 


Homo sapiens hypothetical protem FLJ14888 (FLJ14888), mRNA 


MM 019855 


Homo sapiens hematopoietic SH2 protein (HSH2), mRNA 


MM 019854 


Homo sapiens hypothetical protein FLJ14871 (FU14871), mRNA 


MM ni7R5n 


Homo sapiens hypothetical protein FLI14840 (FLJ14840) mRNA 


MM 017840 


Homo sapiens hypothetical protein FU14834 (FU14834), mRNA 


I MM 017847 
1N1VJL UJZo4/ 


Homo sapiens hypothetical protein FLT14825 (FU14825) mRNA 


I MM 01784/; 


Homo sapiens hypothetical protein FU14824 (FLT14824), mRNA 


1N1VI UjZo44 


Homo sapiens hypothetical protein FLJ14813 (FU14813), mRNA 


MM 0178/11 1 


Homo sapiens hypothetical protein FU14810 (FU14810) mRNA 


NMJ)32842 


Homo sapiens hypothetical protein FU14803 (FLJ14803), mRNA 


1 XTTV/f A17 0/IA 1 


Homo sapiens hypothetical protein FU14800 (FLJ14800), mRNA 


INlVl U3Zo^y { 


Homo sapiens hypothetical protein FLJ14784 (FU14784), mRNA 


NM_032837 


Homo sapiens hypothetical protein FLJ14775 (FLF14775), mRNA 


JNMUiZoiD 


Homo sapiens hypothetical protein FU14768 (FU14768), mRNA 


1 MM 01781/! 
INlVl U3Zo34 j 


Homo sapiens hypothetical protein FU14751 (IU14751), mRNA 


rsM_U3ZoJj 


Homo sapiens protem phosphatase 1, regulatory (inhibitor) subunit 15B 
(rrrlR15B), mRNA 


1 MM 017837 \ 


Homo sapiens hypothetical protein FU14735 (FLJ14735), mRNA 


MM 017831 


Homo sapiens CAP-binding protein complex interacting protein 2 (CBCP2) 

ITlKJNA 


MM 017810 


Homo sapiens hypothetical protein FU14728 (FLJ14728), mRNA 


MM 017870 


Homo sapiens hypothetical protein FU14721 (ELJ14721), mRNA 


MM 017878 


Homo sapiens ubiquitin UBF-fl (UBF-fl), mRNA 


1 MM 017877 1 


Homo sapiens hypothetical protein FU14708 (FLJ14708), mRNA 


NM_032826 ! 


Homo sapiens hypothetical Drotein FIJI 4697 CR Tl mPM a 


NM 032825 


Homo sapiens hypothetical protein FLJ14686 (FLJ14686), mRNA 


NM 032821 


Homo sapiens hypothetical protein FLJ14665 (FLJ14665), mRNA 


NM 032817 


Homo sapiens hypothetical protein FLJ14641 (FLJ14641), mRNA 


NM. 032816 


Homo sapiens hypothetical protein FLJ14640 (FU14640), mRNA 


NM_032814 


Homo sapiens hypothetical protein FLJ14627 (FU14627), mRNA 


NM_032811 1 


Homo sapiens hypothetical protein FLJ14621 (FLJ14621), mRNA 
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NM 032810 


Homo sapiens hypothetical protein FLJ14600 (FU14600), mRNA 


NM 032809 


Homo sapiens hypothetical protein FLJ14596 (FU14596), mRNA 


NM 032808 


Homo sapiens hypothetical protein FLJ14594 (FLJ14594), mRNA 


NM 032807 


Homo sapiens hypothetical protein FLJ14590 (FU14590), mRNA 


NM 032806 


Homo sapiens hypothetical protein FLJ14566 (FLJ14566), mRNA 


NM 032805 


Homo sapiens hypothetical protein FLJ14549 (FU14549), mRNA 


NM 032802 


Homo sapiens hypothetical protein FLJ14540 (FLJ14540), mRNA 


NM 032799 


Homo sapiens hypothetical protein FU14524 (FLJ14524), mRNA 


NM 032796 


Homo sapiens reserved (SYAP1), mRNA 


NM 032792 


Homo sapiens hypothetical protein FLJ14486 (FTJ14486), mRNA 


NM 032790 


Homo sapiens hypothetical protein FLT14466 (FLJ14466), mRNA 


NM 032788 


Homo sapiens hypothetical protein FIJI 445 7 (FU14457), mRNA 


NM 032787 


Homo sapiens hypothetical protein FLJ14454 (FU14454), mRNA 


NM 032786 


Homo sapiens hypothetical protein FIJI 4451 (FLJ14451), mRNA 


NM 032785 


Homo sapiens hypothetical protein FIJI 4442 (FIJI 4442), mRNA 


NM 032781 


Homo sapiens hypothetical protein FU14427 (FU14427), mRNA 


NM 032780 


Homo sapiens hypothetical protein FU14399 (FU14399), mRNA 


NM 032779 


Homo sapiens hypothetical protein FU14397 (FU14397), mRNA 


NM 032778 


Homo sapiens hypothetical protein FU14393 (FLJ14393), mRNA 


NM 032775 


Homo sapiens hypothetical protein FLJ14360 (FLJ14360), mRNA 


NM 032773 


Homo sapiens hypothetical protein MGC4126 (MGC4126), mRNA 


NM 032772 


Homo sapiens hypothetical protein MGC2555 (MGC2555), mRNA 


NM 032771 


Homo sapiens hypothetical protein MGC12217 (MGC12217), mRNA 


NM 032770 


Homo sapiens hypothetical protein MGC16291 (MGC16291), mRNA 


NM 032765 


Homo sapiens hypothetical protein MGC16175 (MGC16175), mRNA 


NM 032764 


Homo sapiens hypothetical protein MGC16153 (MGC16153), mRNA 


NM 032762 


Homo sapiens hypothetical protein MGC16121 (MGC16121), mRNA 


NM 032761 


Homo sapiens hypothetical protein MGC16075 (MGC16075), mRNA 


NMJ)32759 


Homo sapiens hypothetical protein FIJI 1328 (FIJI 1328), mRNA 


NM 032758 


Homo sapiens hypothetical protein MGC1346 (MGC1346), mRNA 


NM 032757 


Homo sapiens hypothetical protein MGC15705 (MGC15705), mRNA 


NM 032755 


Homo sapiens hypothetical protein MGC15634 (MGC15634), mRNA 


NM_032751 


Homo sapiens hypothetical protein MGC15504 (MGC15504), mRNA 


NM 032750 


Homo sapiens hypothetical protein MGC15429 (MGC15429), mRNA 


NM 032747 


Homo sapiens hypothetical protein MGC14697 (MGC14697), mRNA 


NM 032746 


Homo sapiens hypothetical protein MGC12538 (MGC12538), mRNA 


NM 032740 


Homo sapiens hypothetical protein MGC5391 (MGC5391), mRNA 


NMJ)32739 


Homo sapiens hypothetical protein MGC5370 (MGC5370), mRNA 


NM_032735 


Homo sapiens hypothetical protein MGC13168 (MGC13168), mRNA 


NM 032733 


Homo sapiens hypothetical protein MGC12679 (MGC12679), mRNA 


NM_032732 


Homo sapiens hypothetical protein MGC10763 (MGC10763), mRNA 


NM 032731 


Homo sapiens hypothetical protein MGC14353 (MGC14353), mRNA 


NM_032730 


Homo sapiens NOGO-interacting mitochondrial protein (NIMP), mRNA 


NMJ)32727 


Homo sapiens intemexin neuronal intermediate filament protein, alpha (INA), 
mRNA 


NM 032726 


Homo sapiens hypothetical protein MGC12837 (MGC12837), mRNA 


NM 032725 


Homo sapiens hypothetical protein MGC13125 (MGC13125), mRNA 


NM 032724 


Homo sapiens hypothetical protein MGC13269 (MGC13269), mRNA 


NM 032722 


Homo sapiens hypothetical protein MGC13275 (MGC13275), mRNA 


NM 032721 


Homo sapiens hypothetical protein MGC1 1314 (MGC1 1314), mRNA 


NM 032718 


Homo sapiens hypothetical protein MGC1 1332 (MGC1 1332), mRNA 



275 



WO 03/074654 



PCT/US03/05028 



NM 032717 


Homo sapiens hypothetical protein MGC1 1324 (MGC1 1324), mRNA 


NM 032714 


Homo sapiens hypothetical protein MGC13251 (MGC13251), mRNA 


NM 032710 


Homo sapiens hypothetical protein MGC13053 (MGC13053), mRNA 


NM 032709 


Homo sapiens hypothetical protein MGC13047 (MGC13047), mRNA 


NM 032701 


Homo sapiens hypothetical protein MGC2705 (MGC2705), mRNA 


NM 032691 


Homo sapiens hypothetical protein MGC1 1082 (MGC1 1082), mRNA 


NM 032690 


Homo sapiens hypothetical protein MGC13198 (MGC13198), mRNA 


NM 032687 


Homo sapiens hypothetical protein MGC13010 (MGC13010), mRNA 


NM 032683 


Homo sapiens hypothetical protein MGC12972 (MGC12972). mRNA 


NM 032680 


Homo sapiens hypothetical protein MGC4266 (MGC4266), mRNA 


NM 032679 


Homo sapiens hypothetical protein MGC4400 (MGC4400), mRNA 


NM 032676 


Homo sapiens hypothetical protein MGC10955 (MGC10955), mRNA 


NM 032673 


Homo sapiens hypothetical protein MGC10882 (MGC10882), mRNA 


NM 032671 


Homo sapiens hypothetical protein MGC10814 (MGC10814), mRNA 


NM 032664 


Homo sapiens hypothetical protein MGC1 1 141 (MGC1 1 141), mRNA 


NM 032663 


Homo sapiens hypothetical protein MGC10702 (MGC10702), mRNA 


NM 032658 


Homo sapiens hypothetical protein MGC10701 (MGC10701), mRNA 


NM 032654 


Homo sapiens hypothetical protein MGC10981 (MGC10981), mRNA 


NM 032653 


Homo sapiens hypothetical protein MGC10960 (MGC10960), mRNA 


NM 032648 


Homo sapiens hypothetical protein MGC10820 (MGC10820), mRNA 


NM 032647 


Homo sapiens hypothetical protein MGC10561 (MGC10561), mRNA 


NM 032644 


Homo sapiens hypothetical protein MGC2452 (MGC2452), mRNA 


NM 032641 


Homo sapiens hypothetical protein MGC2519 (MGC2519), mRNA 


NM 032638 


Homo sapiens hypothetical protein MGC2306 (MGC2306), mRNA 


NM 032633 


Homo sapiens hypothetical protein MGC5457 (MGC5457), mRNA 


NM 032632 


Homo sapiens hypothetical protein MGC5378 (MGC5378), mRNA 


NM_032630 


Homo sapiens HeLa cyclin-dependent kinase 2 interacting protein (CINP) 
mRNA 


NM 032627 


Homo sapiens hypothetical protein MGC3181 (MGC3181), mRNA 


NM 032626 


Homo sapiens hypothetical brain protein my038 (MY038), mRNA 


NM_032624 


Homo sapiens hypothetical brain protein my050 (MY050), mRNA 


NM 032623 


Homo sapiens ovary-specific acidic protein (OSAP), mRNA 


NM_032622 


Homo sapiens multi-PDZ-domain-containing protein (LNX), mRNA 


NM 032620 


Homo sapiens mitochondrial GTP binding protein (GTPBG3), mRNA 


NM 018622 


Homo sapiens presenilis associated rhomboid-like protein (PARL), mRNA 


NM 032498 


Homo sapiens homeobox protein from AL590526 (LOC84528), mRNA 


NM 032600 


Homo sapiens testes development-related NYD-SP17 (NYD-SP17) mRNA 


NM 032599 


Homo sapiens testes development-related NYD-SP18 (NYD-SP18) mRNA 


NM 032594 


Homo sapiens insuhnoma-associated protein IA-6 (INSM2), mRNA 


NM 032585 


Homo sapiens testis-specific transcript, Y-linked 6 (TTTY6), mRNA 


NM 032575 


Homo sapiens Kruppel-like zinc finger protein GLIS2 (GLIS2), mRNA 


NM 032573 


Homo sapiens testis-specific protein TSP-NY (TSP-NY), mRNA 


NM 032572 


Homo sapiens ribonuclease 7 (RNASE7), mRNA 


NM_032568 


Homo sapiens GABA(A) receptors associated protein like 3 (GABARAPL3), 
mRNA 


NM 032567 


xxumo sapiens lesns-specinc protein NYD-TSP1 (NYD-TSP1), mRNA 


NM 032566 


Homo sapiens esophagus cancer-related gene-2 (ECG2), mRNA 


NM 032562 


Homo sapiens group XHI secreted phospholipase A2 (PLA2G13), mRNA 


NM 032547 


Homo sapiens short coiled-coil protein (HRIHFB2072), mRNA 


NM 032546 


Homo sapiens ring finger protein 30 (RNF30), mRNA 


NM 032519 


Homo sapiens hypothetical protein HT023 (HT023), mRNA 


NM 032513 


Homo sapiens hypothetical protein MGC1 1303 similar to Zink transporter 2 
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NM 032490 




NM 032488 
NM_032471 

NM 032292 
NM_ 032263 


Homo sapiens PNAS-127 protein fPNAS-127), mRNA 

_ Homo sapiens protein related with psoriasis (LOC845 1 8), mRNA 

Homo sapiens protein kinase (cAMP-dependent, catalytic) inhibitor beta (PKJB) 
mRNA v '* 

Homo sapiens hypothetical protein FU20203 (FLJ20203) mRNA 

Homo sapiens hypothetical protein DKFZp434B227 (DKFZp434B227) mUNA 


NM 015178 
NM_032410 
NM_032108 

NM 015636 
NM 015701 


Homo sapiens KJLAA07 1 7 protein (KIAA0717) mRNA 
Homo sapiens hook3 protein (HOOK3), mRNA 

Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6B (SEMA6B), mRNA 

Homo sapiens DKFZP586J01 19 protein (DKFZP586J01 19} mRNA 


NM 015224 
NMJB2390 

NM 032388 
NM 032383 
NM 032378 
NM 032376 
NM 032375 
NM 032373 
NM 032370 
NM 032369 


Homo sapiens hypothetical protein ( CL25084), mRNA 

Homo sapiens KIAA1 105 protein (RAP140), mRNA 

Homo sapiens nucleolar protein interacting with the FHA domain of pKi-67 
(NlrK), mRNA 

- Homo sapiens nasopharyngeal carcinoma-related protein (NPCR), mRNA 

Homo sapiens Hernianskv-Pi iH 1 a V cvnHmmp i /xtdqi\ fitTTa 

Homo sapiens hypothetical protein FLJ20897 (FLJ20897) mRNA 
Homo sapiens hypothetical protein MGC4251 (MGC4251). mRNA 
Homo sapiens hypothetical protein MGC2865 (MGC2865) mRNA 

|Homo sapiens hypothetical protein MGC16202 (MGC16202) mRNA ~H 
Homo sapiens Hypothetical protein MGC15716 (MGC15716) mRNA 

[Homo sapiens hypothetical protein MGC15619 (MGC15619) mRNA 


NM_032368 
NM 032374 
NMJ)32364 
NM_032362 
NM 032361 
NM_032360 
NM 032359 
NM 032358 
NM 032357 
NM__032356 
NM 032355 
1 NM 032352 
NM_032350 
NM 032349 
NM 032348 


Homo sapiens hypothetical protein MGC15436 (MGC15436) mRNA 
Homo sapiens hypothetical protein MGC2562 (MGC2562), mRNA 
Homo sapiens hypothetical protein MGC14726 (MGC14726) mRNA 

Homo sapiens HEIL1 protein (HEIL1). mRNA 1 

Homo sapiens hypothetical protein MGC5469 (MGC5469) mRNA H 

Homo sapiens hypothetical protein MGC2404 (MGC2404) mRNA 

Homo sapiens hypothetical protein MGC4308 (MGC4308). mRNA 

Homo sapiens hypothetical protein MGC13183 (MGC13183) mRNA 

n " mu 2gPiggg hypothetical protem Mul.12981 (MGC12981) mRNA 

Homo sapiens nypothetical protein MGC14151 (MGC14151) mRNA 

Homo sapiens hypothetical protein MGC13272 (MGC13272). mRNA 

Homo sapiens hypothetical protein MGC1 1296 (MGC1 1296). mRNA 

Homo sapiens hypothetical protein MGC1 1257 (MGC1 1257). mRNA 

Homo sapiens hypothetical protein MOP 1 1275 (MGC1 1275). mRNA 

Homo sapiens nypothetical protein ur/'w? {Mnrvu^ mPN V 


NM 032346 
NM 032345 
NM 032343 
NM 032341 
NM, 032339 
NM 032336 
NM 032334 
NM 032332 
NM 032331 
NM 032328 ] 
NM 032322 J 
NM 032321 1 
NM 032319 


Homo sapiens hypothetical protein MGC13096 (MGC13096) mRNA 
Homo sapiens hypothetical protein MGC13064 (MGC13064). mRNA 
Homo sapiens nypothetical protein MGC13016 (MGC13016). mRNA 
Homo sapiens nypothetical protein MGC14844 (MGC14844) mRNA 
Homo sapiens hypothetical protein Mfiri4«T> (MGC14832). mRNA 
Homo sapiens hypothetical protein MGC14799 (MGC14799). mRNA 

Homo sapiens hypothetical protein MGC14595 (MGC14595) mRNA 

Homo sapiens hypothetical protein MGC4238 (MGC4238). mRNA "' | 

Homo sapiens hypotnetica] protein MGC2408 (MGC2408), mRNA 

nomo sapiens hypothetical protein MGC1 7458 (MGC12458) mRNA 

4omo sapiens hypothetical protein MGC 13061 (MGC13061), mRNA 

Wo sapiens hypothetical protein MGC13057 (MGC13057) mRNA 

iomo sapiens chromosome 2 open readinfi frame 7 (C2orf7), mRNA ' H 
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NM 032315 


Homo sapiens hypothetical protein MGC4399 (MGC4399), mRNA 


NM 032314 


Homo sapiens hypothetical protein MGC4767 (MGC4767), mRNA 


NM 032313 


Homo sapiens hypothetical protein MGC3232 (MGC3232), mRNA 


NM 032312 


Homo sapiens hypothetical protein MGC11061 (MGC11061), mRNA 


NM 032310 


Homo sapiens hypothetical protein MGC11115 (MGC11115),mRNA 


NM 032307 


Homo sapiens hypothetical protein MGC10999 (MGC10999), mRNA 


NM 032303 


Homo sapiens hypothetical protein MGC10940 (MGC10940), mRNA 


NM 032302 


Homo sapiens hypothetical protein MGC1091 1 (MGC1091 1), mRNA 


NM 032301 


Homo sapiens hypothetical protein MGC10870 (MGC10870), mRNA 


NM 032300 


Homo sapiens hypothetical protein MGC10854 (MGC10854), mRNA 


NM 032298 


Homo sapiens hypothetical protein DKJFZp7610132 (DKFZp7610132), mRNA 


NM 032297 


Homo sapiens hypothetical protein DKFZp761Dl 12 (DKFZp761Dl 12), mRNA 


NM 032296 


Homo sapiens hypothetical protein DKFZp761A132 <DKFZp761A132), mRNA 


NM_032295 


Homo sapiens hypothetical protein DKFZp761N0624 (DKFZp761N0624) 
mRNA 


NMJ)32294 


Homo sapiens hypothetical protein DKFZp761M0423 (DKFZp761M0423) 
mRNA 


NMJ)32289 


Homo sapiens hypothetical protein DKFZp761B0514 (DKFZp761B0514), 
mRNA 


NM_032287 


Homo sapiens hypothetical protein DKFZp761017121 (DKFZp761017121) 
mRNA 


NM 032280 


Homo sapiens hypothetical protein DKFZp761J139 (DKFZp761J139), mRNA 


NM 032278 


Homo sapiens hypothetical protein DKFZp547P082 (DKFZp547P082) mRNA 


NM 032274 


Homo sapiens hypothetical protein DKFZp547F072 (DKFZp547F072), mRNA 


NM 032271 


Homo sapiens hypothetical protein DKFZp586I021 (DKFZp586I021), mRNA 


NM 032270 


Homo sapiens hypothetical protein DKFZp586Jl 1 19 (DKFZp586Jl 119), mRNA 


NM 032269 


Homo sapiens hypothetical protein DKFZp434I099 (DKFZp434I099) mRNA 


NM 032266 


Homo sapiens hypothetical protein DKFZp434Gl 18 (DKFZp434Gl 18), mRNA 


NM 032265 


Homo sapiens hypothetical protein DKFZp434N127 (DKFZp434N127) mRNA 


NM 032262 


Homo sapiens hypothetical protem DKPZp434N035 (DKFZp434N035), mRNA 


NMJB2257 


Homo sapiens hypothetical protein DKFZp434N2435 (DKFZp434N243 5) 
mRNA 


NM_032256 


Homo sapiens hypothetical protein DKFZp434K2435 (DKFZp434K2435) 
mRNA h 


NM 032255 


Homo sapiens hypothetical protem DKFZp434I1930 (DKFZp434I1930) mRNA 


NM 032254 


Homo sapiens hypothetical protem DKFZp434F142 (DKFZp434F142) mRNA 


NM_032247 


Homo sapiens hypothetical protem DKFZp434E0519 (DKFZp434E0519) 
mRNA " 


NM 032242 


Homo sapiens hypothetical protein DKFZp564A176 (DKFZp564A176), mRNA 


NM 032238 


Homo sapiens hypothetical protein FU23416 (FU23416), mRNA 


NM 032235 


Homo sapiens hypothetical protein FU23138 (FLJ23138), mRNA 1 


NM 032234 


Homo sapiens hypothetical protein FU23059 (FLJ23059), mRNA 


NMJ)32233 [ 


Homo sapiens hypothetical protein FU23027 (FU23027), mRNA 


NM 032229 


Homo sapiens hypothetical protein FU22774 (FLJ22774), mRNA 


NM 032221 


Homo sapiens hypothetical protein FU22369 (FIJ22369), mRNA 


NM 0322 n 


Homo sapiens hypothetical protein FU21977 (FU21977), mRNA 


NMJ)32212 


Homo sapiens similar to DNA-directed RNA polymerase I (135 kDa) (Rpol-2), 
mRNA 


NM 032207 


Homo sapiens hypothetical protem FLJ21742 (FLJ21742) mRNA 


NM 032205 


Homo sapiens hypothetical protem FLJ21615 (FU21615), mRNA 


NM 032196 


Homo sapiens hypothetical protein KIAA1259 (KIAA1259), mRNA 


NM 032192 


Homo sapiens hypothetical protem FU20940 (FLJ20940) mRNA 
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NM 032191 


Homo sapiens hypothetical protein FLN4326 (FU14326), mRNA n 


NM 032187 


Homo sapiens hypothetical protein FLJ14026 (FLJ14026), mRNA 


NM 032186 


Homo sapiens hypothetical protein FU13964 (FLJ13964), mRNA 


NM 032181 


Homo sapiens hypothetical protein FU13391 (FLJ13391), mRNA 


NM 032179 


Homo sapiens hypothetical protein FLJ20542 (FLJ20542), mRNA 


NM 032178 


Homo sapiens hypothetical protein FU13291 (FLJ13291), mRNA 


NM 032175 


Homo sapiens hypothetical protein FU12787 (BU12787), mRNA 


NM 032174 


Homo sapiens hypothetical protein FU12770 (FLJ12770), mRNA 


NM 032169 


Homo sapiens hypothetical protein FLJ12592 (FU12592), mRNA 


NM 032164 


Homo sapiens hypothetical protein FU12298 (FIJ12298), mRNA 


NM 032162 


Homo sapiens hypothetical protein FIJI 1952 (FIJI 1952), mRNA 


NM 032155 


Homo sapiens hypothetical protein DKFZp547I094 (DKFZp547I094), mRNA 


NM 032152 


Homo sapiens PRAM-1 protein (PRAM-1), mRNA 


NM 032149 


Homo sapiens hypothetical protein DKFZp434G072 (DKFZP434G072), mRNA 


NM_032147 


Homo sapiens hypothetical protein DKFZp434D0127 (DKFZP434D0127), 
mRNA 


NM_032146 


Homo sapiens hypothetical protein DKFZp434Ll 123 similar to mouse Arl6 
(DKFZP434L1 123), mRNA 


NM_032143 


Homo sapiens hypothetical protein DKFZp434B1727 (DKFZP434B1727) 
mRNA 


NM 032142 


Homo sapiens hypothetical protein FLJ10352 (FLJ10352), mRNA 


NM_032141 


Homo sapiens hypothetical protein DKFZp434K1421 (DKFZP434K1421), 
mRNA 


NM_032140 


Homo sapiens hypothetical protein DKFZp434A1319 (DKFZP434A1319), 
mRNA 


NM_032135 


Homo sapiens hypothetical protein DKFZp434F1017 (DKFZP434F1017) 
mRNA 


NM_032134 


Homo sapiens hypothetical protein DKFZp434P0316 (DKFZP434P0316), 
mRNA A 


NM_032131 


Homo sapiens hypothetical protein DKFZp434P0714 (DKFZP434P0714), 
mRNA 


NM_032130 


Homo sapiens hypothetical protein DKFZp434J01 13 (DKFZP434J01 13), mRNA 


NM_032129 


Homo sapiens hypothetical protein DKFZp434H2010 (DKFZP434H2010) 
mRNA 


NM 032128 


Homo sapiens hypothetical protein DKFZp566Ml 14 (DKFZP566M1 14), mRNA 


NM_032127 


Homo sapiens hypothetical protein DKFZp566M1046 (DKFZP566M1046), 
mRNA 


NM 032126 


Homo sapiens hypothetical protein DKFZp564J047 (DKFZP564J047), mRNA 


NM_032124 


Homo sapiens hypothetical protein DKFZp564D1378 (DKFZP564D1378) 
mRNA 


NM_032121 


Homo sapiens hypothetical protein DKFZp564K142 similar to implantation- 
associated protein (DKFZp564K142), mRNA 


NM_032118 


Homo sapiens hypothetical protein FLJ12953 similar to Mus musculus D3Mm3e 
(FLJ12953),mRNA 


NM 032117 


Homo sapiens GAJ protein (GAJ), mRNA 


NM_032116 


Homo sapiens hypothetical protein MGC2599 similar to katanin p60 subunit A 1 
2599 (MGC2599), mRNA 


NM 032112 


Homo sapiens mitochondrial ribosomal protein L43 (MRPL43), mRNA 


NM_020898 


Homo sapiens KIAA1536 protein (KIAA1536), mRNA 


NM 020726 


Homo sapiens neurolysin (metallopeptidase M3 family) (NLN), mRNA 


NM 020707 


Homo sapiens KIAA1 173 protein (KIAA1 173), mRNA 


NM_018670 


Homo sapiens hypothetical protein (EU 899308), mRNA 
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NM 018385 


Homo sapiens hypothetical protein FIJI 1301 (FIJI 1301), mRNA 


NM 018064 


Homo sapiens hypothetical protein FIJI 0342 (FIJI 0342), mRNA 


NMJ) 17607 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12C 
(PPPlR12C) ) mRNA 


NM 015645 


Homo sapiens DKFZP586B0621 protein (CTRP5), mRNA 


NM 015528 


Homo sapiens DKFZP566H073 protein (DKFZP566H073), mRNA 


NM 015512 


Homo sapiens DKFZP434A236 protein (DKFZP434A236), mRNA 


NM 015426 


Homo sapiens DKFZP434C245 protein (DKFZP434C245), mRNA 


NM 015292 


Homo sapiens KIAA0747 protein (KIAA0747), mRNA 


NM 015236 


Homo sapiens KIAA0768 protein (LEC3), mRNA 


NM 015196 


Homo sapiens KIAA0922 protein (KIAA0922), mRNA 


NM 015112 


Homo sapiens KIAA0807 protein (MAST205), mRNA 


NM 015070 


Homo sapiens KIAA0853 protein (KIAA0853), mRNA 


NM 032308 


Homo sapiens hypothetical protein MGC4189 (MGC4189), mRNA 


NM 004801 


Homo sapiens neurexin 1 (NRXN1), mRNA 


NM_001221 


Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) II 
delta (CAMK2D), mRNA 


NM 015208 


Homo sapiens KIAA0874 protein (KIAA0874), mRNA 


NM 032043 


Homo sapiens BRCAl-interacting protein 1 (BRIP1), mRNA 


NM_032040 


Homo sapiens hypothetical protein DKFZp564K0322 (DKFZP564K0322) 
mRNA h 


NM 032037 


Homo sapiens senne/threonine protein kinase SSTK (SSTK), mRNA 


NM 032033 


Homo sapiens FKSG43 (FKSG43), mRNA 


NM 032032 


Homo sapiens FKSG42 (FKSG42), mRNA 


NM 032031 


Homo sapiens FKSG17 (FKSG17), mRNA 


NM 032029 


Homo sapiens FKSG87 protein (FKSG87), mRNA 


NM 032026 


Homo sapiens CDA1 1 protein (CDA1 1), mRNA 


NM 032024 


Homo sapiens CDA017 protein (CDA017), mRNA 


NM 032023 


Homo sapiens AD037 protein (AD037), mRNA 


NM 032022 


Homo sapiens AD036 protein (AD036), mRNA 


NM 031956 


Homo sapiens NYD-SP14 protein (NYD-SP14), mRNA 


NM 031954 


Homo sapiens MSTP028 protein (MSTP028), mRNA 


NM 031953 


Homo sapiens MSTP043 protein (MSTP043), mRNA 


NM 031936 


Homo sapiens G protein-coupled receptor 61 (GPR61), mRNA " 


NM 031934 


Homo sapiens RAB34, member RAS oncogene family (RAB34), mRNA 


NMJ)31933 


Homo sapiens wingless-type MMTV integration site family, member 8A 
(WNT8A), transcript variant 1, mRNA 


NM 031932 


Homo sapiens testis transcript Y 14 (TTY14), mRNA 


NM 031931 


Homo sapiens testis transcript Y 13 (TTY13), mRNA 


NM 031930 


Homo sapiens testis transcript Y 12 OTY12), mRNA 


NM 031929 


Homo sapiens testis transcript Y 1 1 (TTY1 1), mRNA 


NM_031927 


Homo sapiens testis transcript Y 9 (TTY9), mRNA 


NM 031926 


Homo sapiens testis transcript Y 7 (TTY7), mRNA 


NM_031925 


Homo sapiens transmembrane protein induced by tumor necrosis factor aloha 
(TMPIT), mRNA H 


NM 031924 


Homo sapiens radial spoke protein 3 (RSP3), mRNA 


NMJ)31917 


Homo sapiens angiopoietin-related protein 5 (ARP5), mRNA 


NM 031948 


Homo sapiens marapsin (MPN), mRNA 


NM_031908 


H^o^sapiens complement-clq tumor necrosis factor-related protein 2 (CTRP2), 


NM_031905 
NM 031889 


Homo sapiens hypothetical protein MGC3195 (MGC3195), mRNA 
Homo sapiens enamelin (ENAM), mRNA 
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NM 022447 


Homo sapiens topoisomerase-related function protein 4-2 (TRF4-2), mRNA 


NM 031485 


Homo sapiens glutamate rich WD repeat protein GRWD (GRWD), mRNA 


NM 031484 


Homo sapiens hypothetical protein MGC4415 (MGC4415), mRNA 


NM 031479 


Homo sapiens hypothetical protein MGC4638 (MGC4638), mRNA 


NM_031474 


Homo sapiens hypothetical protein DKFZp761G1913 (DKFZP761G1913), 
mRNA 


NM 031466 


Homo sapiens KIAA1 882 protein (MGC4737), mRNA 


NM 031465 


Homo sapiens hypothetical protein MGC 13204 (MGC13204), mRNA 


NM_031464 


Homo sapiens hypothetical protein MGC1 1287 similar to ribosomal protein S6 
kinase , (MGC1 1287), mRNA 


NM 031459 


Homo sapiens sestrin 2 (SES2), mRNA 1 


NM 031455 


Homo sapiens hypothetical protein DKFZp761F241 (DKFZP761F241) mRNA 


NM 031453 


Homo sapiens hypothetical protein MGC1 1034 (MGC1 1034), mRNA 


NM 031452 


Homo sapiens hypothetical protein MGC2560 (MGC2560), mRNA 


NM 031449 


Homo sapiens KIAA1886 protein (DKFZP761I2123), mRNA 


NM 031447 


Homo sapiens hypothetical protein MGC13033 (MGC13033), mRNA 


NM 031446 


Homo sapiens hypothetical protein PNAS-131 (PNAS-131), mRNA 


NM 031437 


Homo sapiens hypothetical protein MGC10823 (MGC10823), mRNA 


NM 031436 


Homo sapiens hypothetical protein MGC10612 (MGC10612), mRNA 


NM 031435 


Homo sapiens hypothetical protein DKFZp564I0422 (DKFZP5 6410422), mRNA 


NM 031430 


Homo sapiens rab interacting lysosomal protein (RILP\ mRNA 


NM 031425 


Homo sapiens hypothetical protein MGC 108 12 (MGC 108 12), mRNA 


NM 031423 


Homo sapiens hypothetical protein NUF2R (NUF2R), mRNA 


NM_031421 


Homo sapiens hypothetical protein DKFZp434H01 15 (DKFZP434H01 15), 
mRNA 


NM_031412 


Homo sapiens GABA(A) receptor-associated protein like 1 (GABARAPL1), 
mRNA 


NM 004637 


Homo sapiens RAB7, member RAS oncogene family (RAB7), mRNA 


NM 031283 


Homo sapiens HMG-box transcription factor TCF-3 (TCF-3), mRNA 


NM 031307 


Homo sapiens hypothetical protein FECSG32 (FKSG32), mRNA 


NM_031305 


Homo sapiens hypothetical protein DKFZp564Bl 162 (DKFZP564B1 162) 
mRNA ! 


NM_031301 


Homo sapiens hypothetical protein DKFZp564D0372 (DKFZP564D0372) 
mRNA 


NM 031298 


Homo sapiens hypothetical protein MGC2963 (MGC2963), mRNA 


NM 031293 


Homo sapiens hypothetical protein DKFZp434G131 (DKFZP434G131), mRNA 


NM_031292 


Homo sapiens hypothetical protein DKFZp434G1415 (DKFZP434G1415) 
mRNA 


NM 031288 


Homo sapiens PAP-1 binding protein (PAPA-1), mRNA 


NM 031284 


Homo sapiens hypothetical protein DKFZp434B195 (DKFZP434B195), mRNA 


NM 030972 


Homo sapiens hypothetical protein MGC5384 (MGC5384), mRNA 


NM_030901 


Homo sapiens olfactory receptor, family 7, subfamily A, member 17 (OR7A17), 
mRNA 


NM 017990 


Homo sapiens hypothetical protein FU10079 (FLJ10079), mRNA 


NM 031219 


Homo sapiens hypothetical protein MGC12904 (MGC 12904), mRNA 


NM 031218 


Homo sapiens hypothetical protein FLJ12488 (FTJ12488), mRNA 


NM 031214 


Homo sapiens hypothetical protein AF31 1304 (AF3 1 1304), mRNA 


NM 031210 


Homo sapiens hypothetical protein DC50 (DC50\ mRNA 


NM 031207 


Homo sapiens hypothetical protein HT036 (HT036), mRNA 


NM 007013 


Homo sapiens WW domain-containing protein 1 (WWP1), mRNA 


NM 030897 


Homo sapiens hypothetical protein FU21617 (FU21617), mRNA 


NM 030978 


Homo sapiens hypothetical protein similar to actin related protein 2/3 complex, 
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NM 030971 


subunit 5 (MGC3038), mRNA 

Homo sapiens similar to rat tricarboxylate carrier-like protein (BA108L7.2), 
mRNA. 5 


NM_030965 
NM 030960 


Homo sapiens similar to sialyltransferase 7 ((alpha-N-acetymeuraminyl 2 3- 
betagalactosyl-l,3)-N-acetyl galactosaminide alpha^^-sialyltransferaselE 
(MGC3 184), mRNA ' ^xerase; n 


NMJ)30958 
NM 030952 


_ oa^i^ia sperm dcrosome associated 1 (orACAl), mRNA 
Homo sapiens organic anion transporter polypeptide-related protein 4 
(OATPRP4), mRNA 


NMJ)30940 

NM 030937 
NM 030929 


Homo sapiens hypothetical protem DKFZp434J037 (DKFZP434J037) mRNA 

Homo sapiens hypothetical protein MGC4276 similar to CG8 1 98 (MGC4276), 
mR^JA ' | 

Homo sapiens hypothetical protein hCLA-iso (HCLA-EO) mRNA 


NM 030921 
NM_030917 

NM 030915 
NM 030914 
NM 030907 


Homo sapiens hypothetical protein FKSG28 (FKSG28), mRNA 

Homo sapiens hypothetical protem DC42 (DC42), mRNA 

Homo sapiens hypothetical protein DKFZp586K0717 (DKFZP586K0717) 

mRNA 1 

r J uyyvuKjuvM pruiein ujsjrzjpjooJUy i (JJKr ZP5 66 J091) mRNA 

Homo sapiens hypothetical protein MGC2668 (MGC2668) mRNA 


NM 030895 
NM 030891 
NM 030755 
NM 030819 
NM 030814 


Homo sapiens hypothetical protein MGC10731 (MGC10731) mRNA 
Homo sapiens hypothetical protein FU14129 (FLJ14129) mRNA 
Homo sapiens leucme-nch repeat-containing 3 (LRRC3) mRNA 
Homo sapiens thioredoxm domain-containing (TXNDCV mRNA | 
^ ls " ii0 "_ypuuicuu<u protein ivivjui 1 55 j (MCiCl 1335) mRNA 1 


NM 030810 
NM_030804 

NM 030794 
NM 030759 
NM 030795 


Homo sapiens hypothetical protein GL012 (GL012), mRNA 
Homo sapiens hypothetical protem MGC3 178 (MGC3178) mRNA 
Homo sapiens hypothetical protein DKFZp434E2135 (DKFZP434E2135) 
mRNA h 

Homo sapiens hypothetical protein FLJ21007 (FLJ21007) mRNA 
Homo sapiens nuclear receptor binding factor-2 (NRBF-2) mRNA 
Homo sapiens stathmin-liVp A (^t\a>^a\ tmTjxta " 


NM 020909 
NM 018023 
NMJ)23009 

NM 025230 
NM 025222 
NM 025170 


Homo sapiens KIAA1548 protein (KIAA1 548), mRNA 1 

Homo sapiens hypothetical protein FU10201 (FU10201) mRNA 
Homo sapiens macrophage myristoylated alanine-rich C kinase substrate 
(MACMARCKS), mRNA ^ | 
Homo sapiens hypthetical protein PR02389 (PR02389) mRNA 
Homo sapiens hypothetical protein PRO2730 (PRO2730), mRNA 


NM 024681 
NM 024928 
NM_0 17578 

NM 030642 
NM_024513 
NM 030621 
NMJ)30641 
NM 025190 
NM 025040 
NM 030613 ] 
NM 024820 ] 
NM 018015 ] 
NM 024762 ] 


Homo sapiens hypothetical protein FLJ12987 (FU12987) mRNA | 
Homo sapiens hypothetical protein FU12242 fFLJ1224?/l, mRNA 1 
tiomo sapiens hypothetical protein FU22559 (FLJ22559), mRNA 
Homo sapiens AKAP-binding sperm protein ropporin (DKFZp434B1222) 
mRNA J> 

Homo sapiens apohpoprotem L, 5 CAPOL5), mRNA | 
Homo sapiens FYVE and coiled-coil domain containing 1 (FYCOl) mRNA 
Homo sapiens helicase-moi (KIAA0928), mRNA 

Homo Sapiens anol innrrrn t^n T < ( A T>rvr /rv ~~t>xt a ~ I 

Homo sapiens KIAA1641 protein fKTA A1641), mRNA " J 

Homo sapiens hypothetical protein FU21941 (FU21941), mRNA 

tlomo sapiens hypothetical protein FLJ21628 (FLJ21628), mRNA I 

Homo sapiens KIAA1608 protein (KIAA1608), mRNA 

Homo sapiens hypothetical protein FLJ10178 (FLJ10178), mRNA 
3omo sapiens hypothetical protein FLJ21603 (FLJ21603), mRNA 
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NM 024329 


Homo sapiens hypothetical protein MGC4342 (MGC4342), mRNA 


NM 024087 


Homo sapiens DKFZP564L0862 protein (DKFZP564L0862), mRNA 


NMJ)30594 


Homo sapiens cytoplasmic polyadenylation element binding protein (CPEB1), 
mRNA 


NM 025084 


Homo sapiens hypothetical protein FLJ22795 (FU22795), mRNA 


NM 025090 


Homo sapiens KIAA1453 protein (KIAA1453), mRNA 


NM 024939 


Homo sapiens hypothetical protein HJ21918 (FU21918), mRNA 


NM 024903 


Homo sapiens hypothetical protein FU14297 (FU14297), mRNA 


NM 024793 


Homo sapiens KIAA0643 protein (KIAA0643), mRNA 


NM 024718 


Homo sapiens hypothetical protem FLJ10101 (FU10101), mRNA 


NM 015652 


Homo sapiens DKFZP564P1916 protein (DKFZP564P1916), mRNA 


NM 025189 


Homo sapiens hypothetical protein FLJ13659 (FU13659), mRNA 


NM 025021 


Homo sapiens KIAA0616 protein (KIAA0616), mRNA 


NM 025010 


Homo sapiens KIAA0795 protein (KIAA0795), mRNA 


NM 024894 


Homo sapiens hypothetical protein FLJ14075 (FLJ14075) mRNA 


NM 024840 


Homo sapiens hypothetical protem FU13590 (FLJ13590), mRNA 


NM 022782 


Homo sapiens M-phase phosphoprotein 9 (MPHOSPH9) mRNA 


NM_0 17558 


Homo sapiens hypothetical protein DKFZp434L0850 flDKFZD434L0850) ] 
mRNA 


NM 030580 


Homo sapiens hypothetical protein MGC10520 (MGC10520), mRNA 


NM 025195 


Homo sapiens phosphoprotein regulated by mitopenin pathways (C8FW) mRNA 


NM 030581 


Homo sapiens hypothetical protein FLJ12270 (FT J 12770) mPNA 


NM 030577 


Homo sapiens hypothetical protein MGC 1 0993 CMGCA 090^ mPMA i 


NM 030576 


Homo sapiens hypothetical protein MGC10986 (MGC10986) mRNA 


NM 030575 


Homo sapiens hypothetical protein MGC10334 (UGCA OWi mPNA 


NM 030572 


Homo sapiens hypothetical protem MGC10946 (MGC10946) mRNA 


NMJ)30571 


Homo sapiens hypothetical protein MGC10924 similar to Nedd4 WW-binding 
protein 5 (MGC10924), mRNA 




Homo sapiens hypothetical protein MGC10848 (MGC10848), mRNA 


NM 030568 


Homo sapiens hypothetical protem MGC10818 (MGC10818) mRNA 


NM 030567 


Homo sapiens hypothetical protem MGC10772 (MGC10772), mRNA 


NM 025164 


Homo sapiens KIAA0999 protein (KIAA0999), mRNA 


NM 025132 


Homo sapiens KIAA1638 protein (KIAA1638), mRNA 


NM 024668 


Homo sapiens hypothetical protein FLJ20288 (FLJ20288) mPNA 


NM 024547 
NM 018418 


Homo sapiens KIAA0467 protein (KIAA0467), mRNA 


NM 025182 


Homo sapiens hypothetical protein (HSD-3 . 1), mRNA 

Homo sapiens hypothetical protem FLJ1 1560 (FIJI 1560) mRNA 


NM_025168 


Hraio^sapiens LAP (leucine-nch repeats and PDZ) and no PDZ protein (LANO), 


NM 025081 


Homo sapiens KIAA1305 protein (KIAA1305), mRNA 


"MM* (Y)A1^(\ 
INiVt UZ*I>/DU 


Homo sapiens leucine-rich repeat-containing 2 (LRRC2), mRNA 


NM 025266 


Homo sapiens hypothetical protein MGC2780 (MGC2780), mRNA 


NM 025265 


Homo sapiens hypothetical protem MGC2776 (MGC2776), mRNA 


NM 025264 


Homo sapiensjiypothetical protein MGC2454 (MGC2454), mRNA 


NM_025247 

XTA/T AOClyl/C 

JNM U2jz4o 

NM 025234 
NM 025221 


Homo sapiens hypothetical protem MGC5601 (MGC5601), mRNA 
Homo sapiens hypothetical protein MGC3295 (MGC3295), mRNA 
Homo sapiens recombination protein REC14 (REC14), mRNA 


NM_025207 
NM 025204 
NMJ)25203 
NM 025199 


Homo sapiens calsenilm-like protein (CALP), mRNA 
Homo sapiens hypothetical protein PP591 (PP591), mRNA 
Homo sapiens hypothetical protein PP2447 (PP2447), mRNA 
Homo sapiens hypothetical protein FU21945 (FU21945), mRNA 
Homo sapiens hypothetical protein FLJ20886 (FLJ20886), mRNA 
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NM__025197 


Homo sapiens hypothetical protein FLJ13660 similar to CDK5 activator-binding 
protein C53 (FU13660V roRNA 


NM 025187 


Homo sapiens hypothetical protein FTJ12076 (FLJ12076), mRNA 


NM 025184 


Homo sapiens hypothetical protein FU22843 (FU22843), mRNA 


XTTk Jf A1 c i O t 

NM 025181 


Homo sapiens hypothetical protein FLJ22004 (FU22004), mRNA 


XTX AT C 1 ✓'i 

NM 025163 


Homo sapiens hypothetical protein FU12768 (FLJ12768), mRNA 


NM 025159 


Homo sapiens hypothetical protein FIJI 1577 (FIJI 1577), mRNA 


NM 025157 


Homo sapiens hypothetical protein FU23042 (FU23042), mRNA 


XTX AT t\*\ F ■* C r 

NM 025155 


Homo sapiens hypothetical protein FIJI 1 848 (FIJI 1 848), mRNA 


NM 025152 


Homo sapiens hypothetical protein FU12660 (FU12660), mRNA 


NM 025150 


Homo sapiens hypothetical protein FU12528 (FU12528), mRNA 


NM 025147 


Homo sapiens hypothetical protein FUl 3448 (FU1 3448), mRNA 


NM 025146 


Homo sapiens hypothetical protein FU13194 (FU13194), mRNA 


NM 025145 


Homo sapiens hypothetical protein FU22944 (FLJ22944) mRNA 


NM 025143 


Homo sapiens hypothetical protein FLJ20856 (FLJ20856), mRNA 


NM 025140 


Homo sapiens hypothetical protein FLJ22471 (FLJ22471), mRNA 


NM 025139 


Homo sapiens hypothetical protein FLJ12584 (FU12584), mRNA 


NM 025134 


Homo sapiens hypothetical protein FLJ12178 (FIJ12178), mRNA 


NM 025133 


Homo sapiens hypothetical protein FU12673 (FLJ12673), mRNA 


NM 025130 


Homo sapiens hypothetical protein FLJ22761 (FLJ22761), mRNA 


NM 025129 


Homo sapiens hypothetical protein FLJ22688 (FU22688), mRNA ~ 


NM 025118 


Homo sapiens hypothetical protein FIJI 33 10 (FU13310), mRNA 


NM 025115 


Homo sapiens hypothetical protein FU23263 (FLJ23263), mRNA 


NM 025113 


Homo sapiens hypothetical protein FLJ21562 (FU21562), mRNA 


NM 025112 


Homo sapiens hypothetical protein MGC1 1349 (MGC1 1349), mRNA 


NM 025108 


Homo sapiens hypothetical protein FLJ13909 (FU13909), mRNA 


NM 025107 


Homo sapiens hypothetical protein FLJ21269 (FU21269) mRNA 


XTX AT narin^ 

NM 025105 


Homo sapiens hypothetical protein FLJ12409 (FLJ12409), mRNA 


NM 025104 


Homo sapiens hypothetical protein FU13087 (FU13087), mRNA 


NM 025103 


Homo sapiens capillary morphogenesis protein 1 (CMG1), mRNA 


NM 025100 


Homo sapiens hypothetical protein FIJI 2294 (FLJ12294), mRNA 


NM 025093 [ 


Homo sapiens hypothetical protein FIJI 1827 (FUl 1 827), mRNA 


NM 025092 


Homo sapiens hypothetical protein FLJ22635 (FLJ22635), mRNA 


NM 025088 


Homo sapiens hypothetical protein FU13241 (FU13241), mRNA 


NM 025087 


Homo sapiens hypothetical protein FU2151 1 (FLJ2151 1), mRNA 


NM 025082 


Homo sapiens hypothetical protein FLJ13 1 1 1 (FLI13 1 1 1), mRNA 


XTX JT f\<~\ C fs^ r 

NM 025075 


Homo sapiens hypothetical protein FU23445 (FLJ23445), mRNA 


NM 025074 


Homo sapiens hypothetical protein FU22031 (FU22031), mRNA 


XTA Jf nif ATI 

NM 025073 


Homo sapiens hypothetical protein FU21 168 (FU21 168), mRNA 


XTX Jf A*^ CAT 1 

NM 025071 


Homo sapiens hypothetical protein FU12190 (FLJ12190), mRNA 


XTX /f ATCA^A 

NM 025069 


Homo sapiens hypothetical protein FLJ14299 (FU14299), mRNA 


NM 025067 


Homo sapiens hypothetical protein FU14106 (FLJ14106), mRNA 1 


NM 025064 


Homo sapiens hypothetical protein FLJ23604 (FLJ23604), mRNA 


NM 025063 


Homo sapiens hypothetical protein FU23550 (FIJ23550), mRNA 1 


NM 025059 


xiuuiu sapiens nypotneucai protein MJ23305 (1^23305), mRNA 


NM 025057 


Homo sapiens hypothetical protein FU23 1 89 (FTJ23 189), mRNA 


NM 025056 


Homo sapiens hypothetical protein FU23185 (FU23185), mRNA 


NM 025052 


Homo sapiens hypothetical protein FU23074 (FIJ23074), mRNA 


NM 025049 


Jlomo sapiens hypothetical protein FLJ22692 (FIJ22692), mRNA 


NM 025048 


Homo sapiens hypothetical protein FU22684 (FLJ22684), mRNA 


NM 025047 


Homo sapiens hypothetical protein FU22595 (FLJ22595), mRNA " ~ J 
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NM 025045 


Homo sapiens hypothetical protein FLJ22582 (FLJ22582), mRNA 


NM 025031 


Homo sapiens hypothetical protein FU21075 (FLJ21075), mRNA 


NM 025030 


Homo sapiens hypothetical protein FLJ20972 (FLJ20972), mRNA 


NM 025026 


Homo sapiens hypothetical protein FU14107 (FU14107), mRNA 


NM 025025 


Homo sapiens hypothetical protein FLJ14100 (FIJ14100), mRNA 


NM 025024 


Homo sapiens hypothetical protein FU14082 (FU14082), mRNA 


NM 025023 


Homo sapiens hypothetical protein FU14069 (FU14069), mRNA 


NM 025019 


Homo sapiens likely ortholog of mouse tubulin alpha 4 (FLJ13940), mRNA 


NM 025012 


Homo sapiens hypothetical protein FLJ13769 (FU13769), mRNA 


NM 025009 


Homo sapiens hypothetical protein FU13621 (FU13621), mRNA 


NM 025008 


Homo sapiens hypothetical protein FU13544 (FLJ13544), mRNA 


NM 025006 


Homo sapiens hypothetical protein FLJ13373 (FU13373), mRNA 


NM 025004 


Homo sapiens hypothetical protein FU13215 (FLJ13215), mRNA 


NM 025003 


Homo sapiens hypothetical protein FIJI 3 166 (FU13166), mRNA 


NM 025002 


Homo sapiens hypothetical protein FLJ13162 (FU13162), mRNA 


NM 025001 


Homo sapiens hypothetical protein FU13 105 (FU13 105), mRNA 


NM 025000 


Homo sapiens hypothetical protein FIJI 3096 (FU13096), mRNA 


NM 024997 


Homo sapiens hypothetical protein FU12668 (FU12668), mRNA 


NM 024993 


Homo sapiens hypothetical protein FU12568 (FLJ12568), mRNA 


NM 024992 


Homo sapiens hypothetical protein FLJ12547 (FLJ12547), mRNA 


NM 024989 


Homo sapiens hypothetical protein FU12377 (FLJ12377), mRNA 


NM 024988 


Homo sapiens hypothetical protein FU12355 (FLJ12355), mRNA 


NM 024986 


Homo sapiens hypothetical protein FU1233 1 (FIJI 233 1), mRNA 


NM 024980 


Homo sapiens hypothetical protein FU12132 (FLJ12132), mRNA 


NM 024979 


Homo sapiens hypothetical protein FU12122 (FLJ12122), mRNA 


NM 024978 


Homo sapiens hypothetical protein FU12121 (FU12121), mRNA 


NM 024971 


Homo sapiens hypothetical protem FIJI 1726 (FIJI 1 726) mRNA 


NM 024970 


Homo sapiens hypothetical protein FU1 1722 (FU1 1 722), mRNA 


NM 024969 


Homo sapiens hypothetical protein FIJI 1703 (FU1 1703), mRNA 


NM 024966 


Homo sapiens hypothetical protein FIJI 1598 (FIJI 1598), mRNA 


NM 024961 


Homo sapiens hypothetical protein FIJI 1370 (FIJI 1370), mRNA 


NM 024959 


Homo sapiens hypothetical protein FLJ22233 (FLJ22233), mRNA 


NM 024957 


Homo sapiens hypothetical protein FU22686 (FLJ22686), mRNA 


NM 024955 


Homo sapiens hypothetical protein FU23322 (FU23322), mRNA 


NM_024954 


Homo sapiens hypothetical protein FIJI 1807 (FIJI 1807), mRNA 


NM 024952 


Homo sapiens hypothetical protein FLJ20950 (FU20950), mRNA 


NM 024950 


Homo sapiens hypothetical protein FLJ12891 (FU12891), mRNA 


NM 024949 


Homo sapiens hypothetical protein FU22029 (FLJ22029), mRNA 


NM 024948 


Homo sapiens hypothetical protein FU13397 (FLJ13397), mRNA 


NM 024946 


Homo sapiens hypothetical protein FLJ21799 (FLJ21799), mRNA 


NM 024945 


Homo sapiens hypothetical protein FU12888 (FLJ12888), mRNA 


NM 024943 


Homo sapiens hypothetical protein FLJ23235 (FU23235), mRNA 


NM 024940 


Homo sapiens hypothetical protein FIJ21034 (FLJ21034), mRNA 


NM 024937 


Homo sapiens hypothetical protein FLJ12929 (FU12929), mRNA 




Homo sapiens hypothetical protem FU23024 (FU23024), mRNA 


NM_ 024929 


Homo sapiens hypothetical protein FLJ23 1 12 (FLJ23 1 12), mRNA 


NM 024927 


Homo sapiens hypothetical protein FU21019 (FLJ21019), mRNA 


NM_024926 


Homo sapiens hypothetical protein FLJ12571 (FLJ12571), mRNA 


NM 024923 


Homo sapiens hypothetical protein FLJ22389 (FU22389), mRNA 


NM 024922 


Homo sapiens hypothetical protein FLJ21736 (FLT21736), mRNA 


NM 024921 


Homo sapiens hypothetical protein FIJ22792 (FLJ22792), mRNA 
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NM 024916 
NM 024915 
JNiVl Ud49l3 
NM 024912 
NM 024910 
NM 024902 
NM 024901 
NM 024899 
NM 024895 


Homo sapiens hypothetical protem FLJ22814 (FU22814) mRNA 
Homo sapiens hypothetical protem FU13782 (FU13782) mRNA 
Homo sapiens hypothetical protem FLJ21986 (FU21986) mRNA 
Homo sapiens hypothetical protem FLJ14327 (FU14327) mRNA 
Homo sapiens hypothetical protein FLJ12700 (FU12700) mRNA 
Homo sapiens hypothetical protem FU13236 (FU13236), mRNA 
Homo sapiens hypothetical protein FU22457 (FU22457), mRNA 
Homo sapiens hypothetical protein FU12542 (FU12542), mRNA 
Homo sapiens hypothetical protein FU23209 (FU23209) mRNA 


NM 024892 
NM 024891 
NM 024888 
NM 024887 
NM 024884 
NM 024883 
NM 024881 
NM 024876 
NM 024875 
NM 024872 
NM 024871 
NM 024869 
NM 024868 
NM 024866 
NM 024865 
NM 024863 
NM 024862 
NM_024860 
NM 024857 
NM 024855 
NM 024854 
NM 024852 
NM 024850 
NM 024849 
NM 024846 
NM 024845 
NM 024844 
NM 024843 
NM 024838 
NM 024834 
NM 024833 
NM 024830 
NM 024829 
NM 024828 
NM 024827 
NM 024826 
NM 024825 
NM 024824 
NM 024823 
NM 024821 
NM 024818 1 
NM 024817 


Homo sapiens hypothetical protein FUl 1700 (FU1 1700), mRNA 

Homo sapiens hypothetical protein FIJI 1783 (FUl 1783), mRNA 

Homo sapiens hypothetical protein FUl 1535 (FUl 1535), mRNA 

Homo sapiens hypothetical protem FUl 3 1 02 (FU13 102) mRNA 

Homo sapiens hypothetical protein FU12618 (FU1261 8), mRNA 

Homo sapiens hypothetical protem FU22202 (FU22202) mRNA 

Homo sapiens hypothetical protein FU14251 (FU1425 1) mRNA 

Homo sapiens hypothetical protein FU12229 (FU12229) mRNA 

Homo sapiens hypothetical protein FU12921 (FU12921) mRNA 

Homo sapiens hypothetical protein FU22570 (FU22570), mRNA 

Homo sapiens hypothetical protein FU12748 (FU12748) mRNA 

Homo sapiens hypothetical protein FU14050 (FLJ14050) mRNA 

Homo sapiens hypothetical protein FU14124 (FU14124) mRNA 

Homo sapiens hypothetical protein FU21 135 (FU21 135), mRNA 

Homo sapiens hypothetical protein FU12581 (FU12581) mRNA 

Homo sapiens hypothetical protein FU21 174 (FU21 174), mRNA 

Homo sapiens hypothetical protein FU13962 (FUl 3962) mRNA 

Homo sapiens hypothetical protein FU21 148 (FU21 148) mRNA 

Homo sapiens hypothetical protein FU12735 (FU12735) mRNA 

Homo sapiens hypothetical protein FU12785 (FUl 2785) mRNA 

Homo sapiens hypothetical protein FU22028 (FU22028) mRNA 

Homo sapiens hypothetical protein FU12765 (FU12765) mRNA 

Homo sapiens hypothetical protein FU21458 (FU21458), mRNA 

Homo sapiens hypothetical protein FU14126 (FU14126) mRNA 

Homo sapiens hypothetical protein FUl 1710 (FUl 1710) mRNA | 

Homo sapiens hypothetical protein FU14154 (FU14154) mRNA 

Homo sapiens hypothetical protein FU12549 (FU12549), mRNA 

Homo sapiens duodenal cytochrome b (FU23462) mRNA 

Homo sapiens hypothetical protein FU22002 (FU22002) mRNA 

Homo sapiens hypothetical protein FU13081 (FU13081), mRNA 

Homo sapiens hypothetical protein FU23506 (FU23506), mRNA 

Homo sapiens hypothetical protein FU12443 (FU12443) mRNA 

Homo sapiens hypothetical protein FU22662 (FU22662), mRNA 

Homo sapiens hypothetical protein FU13657 (FU13657), mRNA 

Homo sapiens hypothetical protein FU22237 (FU22237) mRNA 

Homo sapiens hypothetical protein FU21 159 (FU21 159) mRNA 

Homo sapiens hypothetical protein FU23447 (FU23447) mRNA 

Homo sapiens hypothetical protein FUl 1 806 (FUl 1 806) mRNA 

nomo sapiens hypothetical protein FU21596 (FU21596). mRNA 

Homo sapiens hypothetical protein FU22349 (FU22349) mRNA 

tiomo sapiens hypothetical protein FU23251 (FU23251) mRNA 

homo sapiens hypothetical protein FU13710 (FU13710). mRNA 
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NM 024814 


Homo sapiens hypothetical protein FU23109 (FU23109), mRNA 


NM 024802 


Homo sapiens hypothetical protein FLT21369 (FU21369), mRNA 


NM 024801 


Homo sapiens hypothetical protein FLJ21 551 fFTJyHSsn ™pma 


NM 024800 


Homo sapiens hypothetical protein FLJ23495 (FU23495), mRNA 


NM 024798 


Homo sapiens hypothetical protein FUl 3952 (FUl 3952), mRNA 


NM 024794 


Homo sapiens hypothetical protein FU22408 (FU22408) mRNA 


NM 024792 


Homo sapiens hypothetical protein FU22282 (FU22282), mRNA 


NM 024791 


Homo sapiens hypothetical protein FU22756 (FU22756), mRNA 


NM 024790 
NM 024788 


Homo sapiens hypothetical protein FU22490 (FU22490), mRNA 
Homo sapiens hypothetical protein FU2 1 062 (FU2 1062), mRNA 


NM 024787 


Homo sapiens hypothetical protein FU12526 (FU12526), mRNA 


NM 024786 
NM 024785 
NM 024783 
NM 024782 
NM 024781 
NM 024779 
NM 024778 
NM 024776 
NM 024774 
NM 024770 
NM 024768 
NM 024766 
NM 024765 
NM 024764 
NM 024761 
NM 024759 
NM 024757 
NM 024756 


Homo sapiens hypothetical protein FU13 153 (FLJ13153), mRNA 
Homo sapiens hypothetical protein FU22746 (FU22746) mRNA 
Homo sapiens hypothetical protein FU23598 (FU23598), mRNA 
Homo sapiens hypothetical protein FU12610 (FU12610), mRNA 
Homo sapiens hypothetical protein FU23594 (FU23594) mRNA 
Homo sapiens hypothetical protein FU22055 (FU22055), mRNA 
Homo sapiens hypothetical protein FU22612 (FU22612), mRNA 
Homo sapiens hypothetical protein FU21 140 (FU21 140), mRNA 
Homo sapiens hypothetical protein FU21924 (FU21924) mRNA 
Homo sapiens hypothetical protein FU13984 (FUl 3984), mRNA 
Homo sapiens hypothetical protein FU12057 (FU12057) mRNA 
Homo sapiens hypothetical protein FU2345 1 (FU2345 1 ) mRNA 
Homo sapiens hypothetical protein FU12401 (FU12401), mRNA 
Homo sapiens hypothetical protein FU14298 (FU14298) mRNA 
Homo sapiens hypothetical protein FUl 3204 (FUl 3204), mRNA 
Homo sapiens hypothetical protein FU13955 (FU13955) mRNA 
Homo sapiens hypothetical protein FU12879 (FU12879) mRNA 
Homo sapiens hypothetical protein FUl 3465 (FUl 3465), mRNA 


NM 024755 
NM 024753 
NM 024751 
NM_024748 
NM 024747 
NM 024745 
NM 024743 
NM_024738 
NM_024736 
NM 024735 
NM 024734 
NM 024733 
NM 024730 
NM_024729 
NM 024728 
NM 024725 
NM 024724 
NMJ)24721 

NM 024713 


Homo sapiens hypothetical protein FU13213 (FU13213), mRNA 

Homo sapiens hypothetical protein FUl 1457 (FUl 1457), mRNA 

Homo sapiens hypothetical protein FU13273 (FU13273) mRNA 

Homo sapiens hypothetical protein FUl 1539 (FUl 1539), mRNA 

Homo sapiens hypothetical protein FU22501 (FU22501), mRNA 

Homo sapiens hypothetical protein FU22009 (FU22009) mRNA 

Homo sapiens hypothetical protein FU2 1 934 (FU2 1 934), mRNA 

Homo sapiens hypothetical protein FU21415 (FU21415), mRNA 

Homo sapiens hypothetical protein FU12150 (FU12150), mRNA 

Homo sapiens hypothetical protein FU22477 (FU22477) mRNA 

Homo sapiens calpomn like transmembrane domain protein (calmin), mRNA 

Homo sapiens hypothetical protein FU14345 (FU14345), mRNA 

Homo sapiens hvoothetical nmtpin FT t??*^ htt «dma 

Homo sapiens hypothetical protein FU13881 (FU13881), mRNA 

Homo sapiens hypothetical protein FUl 1808 (FUl 1808), mRNA 

Homo sapiens hypothetical protein FU235 1 8 (FU235 1 8), mRNA 

nomo sapiens Hypothetical protein FU22332 (KU22332), mRNA 

Homo sapiens likely ortholog of mouse zinc ringer homeodomain 4 (FU20980) 

mRNA " 


NM_024712 
NM_024711 


Homo sapiens hypothetical protein FU22557 (FU22557), mRNA 
Homo sapiens engulfinent and cell motility 3 (ced-12 homolog, C. eleeans) 
(ELM03), mRNA ' 

Homo sapiens hypothetical protein FU22690 (FU22690), mRNA | 
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NM 024710 


Homo sapiens hypothetical protein FU23469 (FU23469), mRNA 


NM 024708 


Homo sapiens hypothetical protein FLJ22551 (FU22551), mRNA 


NM 024707 


Homo sapiens hypothetical protein FLJ13956 (FU13956), mRNA 


NM 024706 


Homo sapiens hypothetical protein FIJI 3479 (FU13479), mRNA 


NM 024704 


Homo sapiens hypothetical protein FU23045 (FU23045) mRNA 


NM 024702 


Homo sapiens hypothetical protein FU13841 (FU13841), mRNA 


NM 024699 


Homo sapiens hypothetical protein FLJ14007 (FU14007), mRNA 


NM 024697 


Homo sapiens hypothetical protein FLJ22419 (FU22419), mRNA 


NM 024696 


Homo sapiens hypothetical protem FLJ23058 (FU23058), mRNA 


NM 024694 


Homo sapiens hypothetical protein FLJ23121 (FU23121), mRNA 


NM 024691 


Homo sapiens hypothetical protein FLJ23233 (FU23233), mRNA 


NM 024685 


Homo sapiens hypothetical protem FU23560 (FU23560) mRNA 


NM 024682 


Homo sapiens hypothetical protem FU12168 (FU12168), mRNA 


NM 024680 


Homo sapiens hypothetical protein FU233 1 1 (FU233 1 1), mRNA 


NM 024679 


Homo sapiens hypothetical protem FIJI 1 939 (FIJI 1 939), mRNA 


NM 024677 


Homo sapiens hypothetical protein FLJ14001 (FU14001) mRNA 


NM 024676 


Homo sapiens hypothetical protem FU22938 (FU22938), mRNA 


NM 024674 


Homo sapiens hypothetical protem FIJI 2457 (FUl 2457), mRNA 


NM 024671 


Homo sapiens hypothetical protein FU23436 (FU23436), mRNA 


NM 024669 


Homo sapiens hypothetical protein FUl 1795 (FIJI 1795), mRNA 


NM 024667 


Homo sapiens hypothetical protein FLJ12750 (FU12750), mRNA 


NM_024665 


Homo sapiens nuclear receptor co-repressor/HDAC3 complex subunit 
(FU12894),mRNA i 


NM 024664 


Homo sapiens hypothetical protem FUl 1 838 (FUl 1 838), mRNA 1 


NM 024661 


Homo sapiens hypothetical protein FLT12436 (FU12436), mRNA 


NM 024660 


Homo sapiens hypothetical protem FU22573 (FLJ22573), mRNA 


NM 024659 


Homo sapiens hypothetical protein FIJI 1753 (FUl 1753), mRNA 


NM_024658 


Homo sapiens hypothetical protein FU23338 (FU23338), mRNA 


NM 024657 


Homo sapiens hypothetical protein FLJ1 1 565 (FUl 1 565) mRNA 


NM 024656 


Homo sapiens hypothetical protein FU22329 (FU22329), mRNA 


NM_024653 


Homo sapiens hypothetical protein FU13902 (FLJ13902), mRNA 


NM 024652 


Homo sapiens hypothetical protein FU23 1 19 (FU23 119) mRNA 


NM 024645 


Homo sapiens hypothetical protem FU13842 (FU13842), mRNA 


NM 024644 


Homo sapiens hypothetical protein FLJ21802 (FU21802) mRNA 


NM 024643 


Homo sapiens hypothetical protein FU23093 (FU23093), mRNA 


NM 024642 


Homo sapiens hypothetical protem FU21212 (FU21212), mRNA 


NM 024639 


Homo sapiens hypothetical protein FU23393 (FU23393), mRNA 


NM 024638 


Homo sapiens hypothetical protem FU12960 (FU12960), mRNA 


NM 024635 


Homo sapiens hypothetical protein FU22643 (FU22643), mRNA 


NM 024633 


Homo sapiens hypothetical protein FU21276 (FU21276), mRNA 


NM 024632 


Homo sapiens hypothetical Drotein FUl 1526 (FUl 1526), mRNA 


NM 024631 


Homo sapiens hypothetical protem FU23342 (FU23342), mRNA 


NM 024630 


Homo sapiens hypothetical protein FU20984 (FU20984), mRNA 


INM UZ4o29 


Homo sapiens hypothetical protein FU23468 (FU23468), mRNA 


NM 024623 


xzumu sapiens nypomeucal protem FUl 3491 (FUl 3491), mRNA 


NM 024620 


Homo sapiens hypothetical protein FU12586 (FU12586), mRNA 


NM 024619 


Homo sapiens hypothetical protein FU12171 (FU12171), mRNA 


NM 024618 


Homo sapiens hypothetical protein FU21478 (FU21478), mRNA 


NM 024614 


Homo sapiens hypothetical protein FU13197 (FU13 197), mRNA 


NM 024612 


Homo sapiens hypothetical protem FU22060 (FU22060), mRNA 


NM 024608 


Homo sapiens hypothetical protein FU22402 (FU22402), mRNA 
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NM_024607 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3B 
(PPP1R3B), mRNA 


NM 024604 


Homo sapiens hypothetical protein FU21908 (FLJ21908), mRNA 


\T» M f\r\ A ✓'AO 

NM 024603 


Homo sapiens hypothetical protein FIJI 1588 (FU1 1588), mRNA 


XTX A A1 A Cf\f\ 

NM 024599 


Homo sapiens hypothetical protem FLF22341 (FU22341), mRNA 


NM 024598 


Homo sapiens hypothetical protein FU13 154 (FU13 154), mRNA 


NM 024597 


Homo sapiens hypothetical protein FLJ12649 (FLJ12649), mRNA 


NM 024596 


Homo sapiens hypothetical protein FU12847 (FU12847), mRNA 


NM 024594 


Homo sapiens hypothetical protein FLJ12899 (FLJ12899), mRNA 


NM 024593 


Homo sapiens hypothetical protein FIJI 1767 (FU1 1767), mRNA 


NM 024592 


Homo sapiens hypothetical protein FLJ13352 (HJ13352), mRNA 


NM 024590 


Homo sapiens hypothetical protein FLJ23548 (FU23548) mRNA 


NM 024589 


Homo sapiens hypothetical protein FU223 86 (FU22386), mRNA 


NM 024588 


Homo sapiens hypothetical protein FLJ23584 (FLJ23584), mRNA 


NM 024587 


Homo sapiens hypothetical protein FLJ22353 (FLJ22353), mRNA 


NM 024583 


Homo sapiens hypothetical protein FLJ23 142 (FLJ23 142), mRNA 


NM 024582 


Homo sapiens hypothetical protein FU23056 (FU23056), mRNA 


NM 024581 


Homo sapiens hypothetical protein FLJ13942 (FLJ13942), mRNA 


NM 024579 


Homo sapiens hypothetical protein FU23221 (FU23221), mRNA 


NM 024578 


Homo sapiens hypothetical protein FLJ22709 (FU22709), mRNA 


NM 024577 


Homo sapiens hypothetical protein FU13605 (FLJ13605), mRNA 


xnv k r\*y a c f 

NM 024576 


Homo sapiens hypothetical protein FU21079 (FU21079), mRNA 


NM 024575 


Homo sapiens hypothetical protein FU23467 (FIJ23467), mRNA 


NM 024574 


Homo sapiens hypothetical protein FLJ23191 (FU23191), mRNA 


NM 024573 


Homo sapiens hypothetical protein FLJ12910 (FLJ12910), mRNA 


NM 024572 


Homo sapiens hypothetical protein FLJ12691 (FLJ12691) mRNA 


NM_024569 


Homo sapiens hypothetical protein FU21047 (FLJ21047), mRNA 


NM 024567 


Homo sapiens hypothetical protem FLJ21616 (FLJ21616), mRNA 


NM 024564 


Homo sapiens hypothetical protein FU11715 (FLJ11715), mRNA 


NM 024563 


Homo sapiens hypothetical protein FU14054 (FLJ14054), mRNA 


NM 024560 


Homo sapiens hypothetical protein FLJ21963 (FLJ21963) mRNA 


NM 024558 


Homo sapiens hypothetical protein FU13920 (FU13920), mRNA 


NM 024557 


Homo sapiens hypothetical protein FIJI 1 608 (FIJI 1 608), mRNA 


NM 024554 


Homo sapiens hypothetical nrotein FT T1 141 3 fFT Tl l A1 1\ m p\rA 


NM 024548 


Homo sapiens hypothetical protem FLJ23047 (FU23047), mRNA 


V TW MT i\ r\ A f* A 

NM 024545 


Homo sapiens hypothetical protein FLJ12761 (FLJ12761), mRNA 


NM 024544 


Homo sapiens hypothetical protein FLJ12875 (FU12875), mRNA 


NM 024541 


Homo sapiens hypothetical protein FLJ13 1 14 (FLJ13 1 14), mRNA 


NM 024539 


Homo sapiens hypothetical protein FLJ235 16 (FU235 16), mRNA 


XTA >tf AO /I f O *7 

NM 024537 
NM 024536 


Homo sapiens hypothetical protein FLJ121 18 (FU121 18), mRNA 


XTX Jf AO /(fir 

NM 024535 


Homo sapiens hypothetical protein FLJ22678 (FLJ22678), mRNA 
Homo sapiens hypothetical protein FLT22021 (FU22021), mRNA 


VTA 4" AO 4 COO 

JNM 024533 


Homo sapiens hypothetical protein FLJ22167 (FU22167), mRNA 


NM 024531 


Homo sapiens hypothetical protein FU1 1856 (FIJI 1856), mRNA 


NM 024530 


" VIUU o«»picni> nypoTjiencai protem rLJZJJUo (rU23306), mRNA j 


NM 024528 


Homo sapiens hypothetical protein FLJ22626 (FU22626) mRNA 


NM 024527 


Homo sapiens hypothetical protein FIJI 1743 (FUl 1743), mRNA 


NM 024525 


Homo sapiens hypothetical protein FU22584 (FLJ22584) mRNA 


NM_024524 


Homo sapiens hypothetical protein FU20986 (FU20986) mRNA 


NM 024521 
NM 024520 


Homo sapiens hypothetical protein FU21459 (FU21459), mRNA 
Homo sapiens hypothetical protein FLJ22555 (FU22555) mRNA 
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NM 094^10 

INiVl UZ*t J 1 27 


Homo sapiens hypothetical protein FIJI 3725 (FIJI 3725), mRNA 


NM 024509 


Homo sapiens hypothetical protein MGC2656 (MGC2656), mRNA 


NM 094^0£ 
1N1V1 UZ*OUO 


Homo sapiens hypothetical protein MGC10771 (MGC10771), mRNA 


NM 099000 
IN 1V1_UZZ o yo 


Homo sapiens B-cell CLL/lymphoma 1 i A (zinc finger protein) (BCL1 1 A), 
mRNA 


TvTA/f A1 CI 1 O 
IN1V1 U 1 J 1 1 J 


Homo sapiens KIAA0399 protein (KIAA0399), mRNA 


1N1VI U1j04O 


Homo sapiens KIAA0632 protein (KIAA0632), mRNA 


XTA/f AT AO Oft 


Homo sapiens aldo-keto reductase family 1, member BIO (aldose reductase) 

( A P"D 11)1 A\ ...T>>T A 

(AKR1B10), mRNA 


1N1V1 UUjjUO 


Homo sapiens testis specific protein, Y-linked (TSPY), mRNA 


INJV1 Uz4jjy 


Homo sapiens hypothetical protein MGC2655 (MGC2655), mRNA 


INM UZ4JJ4 


Homo sapiens hypothetical protein MGC3222 (MGC3222) mRNA 


xjavt a*) Aim 

INIVI UZ4,JZo 


Homo sapiens hypothetical protein MGC2652 (MGC2652), mRNA 


"MM A.9/1Q99 
INm UZ43Z / 


Homo sapiens hypothetical protein MGC2508 (MGC2508) mRNA 1 


INIVI UZ4JZ.5 


Homo sapiens hypothetical protein MGC11271 (MGC1 1271), mRNA 


MM" A94199 
1N1VI UZ4JZZ 


Homo sapiens hypothetical protein MGC1 1266 (MGC1 1266), mRNA 


XTA/f A9/130A 

INIVI UZ43ZU 


Homo sapiens hypothetical protein MGC1 1242 (MGC1 1242), mRNA T 


NM 094*^10 
iNlvl UZ40 1 y 


Homo sapiens hypothetical protein MGC4174 (MGC4174), mRNA 


NM 094314 


Homo sapiens hypothetical protein MGC4294 (MGC4294) mRNA 


TMA/f 09431'* 
1N1VI UZ4.3 I j 


Homo sapiens hypothetical protein MGC373 1 (MGC373 1), mRNA 


MM 0943 in 


Homo sapiens hypothetical protein MGC4090 (MGC4090), mRNA 


TSjAyf 094303 


Homo sapiens hypothetical protein MGC4161 (MGC4161), mRNA 


NM 094907 


Homo sapiens hypothetical protein MGC2941 (MGC2941), mRNA 


NM 0949Q3 


Homo sapiens hypothetical protein MGC3035 (MGC3035) mRNA 


NM 093003 


Homo sapiens transmembrane 6 superfamily member 1 (TM6SF1), mRNA 


NM 01^9^4 
INIVI UIDZ34 


Homo sapiens kinesin family member 13B (KIF13B), mRNA 


INJVl UID1Z/ 


Homo sapiens Mid-l-related chloride channel 1 (KIAA0761), mRNA 


NM 094033 
INIVI V/Z4U J j 


Homo sapiens hypothetical protein MGC5242 (MGC5242), mRNA 


InM UZ41Z2 


Homo sapiens hypothetical protein MGC4825 (MGC4825), mRNA 


NM H94 191 
INIVI UZ4 1 Z 1 


Homo sapiens hypothetical protein FLJ20979 (FU20979), mRNA 


"MM A94 1 1 A 


Homo sapiens hypothetical protein FIJI 1354 (FIJI 1354), mRNA 


NM 0941 1 9 
INIVI UZ4 11/ 


Homo sapiens hypothetical protein MGC2745 (MGC2745), mRNA 


NM 0941 1 < 
INIVI UZ4I ID 


Homo sapiens hypothetical protein MGC4309 (MGC4309), mRNA 


NM 0941 1 1 
INIVI UZ4 111 


Homo sapiens hypothetical protein MGC4504 (MGC4504), mRNA 


NM 0941A.0 
1NIVLUZ4 1 U7 [ 


Homo sapiens hypothetical protein MGC2654 (MGC2654), mRNA 


NM 0,941 AS 
1N1V1 UZ4 1 Uo 


Homo sapiens hypothetical protem MGC2650 (MGC2650), mRNA 


MM A941A'7 
INIVI UZ41U/ 


Homo sapiens hypothetical protein MGC3123 (MGC3123), mRNA 


NM A94 1 A/£ 
INIVI UZ4 I UO 


Homo sapiens hypothetical protein MGC2663 (MGC2663), mRNA 


NM 094104 


Homo sapiens hypothetical protein MGC2747 (MGC2747), mRNA 


NJM 094109 


Homo sapiens hypothetical protein MGC2722 (MGC2722), mRNA 


NM 094007 


Homo sapiens hypothetical protein MGC955 (MGC955), mRNA 


hJM 094004 


Homo sapiens hypothetical protein MGC5528 (MGC5528), mRNA 


NM 024093 


Homo sapiens hypothetical protein MGC5509 (MGC5509), mRNA 


NM_024090 


Homo sapiens hypothetical protein MGC5487 (LCE), mRNA 


NM 024086 


Homo sapiens hypothetical protein MGC3329 (MGC3329), mRNA 


NM_024085 


Homo sapiens hypothetical nrotein FLJ221 6° (¥\ T991 fsx\ mPNA 


NM_024080 


Homo sapiens hypothetical protein MGC2849 (MGC2849), mRNA 


NM 024076 


Homo sapiens hypothetical protein MGC2628 (MGC2628), mRNA 


NM_024074 
NM 024071 


Homo sapiens hypothetical protein MGC3169 (MGC3169), mRNA 
Homo sapiens hypothetical protein MGC2550 (MGC2550), mRNA 


NM 024070 
NM 024069 


Homo sapiens hypothetical protein MGC2463 (MGC2463), mRNA 
Homo sapiens hypothetical protein MGC2749 (MGC2749). mRNA 
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NM 024068 


Homo sapiens hypothetical protein MGC273 1 (MGC273 1), mRNA 


NM 024065 


Homo sapiens hypothetical protein MGC3062 (MGC3062), mRNA 


NM 024061 


Homo sapiens hypothetical protein MGC5521 (MGC5521), mRNA 


NM 024058 


Homo sapiens hypothetical protein MGC5590 (MGC5590), mRNA 


NM 024057 


Homo sapiens hypothetical protein MGC5585 (MGC5585), mRNA 


NM 024053 


Homo sapiens hypothetical protein MGC861 (MGC861), mRNA 


NM 024050 


Homo sapiens hypothetical protein MGC2594 (MGC2594), mRNA 


NM 024049 


Homo sapiens hypothetical protein MGC5566 (MGC5566), mRNA 


NM 024048 


Homo sapiens hypothetical protein MGC3020 (MGC3020), mRNA 


NM 024046 


Homo sapiens hypothetical protein MGC8407 (MGC8407), mRNA 


NM 024045 


Homo sapiens nucleolar protein GU2 (GU2), mRNA 


NM 024041 


Homo sapiens hypothetical protein MGC3 1 80 (MGC3 1 80), mRNA 


NM 024039 


Homo sapiens hypothetical protein MGC2488 (MGC2488), mRNA 


NM 024038 


Homo sapiens hypothetical protein MGC2803 (MGC2803), mRNA 


NM 024037 


Homo sapiens hypothetical protein MGC2603 (MGC2603), mRNA 


NM 024032 


Homo sapiens hypothetical protein MGC3130 (MGC3130), mRNA 


NM 024031 


Homo sapiens hypothetical protein MGC3 121 (MGC3121), mRNA 


NM 024028 


Homo sapiens hypothetical protein MGC3265 (MGC3265), mRNA 


NM_024027 


Homo sapiens hypothetical protein MGC3279 similar to collectins (MGC3279), 
mRNA 


NM 024025 


Homo sapiens hypothetical protein MGC1 136 (MGC1 136), mRNA 


NM 024006 


Homo sapiens hypothetical protein IMAGE3455200 (IMAGE3455200\ mRNA 


NM 015653 


Homo sapiens DKFZP566F0546 protein (DKFZP566F0546), mRNA 


NM 015147 


Homo sapiens KIAA0582 protein (KIAA0582), mRNA 


NM 016481 


Homo sapiens hypothetical protein (HSPC219), mRNA 


NM 023940 


Homo sapiens hypothetical protein MGC2827 (MGC2827), mRNA 


NM 023938 


Homo sapiens hypothetical protein MGC2742 (MGC2742), mRNA 


NM 023931 


Homo sapiens hypothetical protein MGC2474 (MGC2474), mRNA 


NM015517 


Homo sapiens MBD2 (methyl-CpG-binding protein)-interacting zinc finger 
protein (MIZF), mRNA 


NM 015540 


Homo sapiens DKFZP727M1 1 1 protein (DKFZP727M1 1 1), mRNA 


NM 015043 


Homo sapiens KIAA0676 protein (KIAA0676), mRNA 


NM 023934 


Homo sapiens hypothetical protein MGC2495 (MGC2495), mRNA 


NMJ)23928 


Homo sapiens hypothetical protein FU12389 similar to acetoacetyl-CoA 
synthetase (FLF12389), mRNA 


NM 023926 


Homo sapiens hypothetical protein FLJ12895 (FLJ12895), mRNA 


NM 023924 


Homo sapiens hypothetical protein FU13441 (FU13441), mRNA 


NM 020239 


Homo sapiens small protein effector 1 of Cdc42 (SPEC1), mRNA 


NM_012069 


Homo sapiens ATPase, (Na+)/K+ transporting, beta 4 polypeptide (ATP1B4), 
mRNA 


NM 023112 


Homo sapiens hypothetical protein FLJ21916 (FLJ21916), mRNA 


NM 015324 


Homo sapiens KIAA0409 protein (KIAA0409), mRNA 


NM 023079 


Homo sapiens hypothetical protein FLJ13855 (FLJ13855), mRNA 


NM 023077 


Homo sapiens hypothetical protein FU12439 (FU12439), mRNA 


NM 023075 


Homo sapiens hypothetical protein FIJI 1585 (FIJI 1585), mRNA 


NM 023074 


Homo sapiens hypothetical protein FIJI 2644 (FU12644), mRNA 


NM 023073 


Homo sapiens hypothetical protein FLJ13231 (FLJ13231), mRNA 


NM 023071 


Homo sapiens hypothetical protein FU131 17 (FLJ131 17), mRNA 


NM 012319 


Homo sapiens LIV-1 protein, estrogen regulated (LIV-1), mRNA 


NMJ)23012 


Homo sapiens hypothetical protein FLU 1021 similar to splicing factor, 
arginine/serine-rich 4 (FIJI 1021), mRNA 


NM 023008 


Homo sapiens hypothetical protein FU12949 (FU12949), mRNA j 



291 



WO 03/074654 



PCT/US03/05028 



NM 023007 


nomo sapiens nypotnetical protein rU12517 (FLJ12517), mKNA 


NM 022918 


Homo sapiens hypothetical protein FU22104 (FU22104), mRNA 


INiVi UZZ7 1 H 


Homo sapiens hypothetical protein 24432 (24432), mRNA 


NM 099019 


Homo sapiens hypothetical protein FU13110 (JKU13110) ? mRNA 


NM 099007 
iniyi uzzyu/ 


Homo sapiens hypothetical protein FLF23053 (FLJ23053), mRNA 


NM 09900^ 

IN 1YL UZZ "UJ 


Homo sapiens hypothetical protein FU12572 (FU12572), mRNA 


NM 099Q01 


Homo sapiens hypothetical protein FLJ21302 (FLJ21302), mRNA 


NM 099BQ8 

IN VfL_\}£.L 070 


Homo sapiens B-cell CLL/lympnoma 1 IB (zinc finger protein) (BCL1 IB), 
mRNA 


NM 099 841 
1N1V1 UZZ of 1 


Homo sapiens hypothetical protein FLJ12994 (FU12994), mRNA 


NM 099R40 

J.N1V1 UZZO^rV/ 


Homo sapiens hypothetical protein FLJ23017 (FTJ23017), mRNA 


NM 099R3/1 
INiVl UZZ 6 .3 H 


Homo sapiens hypothetical protem FLJ22215 (FU22215), mRNA 


NM 022832 


Homo sapiens hypothetical protein FU12552 (FLJ12552) mRNA 


IN1V1 uzZoz/ 


Homo sapiens hypothetical protem FLJ21347 (FLJ21347), mRNA 


INM UzzozO 


Homo sapiens axotrophin (AXOT), mRNA 


INiVi uZZoz.3 


Homo sapiens hypothetical protem FLJ22362 (HJ22362), mRNA 


INJYL VZZ/oi 


Homo sapiens hypothetical protem FU21343 (FU21343), mRNA 


INiVi UZZ/OU 


Homo sapiens hypothetical protem FLJ13910 (FLJ13910), mRNA 


INIV1_UZZ/ / O 


Homo sapiens hypothetical protein DKFZp434L01 17 (DKFZP434L01 17), 
mRNA 


NM 099777 
1N1V1 UZZ / / / 


Homo sapiens hypothetical protein FU141 17 (FLJ141 17) mRNA 


NM 099771 

J.^I1Y1 UZZ Ill 


Homo sapiens hypothetical protein FLJ12085 (FU12085), mRNA 4 


NM 099770 


Homo sapiens hypothetical protein FU13912 (FU13912), mRNA 


NM 0997^0 


Homo sapiens hypothetical protein FLT21868 (FLJ21868) mRNA 


NM 0997/^7 
l^UYA uzz / o / 


Homo sapiens hypothetical protein FLJ12484 (FU12484), mRNA ^ 


NM 0997^^ 

1 NlVl UZZ / DO 


Homo sapiens hypothetical protein FLJ23239 (FLJ23239) mRNA 


NM 0997*vl 


Homo sapiens hypothetical protein FLJ23399 (FLJ23399), mRNA 


NM 0997^9 

J.N1V1 UZZ / OZ 


Homo sapiens hypothetical protem FLJ223 1 8 (FLJ223 1 8), mRNA 


NM 0997^0 

1NJ.Y1 UZZ/jJJ 


Homo sapiens hypothetical protein FU21865 (FLJ21865), mRNA 


NM 0997^4 

IN 1VI UZZ / D *+ 


Homo sapiens hypothetical protein FLT12876 (FLJ12876) mRNA 


NM 0997^9 

INiVJL UZrZ/JZ 


Homo sapiens hypothetical protein FU22059 (FLJ22059), mRNA 


NM 0997^1 


Homo sapiens hypothetical protein FLJ21610 (FLJ21610) mRNA 


NM 0997^0 

INIVI UZZ / «5U 


Homo sapiens hypothetical protein FLJ22693 (FLJ22693), mRNA 


NM 022747 


Homo sapiens hypothetical protein FU22558 (FLJ22558), mRNA 


iNJVl UZZ /44 


Homo sapiens hypothetical protem FLT13868 (FU13868), mRNA 


MM 0777/11 


Homo sapiens hypothetical protein FLJ21080 (FLJ21080), mRNA 


NM 022741 


Homo sapiens hypothetical protein FIJI 1850 (FIJI 1850), mRNA 


INJYI uzz /Jo 


Homo sapiens hypothetical orotein FU14153 (FLJ14153), mRNA 


TsTJV/T 07771/1 


Homo sapiens hypothetical protein FLJ20859 (FLJ20859), mRNA 


NM 099771 


Homo sapiens similar to rat nuclear ubiquitous casein kinase 2 (NUCKS) 
mRNA 


NM 099797 
INIVI UZZ /Z / 


Homo sapiens Hpall tiny fragments locus 9C (HTF9C), mRNA 1 


NMJN2197 


Homo sapiens rab6 GTPase activating protein (GAP and centrosome-associated) 
(GAPCENA), mRNA 


\nvyf ni^Tj< 


Homo sapiens KIAA0246 protein (stabl), mRNA 


NM_022659 


Homo SapietiS likelv Ortholoff nfmnncp parlv R-<v»11 fantnr 9 /"CT ti i caa\ t»xta 


NMJ)22571 


Homo sapiens putative leukocyte platelet-activating factor receptor 
(HUMNPHY20), mRNA 


NMJ)21024 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17-like 1 
(HMG17L1), mRNA 


NM 019884 


Homo sapiens glycogen synthase kinase 3 alpha (GSK3A), mRNA 


NM 021034 


Homo sapiens interferon induced transmembrane protein 3 (1-8U) (MTM3) 
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NM 022445 


mRNA 

Homo sapiens thiamin pyrophosphokinase 1 (TPK1), mRNA 


IN1VI UZZ*fiO 


Homo sapiens hypothetical protein FLJ12799 (FU12799), mRNA 


vnvyf no 9/10/1 


Homo sapiens hypothetical protein FU21952 (FU21952), mRNA 


vnv/f mo/io^ 
XNiVl UZZnyZ 


Homo sapiens hypothetical protem FU12788 (FLJ12788), mRNA 


NM 022488 

JNM UZZ48U 


Homo sapiens PC3-96 protein (PC3-96), mRNA 


1NM_UZZ4 /4 


Homo sapiens hypothetical protem FU12587 (FLJ12587), mRNA 
Homo sapiens hypothetical protem FLJ12615 similar to membrane protein 
palmitoylated 3 (MAGUK d55 subfamily member 5) (FLJ12615) mRNA ' 


NM 022455 


Homo sapiens androgen receptor-associated coregulator 267 (ARA267), mRNA 


NM 022452 


Homo sapiens hypothetical protein FU1 1618 (FIJI 1618), mRNA 


NMJ)22448 


Homo sapiens hypothetical protem FU21817 similar to Rhoip2 (FU21817), 
mRNA 


JNM UZZ373 


Homo sapiens hypothetical protem FU22313 (FU22313), mRNA 


NM_022370 

NM 022368 
NM 022366 
NM 022361 
NM 022360 


Homo sapiens hypothetical protein FLJ2 1 044 similar to Rbigl (FU2 1 044), 
mRNA 

Homo sapiens praja 1 (PJA1), mRNA 

Homo sapiens hypothetical protein FLJ23182 (FLJ23182), mRNA 

Homo sapiens popeye protein 3 (POP3), mRNA 

Homo sapiens human epididymis-specific 3 beta (HE3-BETA) mRNA 


NM 022342 
XNM 11 

NM 022158 
NM 022137 
NM_022118 

1NMUZZ1 10 

NM 022103 


Homo sapiens kinesin family member 9 (KIF9), mRNA 

Homo sapiens G protem beta subunit-like (GBL), mRNA 

Homo sapiens fructosamine-3 -kinase (FN3K), mRNA 

Homo sapiens secreted modular calcium-binding protein 1 fSMOCl) mRNA 

Homo sapiens cutaneous T-cell lymphoma tumor antigen se70-2 (SE70-2), 

mRNA * 

Homo sapiens fidgetin-like 1 (FIGNL1), mRNA 

Homo sapiens hypothetical zmc finger protein FU1401 1 (FU1401 1) mRNA 


NM 022070 
NM_022065 
NM_021970 

NM 019081 


Homo sapiens hypothetical protein FU22087 (FLJ22087) mRNA 
Homo sapiens hypothetical protein FLT21877 (FLJ21877), mRNA 
Homo sapiens mitogen-activated protem kinase kinase 1 interacting protein 1 
(MAP2K1IP1), mRNA 

Homo sapiens KIAA0430 gene product (KIAA0430), mRNA 


NM 021981 
NM_020121 

NM 006683 

INM UUOU// 

NM 021934 


Homo sapiens pre-T/NK cell associated protein (1D12A), mRNA 

Homo sapiens UDP-glucose ceramide glucosyltransferase-like 2 (UGCGL2) 

mRNA 

Homo sapiens human epididymis-specific 3 alpha (HE3-ALPHA) mRNA 
Homo sapiens calcium binding atopy-related autoantigen 1 (CBARA1) mRNA 


NM_021933 
NM 021930 
NM 021929 

NM 007272 


Homo sapiens hypothetical protein FIJI 1773 (FIJI 1773), mRNA 

Homo sapiens hypothetical protein FLT12438 (FIJ12438), mRNA 

Homo sapiens Rad50-interacting protein 1 (FIJI 1 785), mRNA 

Homo sapiens hypothetical protein FU2I613 similar to rat corneal wound 

healing related protein (FLJ21613), mRNA 

Homo sapiens chymotrypsm C (caldecrin) (CTRC), mRNA 


NM_004237 
NM_003849 

NM 021648 
NM 021831 
NM 021827 
NM_021195 
NMJU8947 


Homo sapiens thyroid hormone receptor interactor 13 (TRIP 13), mRNA 

Homo sapiens succinate-CoA 1 i o-a r»FiP fnrminn oinVio m ,u„. /ctt/tt ni\ 
^ ow^vixxa.ic-vAin ugdbc, wur-iormmg, aipna suounit (SUCLGl ) 

mRNA ' 

Homo sapiens KIAA0721 protein (KIAA0721), mRNA 

Homo sapiens hypothetical protein FLJ21839 (FIJ21839), mRNA 

Homo sapiens hypothetical protein FU23514 (FLJ23514), mRNA ! 

Homo sapiens claudin 6 fCLDN6), mRNA 

tfomo sapiens cytochrome c (HCS), mRNA 
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FUV1 UZ1 15/. 


Homo sapiens hypothetical protein PP5395 (PP5395), mRNA 


INM UZl/30 


Homo sapiens hypothetical protein PP1044 (PP1044), mRNA 


NM 021643 


Homo sapiens GS3955 protein (GS3955), mRNA 


XTTV/C A 1 C 1 OA 

JNM 015180 


Homo sapiens synaptic nuclei expressed gene 2 (SYNE-2), mRNA 


NM 021633 


Homo sapiens kelch-like protein C3IP1 (C3IP1), mRNA 


Xtx k ao 1 ^o a 

NM_021629 


Homo sapiens guanine nucleotide binding protein beta subunit 4 (GNB4), 
mRNA 


TVTNyT A.O1*£0*7 

JNM 021oZ7 


Homo sapiens sentrin-specific protease (SENP2), mRNA 1 


NM_021626 


Homo sapiens likely homolog of rat and mouse retinoid-inducible serine 
carboxypeptidase (RISC), mRNA 


NMJ)21622 


Homo sapiens pleckstrin homology domain-containing, family A 
(phosphoinositide binding specific) member 1 (PLEKHA1) mRNA 


XTA/T AIO/IAO 

JNM 0124U8 


Homo sapiens protein kinase C binding protein 1 (PRKCBP1), mRNA 


XTft >r mnro 

JNM 021252 


Homo sapiens RAB18, member RAS oncogene family (RAB18), mRNA 


XNM 020806 


Homo sapiens gephyrin (GPHN), mRNA 


NM 021258 


Homo sapiens interleukin 22 receptor (IL22R), mRNA 


NM_021235 


Homo sapiens epidermal growth factor receptor substrate EPS15R (EPS15R), 
mRNA 


XTX /I m i on/I 

Nm 021204 


Homo sapiens E-l enzyme (MAS A), mRNA 


XIX if AO 1 1 A 1 

NM 02H91 


Homo sapiens neurogenic differentiation 4 (NEUROD4), mRNA 


NM 02H78 


Homo sapiens enhancer of invasion 10 (HEI10), mRNA 


XTX if AO 1 1 T 

NM_021127 


Homo sapiens phorbol-12-myristate- 13 -acetate-induced protein 1 (PMAIP1), 
mRNA 


XT\ Jf AO 111/1 

NM__021114 


Homo sapiens serine protease inhibitor, Kazal type, 2 (acrosin-trypsin inhibitor) 
(SPINK2), mRNA ' 


XTTV/T A01 1 AO 

INM 021103 


Homo sapiens thymosin, beta 10 (TMSB10), mRNA 


XTA K C\f\£.A'iC 

JNM_006435 


Homo sapiens interferon induced transmembrane protein 2 (1-8D) QFYTM2), 
mRNA 


JNM UZIO/3 


Homo sapiens bone morphogenetic protein 5 (BMP5), mRNA 


"MAtT C\C\1 1 /to 

JNM 003142 


Homo sapiens Sjogren syndrome antigen B (autoantigen La) (SSB), mRNA 


NM_003888 


Homo sapiens aldehyde dehydrogenase 1 family, member A2 (ALDH1A2), 
mRNA 


JNM 013234 


Homo sapiens muscle specific gene (M9), mRNA 


XTA Jt AOIA^O 

JNM 021067 


Homo sapiens KIAA0186 gene product (KIAA0186), mRNA 


NM 021020 


Homo sapiens leucme zipper, putative tumor suppressor 1 (LZTS1), mRNA 


XTTV if AO 1 AO C 

JNM 021025 


Homo sapiens homeo box 1 Hike 2 (HOX1 1L2), mRNA 


XTTV/f AOIAAI 

JNM_021003 


Homo sapiens protein phosphatase 1 A (formerly 2C), magnesium-dependent 
alpha isoform (PPM1 A), mRNA 


INM 


Homo sapiens cytochrome P450 monooxygenase (CYP-M), mRNA 


WM fi1Q£19 


Homo sapiens hypothetical protein R30953 1 (R30953 l),mRNA 




Homo sapiens pleckstrin homology domain-containing, family A 
(phosphoinositide binding specific) member 4 (PLEKHA4) mRNA 


MM" AOH/aR^ 
INIYI UZUOoO 


Homo sapiens NPD009 protein (NPD009), mRNA 


SIM 090684 


Homo sapiens NPD007 protein (NPD007), mRNA 


nm ooofistt 

INiYl UZUOoj 


Homo sapiens AD026 protein (AD026), mRNA 


NM 020679 


Homo sapiens AD023 nrotein ( AD02^ mPMA 


NM 020677 


Homo sapiens HSCARG protein (HSCARG), mRNA 


NM 020675 


Homo sapiens AD024 protein (AD024), mRNA 


NM 020673 


Homo sapiens RAB22A. member RAS oncogene family (RAB22A), mRNA 


NM 020660 


Homo sapiens connexin-36 (CX36), mRNA 


NM 019108 


Homo sapiens hypothetical protein HJ12886 (FLJ12886), mRNA 


NM 018838 


ttomo sapiens 13kDa differentiation-associated protein (DAP 13), mRNA | 
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NM 018434 


Homo sapiens goliath protein (GP), mRNA 


NM_02G437 


Homo sapiens similar to aspartate beta hydroxylase (ASPH) (LOC57168), 
mRNA 


NM 020524 


Homo sapiens hematopoietic PBX-interacting protein (HPIP), mRNA 


NM 018638 


Homo sapiens ethanolamine kinase (EKI1), mRNA 


NM 016326 


Homo sapiens chemokine-like factor 1 (CKLF1), mRNA 


NM 016951 


Homo sapiens chemokine-like factor 1 (CKLF1), mRNA 


NM 020143 


Homo sapiens putatative 28 kDa protein (LOC56902), mRNA 


NM 020141 


Homo sapiens protein x 013 (AD-020), mRNA 


NM 020122 


Homo sapiens potassium channel modulatory factor (PCMF), mRNA 


NM 018843 


Homo sapiens mitochondrial carrier family protein (MCFP), mRNA 


NM 018840 


Homo sapiens putative Rab5-interacting protein (RJP5), mRNA 


NM 016303 


Homo sapiens pp21 homolog (LOC51 186), mRNA 


NM 016300 


Homo sapiens cyclic AMP-regulated phosphoprotein, 21 kD (ARPP-21), mRNA 


NM_016299 


Homo sapiens likely ortholog of mouse heat shock protein, 70 kDa 4 
(LOC51182),mRNA 


NM 013259 


Homo sapiens neuronal protein (NP25), mRNA 


NM_005064 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 23 
(SCYA23), mRNA 


NM 013260 


Homo sapiens transcriptional regulator protein (HCNGP), mRNA 


NM 020433 


Homo sapiens hypothetical protein LOC57158 (LOC57158), mRNA 


NM 020410 


Homo sapiens CGI-152 protein (CGI-152), mRNA 


NM 020401 


Homo sapiens nuclear pore complex protein (NUP107), mRNA 


NM 020400 


Homo sapiens G protein-coupled receptor 92 (GPR92), mRNA 


NM 020397 


Homo sapiens CamKI-like protein kinase (LOC571 18), mRNA 


NM 020388 


Homo sapiens CATX-15 protein (CATX-15), mRNA 


NM 020386 


Homo sapiens HRAS-like suppressor (HRASLS), mRNA 


NM 020361 


Homo sapiens carboxypeptidase B precursor (CP AH), mRNA 


NM 020357 


Homo sapiens PEST-containing nuclear protein (pcnp), mRNA 


NM 020345 


Homo sapiens I-kappa-B-interacting Ras-like protein 1 (KBRAS1), mRNA 


NM 020360 


Homo sapiens phospholipid scramblase 3 (PLSCR3), mRNA 


NM 020348 


Homo sapiens cyclin Ml (CNNM1), mRNA 


NM_O00888 


Homo sapiens integrin, beta 6 (TTGB6), mRNA 


NM 020181 


Homo sapiens myelin proteolipid protein-like protein (PLPL), mRNA 


NM 020144 


Homo sapiens poly(A) polymerase beta (testis specific) (PAPOLB), mRNA 


NM_020202 


Homo sapiens Nit protein 2 (MT2), mRNA 


NM 020250 


Homo sapiens MOST2 protein (MOST2), mRNA 


NM 020237 


Homo sapiens MOST-1 protein (MOST-1), mRNA 


NM 020234 


Homo sapiens x 009 protein (MDS009), mRNA 


NM 020128 


Homo sapiens nuclear protein double minute 1 (MDM1), mRNA 


NM 020169 


Homo sapiens latexin protein (LXN), mRNA 


NM_020133 


Homo sapiens lysophosphatidic acid acyltransferase-delta (LPAAT-delta), 
mRNA 


NM_020241 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6B (SEMA6B), mRNA 


INiVi UzUiOj 


Homo sapiens semaphorin sem2 (LOC56920), mRNA 


NM 020199 


Homo sapiens HTGN29 protein (HTGN29), mRNA 


NM_020197 


Homo sapiens HSKM-B protein (HSKM-B), mRNA 


NM 020200 


Homo sapiens HHGP protein (HHGP), mRNA 


NM 020195 


Homo sapiens HCDI protein (HCDI), mRNA 


NM 020198 


Homo sapiens GK001 protein (GK001), mRNA 


NM 020117 


Homo sapiens hypothetical protein FLJ10595 (FLJ10595), mRNA 
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INM U/Ul 19 


Homo sapiens hypothetical protein FLB6421 (FUB6421), mRNA 


XTAyf (YJ A 1 £L1 

INMJllZU 1 62 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 33 (DDX33), 
mRNA 


NM_020215 


Homo sapiens hypothetical protein DKFZp761F2014 (DKFZp761F2014), 
mRNA 


NM 020221 


Homo sapiens hypothetical protein DKFZp547I224 (DKFZp547I224), mRNA 


1N1V1 UZUZi / 


Homo sapiens hypothetical protein DKFZp547I014 (DKFZp547I014), mRNA 


NM 020161 


Homo sapiens hypothetical protein DKFZp547H025 (DKFZP547H025V mRNA 


NM 020186 


Homo sapiens DC1 1 protein (DC1 1), mRNA 


NM_020205 


Homo sapiens cellular zinc finger anti-NF-kappaB Cezanne (CEZANNE), 
rnRNA 


NMJ) 19887 


Homo sapiens second mitochondria-derived activator of caspase (SMAC), 
mRNA 


NM_0 19892 


Homo sapiens phosphatidylinositol (4,5) bisphosphate 5-phosphatase homology 
pnosphaudylinositol polyphosphate 5-phosphatase type IV (PPI5PIV) mRNA 




Homo sapiens cytochrome P450 retinoid metabolizing protein (P450RAI-2), 
mRNA 


1N1V1_U 1 7 04 J 


Homo sapiens candidate mediator of the p53-dependent G2 arrest (REPRIMO), 
mRNA 


lNivi viyojj 


Homo sapiens protein phosphatase 4 regulatory subunit 2 (PPP4R2), mRNA 


"MTVyf A1T2A1 


Homo sapiens protein predicted by clone 23882 (HSU79303), mRNA 


XTA/f Al OQAA 


Homo sapiens protein predicted by clone 23733 (HSU79274), mRNA 


1N1VI U 1 dAjO 


Homo sapiens LGN protein (HSU54999), mRNA 


ATM" AIQOOI 


Homo sapiens transformer-2 alpha (htra-2 alpha) (HSU53209), mRNA ! 




Homo sapiens hypothetical protein (AF038169), mRNA 


NM 018975 


Homo sapiens TRF2-interacting telomeric RAP1 protein (RAP1), mRNA 


XJA/f AIQAO 


Homo sapiens putative nucleolar RNA helicase (NOH61), mRNA 


>JX/f A1QAOA 


Homo sapiens hypothetical protein (FU20748), mRNA 


NM 019058 


Homo sapiens HIF-1 responsive RTP801 (FU20500), mRNA 


XTjv jr f\-\ OAC^ 


Homo sapiens neuronal protein 17.3 (P17.3), mRNA 


XTA/T AIQAyl^ 

JNM UlyU4z 


Homo sapiens hypothetical protein (FLJ20485), mRNA 


rMM_uiyooi 


Homo sapiens phosphatidylinositol-3 phosphate 3-phosphatase adaptor subunit 
(3 -PAP), mRNA 


NM 018986 


Homo sapiens hypothetical protein (FLJ20356), mRNA 


"MTV/T A1OA0/1 

INiVL_U 1 yuj4 


Homo sapiens ras homolog gene family, member F (in filopodia) (ARHF), 
mRNA 


XTA/f f| 1 QAAO 

iNivi u i yuoz 


Homo sapiens hypothetical protein (FLJ20225), mRNA 


NM 019038 


Homo sapiens hypothetical protein (FIJI 1045), mRNA 


XTA /f A 1 OA>1 A 


Homo sapiens hypothetical protein (FU10996), rnRNA 


XTA/T A1 Q1 CA 
JNJV1_U 1 o 1 oU 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 32 (DDX32), 
mRNA 


vrxjf aiqaoo 

iNivi_u I vuz o 


Homo sapiens hypothetical protein similar to ankyrin repeat-containing priotein 
AKR1 (FUl 0852), mRNA 


NM 019014 


Homo sapiens similar to DNA-directed RNA polymerase I (135 kDa) (Rpol-2), 
mRNA 


NM 019023 


Homo sapiens hypothetical protein (FIJI 0640), mRNA 


NMJ)18162 


Homo sapiens hypothetical protein FLF10633 (FU10633), mRNA 


NM 019067 


Homo sapiens hypothetical protein (FLJ10613), mRNA 


NM 019057 


Homo sapiens hypothetical protein (FLJ10404), mRNA 


NM 018846 


Homo sapiens SBBI26 protein (SBBI26), mRNA 1 


NM 016483 


Homo sapiens hypothetical pT ntp^ (H«Pr??6), mRNA 


NMJ) 18400 | tiomo sapiens voltage-eated sodium channel beta-3 subunit (scn3b gene) 
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(HSA243396) mRNA 

^llUiLt(~J *J -S \J J y XXXXVL^IaL. 


NM 018700 

X^XYX VJO/uV 


xiuiiiu odpiciid uipdiuic mt> hi -c onraining jo \^Kiivi.3o) ) niKlNA 


NM 018547 


xxumu Mtpicixb iiypuuicucai proicin Jrx\AJZyo4 {r K.Uzyo4), lxlKJNA 


NM 018546 

A 'ATI V A Ua/~V/ 


nuuiu o<ipicxis> uypuuicucai protein rlvAJZiOo (FKOziOo), IxxKJnA 


NM 018544 

X "ATX V X \JmS * r 


Homo satjien? livnritHf»tira1 r»rr\t**in PPPIOO/IO fT>T> s\'>c\ac\'\ .„pm a 
xxuiuu aauivua Aiypuixicuudl proiein r sfSJUyHy \r KXjZyHy), xXxKIVA 


NM 018634 


Homo s&Tjien^ Tivnotriptirnl nrot*»in PPfYJffQi rpp/~\iooo\ ^pxta 
xxuxxiu oapi^iio uypuuiciiudi proiein rKUZ07J ^x^KOzoio), rnKIVJA 


NM 018543 


Urtrnn Qani en *! hvn ntli f»ti" r*a 1 nrntpin PP OO QCQ /TD'D mocn\ t> xt A 

xauiiiu oapiciKs uypuixicucai proiein risXJZojy {^risXjZojy ), mKlNA 


NM 018542 


xxuiuu aapicxid xiypoineucai proiein rjSxJZoJH ir JtvOZo34), mKlNA 


NM 018518 


nomo sapiens ciyuiroDiast membrane-associated protein (ERMAP), mRNA 


NM 018534 


xxuiuu dapiciLd iiypuuiGucai proiein x xvVJZ / ^rxxUz/ 14), mKlNA 


NM 018S10 


jiomo sapiens nypoineacai protem rKU25zl (rROzjzl) mRNA 


NM 018627 


nomo sapiens nypoineiicai protein JrKUz4UD (JrRO2405), mRNA 


NM 018521 

X^IaVX V 1 0*J*£»J 


xiomo sapiens nypoTnencai protein i*KU232j (JrR02325), mRNA 


NM 018519 


xiumu bdpicns nypoineacai protein JrKUzzoo (r'KU2266), mRNA 


NM 018517 

X 1 ATA \s A \JmJ A / 


numu sapiens nypoineucai protein rKU/zl4 (x^KU2214), mRNA 


NM 018621 


xxumu 2»<ipidi5 iiypuuiciicaj. protein rtyXJZ Ijo (x^lviJ2iyo), mRNA 


NM 018619 

X ^XTX V X WW A wS 


nuiiiu iKipiciib nypotneucai protein rt\SJZLjD irssJUz,! 33), mRNA 


NM 018618 


xxuiuu bdpicns nypoinencai proiein rKUzizi (x^KU212l), mRNA 


NM 018616 


nomo sapiens nypotneucai protein rKU2U37 (FRO2037), mRNA 


NM 018512 


nomo sapiens nypotnetical protem FRO2015 (PRO2015), mRNA 


NM 018610 


nomo sapiens nypK)tnetical protein FRO 1942 (FRO 1942), mRNA 


NM 018510 


nomo sapiens nypotneucai protem rRUlooo (FRO 1866), mRNA 


NM 018507 


nomo sapiens nypotneucai protem FKUlo43 (FRO 1 843), mRNA 


NM 018606 


rxuiuu bctpiens nypouieucai protem rKUl /of (FRO 1787), inRNA 


NM 018589 


xxuiuu bdpieixs nypomeucai protem rKOlo3j (FRO 1635), mRNA 


NM 018587 

« X*X V x u V / 


xxumu bapiciib nypotneucai protem JrKUlol / (FK01617), mRNA 


NM 018503 


Homo sapiens hypothetical protein PR01598 (PR01598), mRNA 


NM 

x^aVx V/ 1 OJOU 


Homo sapiens hypothetical protein PRO 15 84 (PRO 15 84), mRNA 


NM 01 8502 


nomo sapiens nypotnetical protem FRO 15 80 (PRO 15 80), mRNA 


NM 018601 


nomo sapiens nypotnetical protem FRO 1496 (PRO 1496), mRNA ! 


atxyx vIOJOt 1 


Homo sapiens hypothetical protein PRO 1489 (PRO 1489), mRNA 


NM 018S82 


nomo sapiens nypotnetical protem PR01483 (PR01483), mRNA 


NM 018602 

mil v/ 1 uUvi 


nomo sapiens unaj (nsp4U) nomolog, subfamily A, member 4 (DNAJA4) 
mRNA " " 


NM 018578 


Homo sapiens hypothetical protein PR01257 (PR01257), mRNA 


NM 018576 


nomo sapiens nypotneucai protein FROl 163 (PRO 1 163), mRNA 


NM 018497 


nomo sapiens nypotneucai protem FRO 1048 (PRO 1048) mRNA 


NM 018565 


Homo sapiens hypothetical protein PRO0899 (PRO0899), mRNA 1 


NM 018562 

xixvx uioj yjz* 


nomo sapiens nypotneucai protem FRO0386 (PRO0386), mRNA 


NM_0 18590 


Homo sapiens hypothetical protein PRO0082 (PRO0082), mRNA 


NM 

x>xYI O 1 OOO / 


Homo sapiens sphingomyelin phosphodiesterase 3, neutral membrane (neutral 
sphingomyelinase U) (SMPD3), mRNA 


NM 017544 


nomo sapiens transcription factor NRF (NRF), mRNA 




nomo sapiens imcharacterized hematopoietic stem/progenitor cells protein 

IVLLJOKlJD \LVJJJo\)j J ), lTLKiNA 


NM_018467 


Homo sapiens uncharacterized hematonoietic stem/tDrotrenitor rpl lc nrAt^in 
MDS032 (MDS032), mRNA 


NM_018464 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS029 (MDS029), mRNA 


NM 018688 


Homo sapiens bridging integrator 3 (B1N3), mRNA i 


NM 018686 


Homo sapiens CMP-N-acetytaeiiraminic acid synthase (CMAS) mRNA 


NM 018446 


Homo sapiens glycosyltransf6rase /\D-017 (AD-017), mRNA 
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NM 018416 


Homo sapiens FOXJ2 forkhead factor (FHX), mRNA 


NM 018407 


Homo sapiens putative integral membrane transporter (LC27), mRNA 


NM 018472 


Homo sapiens uncharactenzed hypothalamus protem HTOl l (HTOl I), mRNA 


NM 018471 


Homo sapiens uncharactenzed hypothalamus protem HT010 (HT010), mRNA 


NM 018470 


Homo sapiens uncharactenzed hypothalamus protein HT009 (HT009), mRNA 


NM 018469 


Homo sapiens uncharactenzed hypothalamus protein HT008 (HT008), mRNA 


NM 017523 


Homo sapiens XIAP associated factor-1 (HSXIAPAF1), mRNA 


NM 017514 


Homo sapiens SEX gene (HSSEXGENE), mRNA 


NM 017512 


Homo sapiens rTS beta protein (HSRTSBETA), mRNA 


NM 016536 


Homo sapiens HSPC059 protein (HSPC059), mRNA 


NM 018553 


Homo sapiens ELG protein (HSA277841), mRNA 


NM 018403 


Homo sapiens transcription factor (SMIF gene) (HSA275986), mRNA 


NM 018404 


Homo sapiens centaurin, alpha 2 (CENTA2), mRNA 


NM 018401 


Homo sapiens gene for serine/threonine protein kinase (HSA250839), mRNA 


NM 017582 


Homo sapiens NICE-5 protein (HSA243666), mRNA 


NM_018684 


Homo sapiens hepatocellular carcinoma-associated antigen 127 (HCA127), 
mRNA 


NMJ) 18477 


Homo sapiens uncharactenzed hypothalamus protein HARP1 1 (HARP 1 1), 
mRNA 


NM 018652 


Homo sapiens golgin-like protein (GLP), mRNA 


NM 017962 


Homo sapiens hypothetical protein FU20825 (FLJ20825), mRNA 


NM 017961 


Homo sapiens hypothetical protein FLJ20813 (FLJ20813), mRNA 


NM 017960 


Homo sapiens hypothetical protein FU20808 (FU20808), mRNA 


NM 017959 


Homo sapiens hypothetical protein FLJ20802 (FLJ20802), mRNA 


NM 017958 


Homo sapiens hypothetical protein FLJ20783 (FLJ20783), mRNA 


NM 017957 


Homo sapiens epsin 3 (FLJ20778), mRNA 


NM 017956 


Homo sapiens hypothetical protein FLJ20772 (FLJ20772), mRNA 


NM 017950 


Homo sapiens hypothetical protein FLJ20753 (FLJ20753), mRNA 


NM 017949 


Homo sapiens hypothetical protein FLJ20739 (FLJ20739), mRNA 


NM 017946 


Homo sapiens hypothetical protein FLJ20731 (FLJ20731), mRNA 


NM 017953 


Homo sapiens hypothetical protein FLJ20729 (FLJ20729), mRNA 


NM 017943 


Homo sapiens hypothetical protein FLF20725 (FLJ20725), mRNA 


NM 017941 


Homo sapiens hypothetical protein FLJ20721 (FLJ20721), mRNA 


NM 017938 


Homo sapiens hypothetical protein FU20716 (FLJ20716), mRNA 


NM 017937 


Homo sapiens hypothetical protein FLJ20712 (FU20712), mRNA 


NM 017932 


Homo sapiens hypothetical protein FLI20700 (FLJ20700), mRNA 


NM 017929 


Homo sapiens hypothetical protein FU20695 (FU20695), mRNA 


NMJ) 17928 


Homo sapiens hypothetical protein FLJ20694 (FLJ20694), mRNA 


NM 017925 


Homo sapiens hypothetical protein FLJ20686 (FU20686), mRNA 


NM 017920 


Homo sapiens hypothetical protein FLJ20654 (FLJ20654), mRNA 


NM 017919 


Homo sapiens hypothetical protein FLJ20651 (FLJ20651), mRNA 


NM_017918 


Homo sapiens hypothetical protein FU20647 (FLJ20647), mRNA 


NM_017917 


Homo sapiens hypothetical protein FLJ20644 (FLJ20644), mRNA 


NM 017916 


Homo sapiens hypothetical protein FLJ20643 (FLJ20643), mRNA 


NM 017915 


Homo sapiens hypothetical protein FLJ20641 (FLJ20641), mRNA 


NFN/T 017O10 
iNjyjL ui /yiz 


Momo sapiens Hypothetical protem FLJ20637 (FLJ20o37), mRNA 


NM 017909 


Homo sapiens hypothetical protein FU20627 (FLJ20627), mRNA ! 


NM 017907 


Homo sapiens hypothetical protein FU20625 (FLJ20625), mRNA 


NM 017903 


Homo sapiens hypothetical protein FLJ20618 (FLJ20618), mRNA 


NM 017901 


Homo sapiens two-pore channel 1, homolog (KIAA1 169), mRNA 


NM_017900 


Homo sapiens hypothetical protein FLJ20608 (FU20608), mRNA 


NM_017899 


Homo sapiens hypothetical protein FLJ20607 (TSC), mRNA 
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NM 017897 


Homo sapiens hypothetical protein FLJ20604 (FU20604), mRNA 


NM 017894 


Homo sapiens hypothetical protein FU20595 (FU20595), mRNA 


NM_0 17893 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain (TM) and short cytoplasmic domain, (semaphorin) 4G (SEMA4G) 
mRNA 


NM Ul /o91 


Homo sapiens hypothetical protein FU20584 (FU20584), mRNA 


NM 017885 


Homo sapiens hypothetical protein FU20568 (FU20568), mRNA 


XTXjff A1 TOOi 

NM 017881 


Homo sapiens hypothetical protein FU20559 fFU20559) mRNA 


XTH K t\ 1 TOTy* 

NM 017876 


Homo sapiens hypothetical protein FU20552 (FU20552), mRNA 


NM 017873 


Homo sapiens hypothetical protein FU20548 (FU20548) mRNA 


XTX Jf A1 *70^0 

NM 017868 


Homo sapiens hypothetical protein FU20535 (FU20535) mRNA 


NM 017866 


Homo sapiens hypothetical protein FLJ20533 (FU20533), mRNA 


NM 017863 


Homo sapiens hypothetical protein FU20527 (FU20527), mRNA 


XTX Jf Ano/'A 

NM 017860 


Homo sapiens hypothetical protein FLJ205 1 9 (FLJ205 19) mRNA 


XTTV Jf /"\ 1 toco 

NM 017858 


Homo sapiens hypothetical protein FU20516 (FLJ20516) mRNA 


xtx>t nnoc /■ 

NM 017856 


Homo sapiens hypothetical protein FLJ20514 (FLJ20514), mRNA 


NM 017854 


Homo sapiens hypothetical protem FU20512 (FU20512), mRNA 


XTX K Anoo 

NM 017853 


Homo sapiens hypothetical protein FLJ2051 1 (FU2051 1) mRNA 


XTX Jt AllOf 1 

NM 017851 


Homo sapiens hypothetical protein FU20509 (FU20509) mRNA 


XTX /T AnOjIO 

MM 017848 


Homo sapiens hypothetical protein FU20506 (FU20506), mRNA 


XTX X A1*70il1 

NM 017843 


Homo sapiens breast carcinoma amplified sequence 4 (BCAS4) mRNA 


NM 017836 


Homo sapiens hypothetical protem FLJ20473 (FU20473) mRNA 


NM Ul /834 


Homo sapiens hypothetical protem FLJ20464 (FU20464) mRNA 


XTX jT nnoii 

NM 017831 


Homo sapiens hypothetical protem FLJ20456 (FU20456), mRNA 


XTX if Anooo 

NM 017828 


Homo sapiens hypothetical protein FU20452 (FLJ20452) mRNA 


NM 017825 


Homo sapiens hypothetical protem FLT20446 (FLJ20446) mRNA 


XTXiT A 1 lO^ 

NM 017824 


Homo sapiens hypothetical protem FLJ20445 (FLJ20445) mRNA 


XTX K A 1 1 0 1 t\ 

NM 017819 


Homo sapiens hypothetical protein FLJ20432 (FLJ20432), mRNA 


NM 017817 


Homo sapiens hypothetical protein FTJ7049Q fVT iohaiq^ w dma 


NM 017816 


Homo sapiens hypothetical protein FLJ20425 (FLJ20425) mRNA 


XTX Jf A1 TO 1 >l 

NM 017814 


Homo sapiens hypothetical protem FU20422 (FU20422), mRNA 


NM 017813 


Homo sapiens hypothetical protein FLT20421 (FLJ20421) mRNA 


xtx it Anoii 
NM 017812 


Homo sapiens hypothetical protein FU20420 (FU20420), mRNA 


NM 017808 


Homo sapiens hypothetical nrotein FT T7041 ^ n?T T9H/ii *n ™dxta 


NM_017805 
JNiVL Ul /oUJ 


Homo sapiens hypothetical protein FLJ20401 (FLJ20401), mRNA 
Homo sapiens hypothetical protem FLJ20399 (FU20399), mRNA 


NM Ul /oUl 


Homo sapiens hypothetical protein FU20396 (FU20396) mRNA 


XTTA/T ni"7*7QQ 

INIVI UL//yy 


Homo sapiens hypothetical protein FU20392 fFLJ20392) mRNA 


\T\jf 0,1*7*70? 


Homo sapiens hypothetical protein FLJ20374 (FLJ20374) mRNA 


NM Ul / /yi 

"MX if ni77C7 

lNivl U I / / o / 


Homo sapiens hypothetical protein FU2037 1 (FU2037 1), mRNA 
Homo sapiens hypothetical protein FU20154 (TU20154^ mRNA 


xjx/T 01778') 


Homo sapiens hypothetical protein FLJ20360 (FU20360), mRNA 


NM 017781 


Homo sapiens hypothetical protein FU20359 (FU20359), mRNA 


NM_Ul///y [ 


Homo sapiens hypothetical protein FU20354 (FU20354), mRNA 


XTXif A, 1*7*7*7*7 

NM Ul//// 


Homo sapiens hypothetical protein FU20345 (FU20345), mRNA 


NM 017776 


Homo Sapiens hvDOthptirnl nrAtpin T7T DfiTM/t rcr iif\iAA\ tixta 

K VUJ "jtwmcm/di piuicm ri^jzu34*r (PLJZU344), mRNA 


NM 017773 


Homo sapiens hypothetical protein FLJ20340 (FU20340), mRNA 


NM 017769 


Homo sapiens hypothetical protein FLJ20333 (FIJ20333), mRNA 


NM 017767 


Homo sapiens hypothetical protein FLJ20327 (FLJ20327), mRNA 


NM 017766 


Homo sapiens hypothetical protem FU20321 (FU20321), mRNA 


NM 017765 


Homo sapiens hypothetical protein FU20320 (FLJ20320) mRNA 


NM 017763 j 


Homo sapiens hypothetical protein FU20315 (FLJ20315), mRNA 
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NM 017761 


Homo sapiens hypothetical protein FLJ20312 (FU20312), mRNA 


NM 017760 


Homo sapiens hypothetical protein FLF203 1 1 (FLJ203 1 1), mRNA 


NM 017755 


Homo sapiens hypothetical protein FLJ20303 (FU20303), mRNA 


NM 017752 


Homo sapiens hypothetical protein FU20298 (FU20298), mRNA 


NM 017750 


Homo sapiens hypothetical protein FU20296 (FLJ20296), mRNA 


NM 017746 


Homo sapiens hypothetical protein FU20287 (FU20287), mRNA 


NM 017745 


Homo sapiens hypothetical protein FU20285 (FU20285), mRNA 


NM 017742 


Homo sapiens hypothetical protein FLJ20281 (FU20281), mRNA 


NM 017741 


Homo sapiens hypothetical protein FU20280 (FLJ20280), mRNA 


NM 01773? 


Homo sapiens O-linked mannose betal,2-N-acetylglucosaminyltransferase 
(FU20277),mRNA 


NM 017737 


Homo sapiens hypothetical protein FU20275 (FU20275), mRNA 


NM 017729 


Homo sapiens hypothetical protein FLJ20258 (FLJ20258), mRNA 


NM 017728 


Homo sapiens hypothetical protein FLJ20255 (FLJ20255), mRNA 


NM 017727 


Homo sapiens hypothetical protein FLJ20254 (FU20254), mRNA 


NM_017724 


Homo sapiens leucine rich repeat (in FLU) interacting protein 2 (LRRFIP2) 
mRNA 


NM 017721 


Homo sapiens hypothetical protein FLJ20241 (FLJ20241), mRNA 


NM 017713 


Homo sapiens hypothetical protein FU2021 1 (FU2021 1), mRNA 


NM 017712 


Homo sapiens hypothetical protein FLJ20208 (FU20208), mRNA 


NM 017710 


Homo sapiens hypothetical protein FLJ20203 (FU20203), mRNA 


NM 017708 


Homo sapiens hypothetical protein FLJ20200 (FU20200), mRNA 


NM 017707 


Homo sapiens hypothetical protein FLJ20199 (FLJ20199), mRNA 


NM 017706 


Homo sapiens hypothetical protein FU20195 (FLJ20195), mRNA 


NM_0 17705 


Homo sapiens hypothetical protein FU20190 (FU20190), mRNA 


NM 017703 


Homo sapiens hypothetical protein FLJ20188 (FU20188), mRNA 


NM_017702 


Homo sapiens hypothetical protein FU20186 (FU20186), mRNA 


NM 017700 


Homo sapiens hypothetical protein FU20184 (FLJ20184), mRNA 


NM 017696 


Homo sapiens hypothetical protein FLT20170 (FLJ20170), mRNA 


NM 017694 


Homo sapiens hypothetical protein FLJ20160 (FLJ20160) mRNA 1 


NM 017693 


Homo sapiens hypothetical protein FLJ20159 (FLJ20159), mRNA 


NM 017691 


Homo sapiens hypothetical protein FLJ20156 (FU20156), mRNA 


NM 017689 


Homo sapiens hypothetical protein FU20151 (FLJ20151), mRNA 


NM 017688 


Homo sapiens hypothetical protein FU20150 (FU20150), mRNA 


NM 017685 


Homo sapiens hypothetical protein FLJ20139 (FLJ20139), mRNA 


NM 017684 


Homo sapiens hypothetical protein FLJ20136 (FLJ20136), mRNA 


NM_ 017682 


Homo sapiens hypothetical protein FLT20132 (FLJ20132), mRNA 


NM 017681 


Homo sapiens hypothetical protein FU20130 (FU20130), mRNA ! 


NM_0 17679 


Homo sapiens hypothetical protein FLJ20128 (FU20128), mRNA 


NM 017674 


Homo sapiens hypothetical protein FLJ20123 (FU20123), mRNA 


NM 017664 


Homo sapiens hypothetical protein FLJ20093 (FLJ20093), mRNA 


NM 017661 


Homo sapiens hypothetical protein FLJ20086 (FLJ20086), mRNA 


NM 017660 


Homo sapiens hypothetical protein FLT20085 (FU20085), mRNA 


NM_0 17658 


Homo sapiens hypothetical protein FU20081 (F1J2008 1), mRNA 


NMJH7656 j 


Homo sapiens hypothetical protein FU20079 (FU20079), mRNA 


NM 0176SS 


nomo sapiens Hypothetical protein FU20075 (FLJ20075), mRNA 


NM 017654 


Homo sapiens hypothetical protein FLJ20073 (FU20073), mRNA 


NM 017653 


Homo sapiens hypothetical protein FLJ20071 (FLJ20071), mRNA 


NM 017651 


Homo sapiens hypothetical protein FLJ20069 (FLJ20069), mRNA 


NMJH7650 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 9A 
(PPP1R9A), mRNA 


NM 017649 


Homo sapiens cyclin M2 CCNNM2), mRNA 
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NM 017644 


Homo sapiens hypothetical protein FU20059 (FU20059), mRNA 


NM 017643 


Homo sapiens hypothetical protein FU20055 (FU20055), mRNA 


NM 017639 


Homo sapiens hypothetical protein FU20047 (FU20047), mRNA 


NM 017638 


Homo sapiens hypothetical protein FU20045 (FLJ20045), mRNA 


NM 017633 


Homo sapiens hypothetical protein FLJ20037 (FU20037), mRNA 


NM 017631 


Homo sapiens hypothetical protein FLJ20035 (FU20035), mRNA 


NM 017630 


Homo sapiens hypothetical protein FLJ20034 (FU20034), mRNA 


NM 017627 


Homo sapiens hypothetical protein FU20030 (FLJ20030), mRNA 


NMJH7626 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 12 (DNAJB12), 
mRNA 


NM 017621 


Homo sapiens hypothetical protein FU20013 (FU20013), mRNA 


NM 017618 


Homo sapiens hypothetical protein FLJ20006 (FLJ20006), mRNA 


NM 017617 


Homo sapiens hypothetical protein FU20005 (FU20005), mRNA 


NM 017615 


Homo sapiens hypothetical protein FU20003 (FLJ20003), mRNA 


NM 018394 


Homo sapiens hypothetical protein FIJI 1342 (FIJI 1342), mRNA 


NM 018393 


Homo sapiens hypothetical protein FIJI 1336 (FIJI 1336), mRNA 


NM 018391 


Homo sapiens hypothetical protein FIJI 1328 (FIJI 1328), mRNA 


NM 018389 


Homo sapiens GDP-fucose transporter 1 (FLJ1 1320), mRNA 


NM 018388 


Homo sapiens hypothetical protein FIJI 1316 (FIJI 1316), mRNA 


NM 018386 


Homo sapiens hypothetical protein FIJI 1305 (FIJI 1305), mRNA 


NM 018383 


Homo sapiens hypothetical protein FIJI 1294 (FIJI 1294), mRNA 


NM_J)18380 , 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 28 (DDX28), 
mRNA 


NM 018379 


Homo sapiens hypothetical protein FIJI 1280 (FIJI 1280), mRNA 


NM 018376 


Homo sapiens hypothetical protein FIJI 1275 (FLJ1 1275), mRNA 


NM_018375 


Homo sapiens hypothetical protein FIJI 1274 (FIJI 1274), mRNA 


NM 018374 


Homo sapiens hypothetical protein FIJI 1273 (FIJI 1273), mRNA 


NM 018372 


Homo sapiens hypothetical protein FUl 1269 (FIJI 1269), mRNA 1 


NM 018370 


Homo sapiens hypothetical protein FUl 1259 (FUl 1259), mRNA 


NM 018366 


Homo sapiens hypothetical protein FUl 1230 (FUl 1230), mRNA 


NM 018365 


Homo sapiens hypothetical protein FUl 1222 (FUl 1222), mRNA 


NM 018360 


Homo sapiens hypothetical protein FUl 1209 (FIJI 1209), mRNA 


NM 018359 


Homo sapiens hypothetical protein FUl 1200 (FUl 1200), mRNA 


NM 018357 


Homo sapiens hypothetical protein FUl 1 196 (FUl 1 196), mRNA 


NM 018356 


Homo sapiens hypothetical protem FUl 1 193 (FUl 1 193), mRNA 


NM 018355 


Homo sapiens hypothetical protein FUl 1 191 (FUl 1 191), mRNA 


NM 018351 


Homo sapiens hypothetical protein FUl 1 1 83 (FUl 1 1 83), mRNA 


NM 018350 


Homo sapiens hypothetical protein FUl 1181 (FUl 1181), mRNA 


XTfc Jt A1 jIA 

NM 018349 


Homo sapiens hypothetical protein FUl 1 175 (FUl 1 175), mRNA 


NM 018348 


Homo sapiens hypothetical protein FUl 1171 (FUl 1171), mRNA 


NM 018346 


Homo sapiens hypothetical protein FUl 1 164 (FUl 1 164), mRNA 


NM 018344 


Homo sapiens hypothetical protein FUl 1 160 (FUl 1 160), mRNA 


NM 018343 


Homo sapiens hypothetical protein FUl 1 159 (FUl 1 159), mRNA 


NM 018342 


Homo sapiens hypothetical protein FUl 1 155 (FUl 1 155), mRNA 


NM 018338 


Homo sapiens hypothetical protein FUl 1 142 (FUl 1 142), mRNA 1 


NM 018335 


nomo sapiens nypoineucai protein JrUl 1 132 (FUl 1 132), mRNA 


NM_ 018329 


Homo sapiens hypothetical protein FIJI 1 1 17 (FUl 1 1 17), mRNA 


NM_ 018328 


Homo sapiens hypothetical protein FUl 1 1 1 3 (FUl 1113), mRNA 


NM 018326 


Homo sapiens hypothetical protein FUl 1 1 10 (FUl 1110), mRNA 


NM 018324 


Homo sapiens hypothetical protein FUl 1 106 (FUl 1 106), mRNA 


NM_0 18323 


Homo sapiens hypothetical protem FUl 1 1 05 (FUl 1 105), mRNA i 


NM 018321 


Homo sapiens hypothetical protein FUl 1 100 (FUl 1 100), mRNA 
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NM 018316 

A VITA VIOJIU 


jxuiiiu bdpicns nypouieucai protein rj-j 1 1U / o (rU 1 lU7o), mRNA 


NM 018314 


ffflfflft CQmpnc Tw/rmt1*ii*fir»'i1 nrntpin T?T TI 1 fi£0 /T7T Ti i n^o\ t»xt a 

xxLriuu dapicixd xiypuLQCLicai protein tlj i iuoo ITU 1 lUooK mRNA 


NM 018309 


nuixiu sapiens nypouieucai protein ru 1 iU4o (r LJ 1 1046), mRNA 


NM 018308 


nomo sapiens nypouieucai protein ru 1 iU4z (rUl 1042), mRNA 


NM 018307 


nomo sapiens nypouieucai protein rLJl 104U (rLJl 1040), mRNA 


NM 018306 


tiomo sapiens nypouietical protein rLJl 1036 (FIJI 1036), mRNA 


NM 018304 

AN IVa v L OJwH 


nomo sapiens nypotnetical protein FIJI 1029 (FU1 1029), mRNA 


NM 01830? 


riomo sapiens nypotneucal protein rLJl 1017 (FUl 1017), mRNA 


MU 01R900 
lNivi \jLoz.yy 


Homo sapiens hypothetical protein FIJI 101 1 (FIJI 101 1), mRNA 


XJX/T fl1R9Q7 


Homo sapiens peptide:N-glycanase similar to yeast PNG1 (FIJI 1005), mRNA 


NA/f 01R90£ 


Homo sapiens hypothetical protein FUl 1004 (FIJI 1004), mRNA 


"MM 01R90A 


Homo sapiens hypothetical protein FUl 0998 (FUl 0998), mRNA 


XTAyf ft1R909 
INlYl U 1 OA? A 


Homo sapiens hypothetical protein FU10989 (FU10989), mRNA 




Homo sapiens hypothetical protein FUl 0979 (FU10979), mRNA 


XTA/f fil Q900 


Homo sapiens hypothetical protein FU10975 (FU10975), mRNA 1 


INlYl UioZ/y 


Homo sapiens hypothetical protein FU10936 (FU10936), mRNA 


NN/f 018975 

INlYl UlOZ/j 


Homo sapiens hypothetical protein FUl 0925 (FUl 0925) mRNA 


NA/f 01R971 

INlYl \J L OA 1 1 


Homo sapiens hypothetical protein FU10916 (FU10916), mRNA 


NM 018964. 


Homo sapiens hypothetical protein FUl 0900 (FUl 0900), mRNA ! 


"(SjA/f A1R7A1 
IN1VI UioZOl 


Homo sapiens Sec3-like (SEC3), mRNA 


NM 01R960 


Homo sapiens hypothetical protein FU10891 (FU10891), mRNA 


NM 0189SQ 


nomo sapiens nypotnetical protem FU10890 (FU10890), mRNA 


NM 01R9S0 

AlAVA VlOZiJlf 


Homo sapiens hypothetical protein FUl 0871 (FUl 0871) mRNA 


NM 01R94R 

INIVI \J L OAHO 


Homo sapiens hypothetical protein FUl 0858 (FU10858), mRNA 


NM 018947 

A^IAYA \J I OA*+ 1 


nomo sapiens nypotneucal protem FU10856 (FU10856), rriRNA 


NM 01R946 

ANaVa \) i OZ/+O 


Homo sapiens hypothetical protein FU10853 (FU10853), mRNA 


NM" 01R943 

ANaVa V 1 OZt 1 J 


Homo sapiens hypothetical protein FUl 0849 (FUl 0849), mRNA 


NM 01R93R 


Homo sapiens hypothetical protein FUl 0842 (FUl 0842), mRNA 


NM 01R935 


Homo sapiens hypothetical protein FUl 0830 (FUl 0830), mRNA 


NM 01R934 

ANAVA V/ I OA J*T 


Homo sapiens hypothetical protein FUl 0829 (FUl 0829) mRNA 


NM 01R931 


Homo sapiens hypothetical protein FU10815 (FU10815), mRNA 


NM" 01R99Q 
aNaVa 1/ 1 OA Ay 


Homo sapiens hypothetical protein FU10813 (FU10813), mRNA 


NA/f 01R99R 


Homo sapiens hypothetical protein FUl 08 11 (FU10811) mRNA 


NM 018227 


Homo sapiens hypothetical protein FUl 0808 (FU10808), mRNA 


XTM" 01899/1 
iNlYl U15ZZ4 


Homo sapiens hypothetical protein FU10803 (FU10803), mRNA 


XTNyf 010999 
1N1V1 U io AAA 


Homo sapiens parvin, alpha (PARVA), mRNA 


NA/f 01R991 
1N1VX 1/ 1 oAA I 


Homo sapiens chromosome 2 open reading frame 6 (C2orf6) mRNA 


NM 018916 


Homo sapiens hypothetical protein FLJ10782 (FU10782), mRNA 


NM 01891S 

A^IAVA UlO&lJ 


Homo sapiens hypothetical protein FLJ10781 (FUl 0781), mRNA 


MM 018914 

A^AYA UlOLlt 1 


Homo sapiens LAP (leucine-rich repeats and PDZ) and no PDZ protein (LANO), 
mRNA. 


NM 018210 


nomo sapiens nypotneucal protem FU10769 (FU10769), mRNA 


NM 018208 


nomo sapiens nypotnetical protem FU10761 (FU10761), mRNA 


NM 018903 

A * 1VX V 1 O^V/J 


Homo sapiens hypothetical protein FU10748 (FU10748), mRNA 


NM_018201 


Homo sapiens hypothetical protein FU10743 (FIJI 0743^ mRNA 


NM 018199 


Homo sapiens hypothetical protein FU10738 (FU10738), mRNA 


NM 018198 


Homo sapiens hypothetical protein FU10737 (FU10737), mRNA 


NM 018196 


Homo sapiens epsilon-trimethyllysine hydroxylase (FU10727), mRNA 


NM 018195 


Homo sapiens hypothetical protein FU10726 (FU10726), mRNA 


NM_018190 


Homo sapiens hypothetical protein FU10715 (FU10715), mRNA 


NM 018189 


Homo sapiens hypothetical protein FU10713 (FU10713), mRNA 
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NM 018183 



NM 018182 



Homo sapiens hypothetical protein FLJ10701 (FU10701), mRNA 



Homo sapiens hypothetical protein FLJ10700 (FLJ10700), mRNA 



NM 018181 



NM 018176 
NM 018174 



Homo sapiens hypothetical protein HJ10697 (FLT10697), mRNA 



Homo sapiens hypothetical protein FU10675 (FU10675), mRNA 



NM 018173 



Homo sapiens chromosome 19 open reading frame 5 (C19orf5) f mRNA 



NM 018172 



Homo sapiens hypothetical protein FU10665 (FIJI 0665), mRNA 



Homo sapiens hypothetical protein FLJ10661 (FLJ10661), mRNA 



fc ■* i — f^SHZZZZ www a yx xw ivw k. HU\j)|A 

Homo sapiens hypothetical protein FLT10656 (FU10656), mRNA 



NM 018170 



NM 018168 



r , — — * vv^v yx iv xvwu;, HxxMN/V 

Homo sapiens hypothetical protein FLJ10650 (FLJ10650), mRNA 



l ^ ' ^ ^ ^iwivujy;;, Uxx\lM/\ 

Homo sapiens hypothetical protein FU10648 (FLJ10648), mRNA 
Homo sapiens hypothetical protein FIJI 0647 (FIJI 0647) . mRNA 



NM 018167 



NM 018166 



NM 018163 



NM 018157 



Homo sapiens hypothetical protein FU10634 (FU10634), mRNA 



NM 018156 



NM 018155 



NM 018154 



NM 018150 



NM 018149 



Homo sapiens hypothetical protein FU10620 (FU10620), mRNA 



— c j , ts^Lt^±z. VJL i^wj, iilivp</\ 

Homo sapiens hypothetical protein FU10619 (FU10619), mRNA 



4 ^ iT I * ^ * yx X_^f HilVt^A 

Homo sapiens hypothetical protein FU10618 (FU10618), mRNA 



1 ^ i — *~ * * \x i^xwioj, lIirUNA 

Homo sapiens hypothetical protein FLJ1Q604 (FLJ106Q4), mRNA 
Homo sapiens hypothetical protein FLJ10597 (FIJI 0597),' mRNA 
Homo sapiens hypothetical protein FIJI 0587 (FU10587). mRNA 



NM 018148 



NM 018146 



Homo sapiens hypothetical protein FU10583 (FIJ10583), mRNA 



1 r ™ l~w W x xx x x^/xv^u., yr-iwmjojj, IxUSJ^/x 

Homo sapiens hypothetical protein FU10581 (FLJ10581), mRNA 



NM 018145 



NM 018143 



. 1 si ^^^^ V* i^wjoi;, IIITVINA 

Homo sapiens hypothetical protein FLJ10579 (FLJ10579), mRNA 



* " * '"I ■» w w , ^ y*- iv^iyy, HliAJM,n 

Homo sapiens hypothetical protein FLJ10572 (FIJI 0572), mRNA 



NM 018140 



NM 018139 



Homo sapiens hypothetical protein FLJ10565 (FU10565) t mRNA 



NM 018138 



Homo sapiens hypothetical protein FLJ10563 (FIJI 0563), mRNA 



NM 018132 



Homo sapiens hypothetical protein FLJ10560 (TU10560), mRNA 



NM 018130 



Homo sapiens hypothetical protein FIJI 0545 (FU10545), mRNA 
Homo sapiens hypothetical protein FIJI 0539 (FU10539), mRNA 
Homo sapiens hypothetical protein FU10535 (FLJ10535), mRNA 
Homo sapiens hypothetical nrotein FT J1 OS'U aft nn<;^ ^dxta 



NM 018129 



NM 018128 



* ' t — ~-~ ■» — ~ * v***/ yx x v/»/-y -/ ^, llLLVLl^V 

sapiens hypothetical protein FIJI 0534 (FIJI 0534), mRNA 



L — "VI r >w W x«* x xw iv^7 ^IVIV/JJtJ) XXLTU.N.n, 

Homo sapiens hypothetical protein FLJ10525 (FLJ10525), mRNA 
Homo sapiens hypothetical protein FEJ10521 (FLJ10521), mRNA 



NM 018126 



NM_018125 
NM 018121 



NM 018118 
NM 018115 



— 1 <* i yx ijjxuj^i^ uiivtN.f\ 

Homo sapiens hypothetical protein FLJ10512 (FU10512), mRNA 



1 J i * x x_*.» xv/./xx, yx x^Jiy/Jlx;, UxIUN/x 

Homo sapiens hypothetical protein FU10508 (FIJ10508), mRNA 



NM 018113 



s j i r~ * * y*iwi \f~/\JOJ 9 U.U\Ti/\ 

Homo sapiens hypothetical protein FU10498 (FLJ10498), mRNA 



NM 018111 



Homo sapie ns lipocalin-interacting membrane receptor (LIMR), mRNA 



NM 018110 



Homo sapiens hypothetical protein FIJ10490 (FLJ10490), mRNA 



Homo sapiens hypothetical protein FLJ10488 (FU10488), mRNA 



NM 018109 
NM 018108 



Homo sapiens hypothetical protein FU10486 (FU10486), mRNA 



NM_018105 
NM 018104 



Homo sapiens hypothetical protein FIJI 0483 (FU10483), mRNA 



Homo sapien s hypothetical protein FLJ1Q477 (TU10477). mRNA 



NM 018096 



— ; * , ^ ^xvr-r, / V x xw xvr-r/ t fi JlJXVi>/\ 

Homo sapiens hypothetical protein FLJ10474 (FU10474), mRNA 



Homo sapiens hypothetical protein similar to beta-transducin family (FU10458) 
mRNA 



NM 018095 
NM 018089 



Homo sapiens hypothetical protein FLJ10450 (FLJ10450), mRNA 



NM 018088 



Homo sapiens hypothetical protein FU10415 (FU10415), mRNA 



NM 018084 



Homo sapiens hypothetical protein FIJI 0408 (FIJI 0408), mRNA 

TJVi rt-tn » 1> A t . ♦ ^ ■ ~ 



NM 018083 



Homo sapien s hypothetical protein FU10392 (FU10392) t ng NA 



NM 018082 
NM 018081 



Homo sapiens zinc finger protein 358 (ZNF358), mRNA 



Homo sapiens hypothetical protein FLJ10388 (FU10388). mRNA 



NM 018080 



Homo sapien s hypothetical protein FU10385 (FIJ10385), mRNA 



Homo sapien s hypothetical protein FU10381 (FLJ10381), mRNA 
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NM 018077 


Homo sapiens hypothetical protein FLJ10377 (FLJ10377), mRNA 


NM 018071 


Homo sapiens hypothetical protein FLJ10357 (FIJI 0357), mRNA 


NM_018068 


Homo sapiens likely ortholog of mouse piwi like homolog 1 (Drosophila)-like 
(FLJ10351),mRNA 


NM 018067 


Homo sapiens hypothetical protein FU10350 (FLJ10350), mRNA 


NM 018066 


Homo sapiens hypothetical protein FU10349 (FU10349), mRNA 


NM 018065 


Homo sapiens hypothetical protein FLT10346 (FLJ10346), mRNA 


NM 018061 


Homo sapiens hypothetical protein FU10330 (FLJ10330), mRNA 


NM 018056 


Homo sapiens hypothetical protein FLJ10315 (FLJ10315), mRNA 


NM 018055 


Homo sapiens hypothetical protein FLJ103 14 (FLJ103 14), mRNA 


NM 018048 


Homo sapiens hypothetical protein FLJ10292 (FLJ10292), mRNA 


NM 018045 


Homo sapiens hypothetical protein FLJ10276 (FTJ10276), mRNA 


NM 018042 


Homo sapiens hypothetical protein FLJ10260 (FLJ10260), mRNA 


NM 018037 


Homo sapiens hypothetical protein FIJI 0244 (FIJ10244), mRNA 


NM 018036 


Homo sapiens hypothetical protein FU10242 (FLJ10242), mRNA 


NM 018029 


Homo sapiens hypothetical protein FLJ10213 (FLJ10213), mRNA 


NM 018027 


Homo sapiens hypothetical protein FU10210 (FLJ10210), mRNA 


NM 018024 


Homo sapiens hypothetical protein FLJ10204 (FLJ10204), mRNA 


NM 018022 


Homo sapiens hypothetical protein FU10199 (FU10199), mRNA 


NM 018017 


Homo sapiens hypothetical protein FLJ10188 (FLJ10188), mRNA 


NM_018014 


Homo sapiens B-cell CLL/lymphoma 1 1 A (zinc finger protein) (BCL1 1 A), 
mRNA 


NM 018013 


Homo sapiens hypothetical protein FU10159 (FLJ10159), mRNA 


NM 018012 


Homo sapiens hypothetical protein FLJ10157 (FIJ10157), mRNA 


NM 018005 


Homo sapiens hypothetical protein FLJ10139 (FIJ10139), mRNA 


NM 017998 


Homo sapiens hypothetical protein FU101 10 (FU10110), mRNA 


NM 017996 


Homo sapiens hypothetical protein FU10103 (FLJ10103), mRNA 


NM 017986 


Homo sapiens hypothetical protein FLJ10060 (FLJ10060), mRNA 


NM 017985 


Homo sapiens hypothetical protein FU10058 (FLJ10058), mRNA 


NM 017984 


Homo sapiens hypothetical protein FLJ10057 (FU10057), mRNA 


NM 017983 


Homo sapiens hypothetical protein FLJ10055 (FU10055), mRNA 


NM 017982 


Homo sapiens hypothetical protein FU10052 (FLJ10052), mRNA 


NM 017980 


Homo sapiens hypothetical protein FU10044 (FLJ10044), mRNA 


NM 017977 


Homo sapiens hypothetical protein FU10040 (FIJI 0040), mRNA 


NM 017974 


Homo sapiens hypothetical protein FU10035 (FLJ10035), mRNA 


NM_018410 


Homo sapiens hypothetical protein DKFZp762E1312 (DKFZp762E1312), 
mRNA 


NM_0 18423 


Homo sapiens hypothetical protein DKFZp761P1010 (DKFZp761P1010), 
mRNA 


NMJH7597 


Homo sapiens hypothetical protein DKFZp761K1824 (DKFZp761K1824), 
mRNA 


NMJ) 18422 


Homo sapiens hypothetical protein DKFZp761K1423 (DKFZp761K1423), 
mRNA 


NMJH8421 


Homo sapiens hypothetical protein DKFZp761D1823 (DKFZp761D1823), 
mRNA 


NM 017599 


Homo sapiens transmembrane protein vezatin (VEZATIN), mRNA 


NMJH7594 


Homo sapiens hypothetical protein DKFZp761C07121 (DKFZp761C07121), 
mRNA 


NMJH7535 


Homo sapiens hypothetical protein DKFZp566H0824 (DKFZp5 66H0824) ! 
mRNA 


NMJH8705 


Homo sapiens hypothetical protein DKFZp547G183 (DKFZp547G183), mRNA 


NM 017604 


Homo sapiens KIAA1023 protein (KIAA1023), mRNA 
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NMJH7559 


Homo sapiens hypothetical protein DKFZp434H2215 (DKFZp434H2215), 
mRNA 


NMJ) 17598 


Homo sapiens hypothetical protein DKFZp434C0923 (DKFZp434C0923), 
mRNA 


NM_0 17577 


Homo sapiens hypothetical protein DKFZp434C0328 (DKFZp434C0328), 
mRNA 


NM 014612 


Homo sapiens C9orfl0 protein (C9orfl0), mRNA 


NM 018460 


Homo sapiens uncharacterized bone marrow protein BM046 (BM046), mRNA 


NM 018459 


Homo sapiens uncharacterized bone marrow protein BM045 (BM045), mRNA i 


NM 018451 


Homo sapiens centrosomal P4.1 -associated protein (CPAP), mRNA 


NM 018450 


Homo sapiens uncharacterized bone marrow protein BM029 (BM029), mRNA 


NM 018674 


Homo sapiens putative acid-sensing ion channel (ASIC4), mRNA 


NMJ>17435 


Homo sapiens solute carrier family 21 (organic anion transporter), member 14 
(SLC21A14),mRNA 


NM 016848 


Homo sapiens neuronal She (SHC3), mRNA 


NM 017432 


Homo sapiens prostate tumor over expressed gene 1 (PTOV1), mRNA 


NM 016953 


Homo sapiens phosphodiesterase 1 1 A (PDE1 1A), mRNA 


NMJ) 13242 


Homo sapiens similar to mouse Glt3 or D. malanogaster transcription factor TTR 
(AF093680), mRNA 


NM 016267 


Homo sapiens TONDU (TONDU), mRNA 


NMJH5859 


Homo sapiens general transcription factor DA, 1 (37kD and 19kD subunits) 
(GTF2A1), mRNA 


NM 016271 


Homo sapiens STRIN protein (STRIN), mRNA 


NM 016584 


Homo sapiens interleukin 23, alpha subunit p!9 (IL23A), mRNA 


NM 016329 


Homo sapiens RU1 (RU1), mRNA 


NM 016337 


Homo sapiens RNB6 (RNB6), mRNA 


XTH AT Al /"l A f 

NM 016146 


Homo sapiens PTD009 protein (PTD009), mRNA 


NM 016145 


Homo sapiens PTD008 protein (PTD008), mRNA 


NM 016144 


Homo sapiens PTD002 protein (PTD002), mRNA ! 


NM 016147 


Homo sapiens protein phosphatase methylesterase-1 (PME-1), mRNA 


NMJ) 16445 


Homo sapiens pleckstrin 2 (mouse) homolog (PLEK2), mRNA 


NM 016170 


Homo sapiens NCX protein (NCX), mRNA 


NM 016132 


Homo sapiens myelin gene expression factor 2 (MEF-2), mRNA 


NM 016586 


Homo sapiens MBIP protein (MBIP), mRNA 


NM_016547 


Homo sapiens calcium binding protein Cab45 precursor (Cab45), mRNA 


NM 016530 


Homo sapiens RAB-8b protein (LOC51762), mRNA 


NMJ) 16442 


Homo sapiens type 1 tumor necrosis factor receptor shedding aminopeptidase 
regulator (ARTS-1 ), mRNA 


NM 016438 


Homo sapiens CLST 1 1240 protein (CLST1 1240), mRNA 


NM 016340 


Homo sapiens rap guanine nucleotide exchange factor (RA-GEF-2), mRNA 


NMJH6306 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 1 1 (DNAJB11), 
mRNA 


NM 016292 


Homo sapiens heat shock protein 75 (TRAP1), mRNA 


NM 016248 


Homo sapiens A kinase (PRKA) anchor protein 1 1 (AKAP1 1), mRNA 


NMJ) 16207 


Homo sapiens cleavage and polyadenylation specific factor 3, 73kD subunit 
fCPSF3^ mRNA 


NM016163 


Homo sapiens vesicle transport-related protein (RA410), mRNA 


NM_016106 


Homo sapiens vesicle transport-related protein (RA410), mRNA 


NM 016081 


Homo sapiens palladin (KIAA0992), mRNA 


NM 015934 


Homo sapiens nucleolar orotein NOP5/NOP58 (NOP5/NOP58), mRNA 


NM 015925 


Homo sapiens liver-specific bHLH-Zip transcription fector (LISCH7), mRNA 


NM 015878 


Homo sapiens ornithine decarboxylase antizyme inhibitor (OAZIN), mRNA 
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NM 016284 


Homn ^aniens TCTA A 1 007 nrnfpin /VTA A 1 ootx *wdxt a 
AJ-v/iiiu dopibiid JcvLrvrvxvv / piuicin ^IVLrvrvlUU / ), TTllxlVA 


NM 016645 


Homo ^sanipn^ TTiPQpnpVi'vrmal cfpm r»**11 nmfain "HCPno /tvtttt t/^ t» tk t\ ti\ti 

aayi^us xAi^^ii^uyiiitti &icm ceii proiein Uouyz (JNJbUCjjRJN), inRNA 


NM 016631 


_ uumu oopi^ixa wmuiinjauuic ^i upen reaoing rrarae op yyZiorioo), mRNA 


NM_0 16576 


xAWiiiw oapicua vjivurxvfc iui gudnusuic monopnospnate reductase isoloc 
(LOC5 1 292), mRNA 


NM 016501 


Homo sapiens hvnothetical nrotein VJ T1fKQ7 fET nn^07% ~,d\ta 


NM 016500 


Homo sapiens hypothetical protein (LOC51260), mRNA 


NM 016487 




NM 016480 


Homo sapiens PABP-interacting protein 2 (PAIP2), mRNA 


NM 016433 


numo sapiens giyconpia transier protein (CjLTP), mRNA 


NM 016169 


xiomo sapiens ciauain lo (CJJL/InIo), rnKNA 


NM 016359 


noma sapiens nucleolar protem ANK 1 (ANKT), mRNA 


NM 016246 


xiumo sapiens retinal snort-cnam dehydrogenase/reductase retSDR3 
CLOC5 1 1 7 1 ^ mPNA 


NMJH6186 


Homo sapiens serine (or cysteine) proteinase irihibitor, clade A (alpha- 1 
<uiupxuicm<i5c, onuuypsinj, memoer iu (oiiKrlNAlO), mRNA 


NM 016180 


xiuiiiu bupicnb ruivi-i protein (lYlAl.rJ, mKiNA 


NM 016176 


xiuniu bdpiens caicrum oinamg protem Cab45 precursor (Cab45), mRNA 


NM 016174 


Homo sapiens cerebral cell adhesion molecule (LOC51 148) mRNA 


NM 016131 


nomo sapiens KAtsiu, member KAS oncogene family (RAB10), mRNA 


NM 016031 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3 
veastVHVp 1 (VJ OVT "\\ ml? MA * * 


NM 015955 


nuiIlu Sapiens uziomy-iiKe protem (IAJC51072), mRNA 


NM 015931 


iiuuiu bd.picnb us*+oj ^JLAJLO iuooj, mKJNA 


NMJH5879 


Homo sanienQ Qialv1trsmcfptuc*» S2f /"*s1«Vi»»7 1Pr,1U^+^ 1 /!/*ii»\ta i t. a n 

AAUUiU Mdiyiuansierase ol, ^aipnaz,iuaibetal,4GlcNAcalpha 2,8- 
sialvl transferase^ (STATRf^ mPMA 1 


NM 016368 


xiuniu aupiciii> iiiyu-mosiioi i-pnospnate syntnase Al (ISYNAl) mRNA 5 


NM 016488 


Homo saniens hvnntfiptirjil t>mt*»in rtrcT>^'> < 3o\ «,d\t a 


NM 016478 


xaumu bdpiens nypoineucai protem (JtlorCzlo), mRNA 


NM 016463 


Homo SaoienS hvnotViPtirnl «rnt*»i« /TTQ^P'IO^X -_n\TA ™ 


NM 016410 


xiuniu ^ctpiciib nypoineucai protem jioJrUl // (HorC177), mRNA 


NM 016406 


aauuiu a<ipiciij> iiypomcncai protem (xiorCijjj, mRNA 


NM 016401 


Homo sapiens hypothetical protein (HSPC138), mRNA 


NM 016400 


xxuniu oapicii& nuniingun interacting protem K. (rlYFK), mRNA 


NM 016396 


Homo sapiens hypothetical protein (HSPC129), mRNA 


NM 016391 


xiomo sapiens nypomencai protem (HSPC1 11), mRNA 


NM 015933 

A TATA V A «S ^ mj ^ 


xiomo sapiens nypomencai protem (HSPC016), mRNA 


NM 015932 


xiomo sapiens nypomencai protein (HSPC014), mRNA 


NM_016172 


nomo sapiens puxaave gxiaiolastoma cell differentiation-related CGDBRH 
mRNA V h 


NM 016194 


nomo sapiens guanme nucleotide binding protein (G protein), beta 5 (GNB5) 

mRNA 


NM_016196 


xiuiuu jxtpicns jvi/\/\uooz gene product (KJLAA0682), mRNA 


NM_0 16553 


AAU1UU aapicub iiuuicuponn ozKU vJNU"oz), mRNA 


NM_016195 


Homo oaTlipnc lw.'nnacp n^Aml«/\n«v>^A» i a fnTT^onTTi \ t>^.y a 

xxuiiiu ^apiciij> lvi-pnase pnospnoprotem 1 (MPHOSPH1), mRNA 


NM_0 16550 


Homo sapiens HeLa cyclm-dependent kinase 2 interacting protein fCINP^ 
mRNA 


NM 016623 


Homo sapiens hypothetical protein (BM-009), mRNA 


NM_0 16237 


Homo sapiens anaphase promoting complex subunit 5 (ANAPC5) mRNA 


NM016108 


Homo sapiens androgen induced protein (AIG-1), mRNA 


NM_014886 


Homo sapiens hypothetical protein (YR-29), mRNA 


NM_014035 


Homo sapiens SBBD 1 protein (SBBD 1), mRNA 
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INJVl UIhoDo 


Homo sapiens ring finger protein 10 (RNF10), mRNA 


lNivi ui4oyz 


Homo sapiens PR01575 protein (PRO 1575), mRNA 


MlV/f ni/t1lQ 
INIVl Ul*fiJo 


Homo sapiens FK.OQ659 protein (PRO0659), mRNA 


MX/T Al/liac 
INIVl 


Homo sapiens rKO0641 protem (PRO0641), mRNA 


INM U141J4 


Homo sapiens PRO0628 protein (PRO0628), mRNA 


INIVl 


Homo sapiens PK(J0618 protein (PRO0618), mRNA 


JNJYl 0140/0 


Homo sapiens PRO061 1 protein (PRO061 1), mRNA 


INM 0140/4 


Homo sapiens PRO0529 protein (PRO0529), mRNA 


INM 014129 


Homo sapiens PRO0478 protein (PRO0478), mRNA 


XTA if A 1 /1 1 'S/* 

INM 014126 


Homo sapiens PRO0365 protein (PRO0365), mRNA 


ATA A 1 vl 1 O vl 

MM 0 14124 


Homo sapiens PRO0255 protein (PRO0255), mRNA 1 


ATA >f A 1 A 1 0 1 

INM 014121 


Homo sapiens PRO0233 protein (PRO0233), mRNA 


ATA/f AlyftOA 

JNM 014120 


Homo sapiens PRO0214 protein (PRO0214), mRNA 


ATA/f A1 A 1 1 O 

JNM 01411© 


Homo sapiens PRO0159 protein (PRO0159), mRNA 


AJA/f ni A 1 1 *7 

JNM UI411/ 


Homo sapiens PRO0149 protein (PRO0149), mRNA 


AJA/f AI vl 1 1 £ 

JNM U141 16 


Homo sapiens PRO0132 protein (PRO0132), mRNA 


ATA x r\i cn/TA 

JNM 01D364 


Homo sapiens MD-2 protein (MD-2), mRNA 


XTA/f A1/IAOA 

JNM U 141)20 


Homo sapiens LR8 protein (LR8), mRNA 


XTA >T A 1 A A 1 1 

JNM 014931 


Homo sapiens KIAA1 1 15 protein (KIAA1 1 15), mRNA 


\n\ yf A1 v1AA1 

JNM 014901 


Homo sapiens KIAA1 100 protein (KIAA1 100), mRNA 


XTA /f ai Anno 
JNM 014908 


Homo sapiens KIAA1094 protein (KIAA1094), mRNA 


XTA/T AI AC\f\c 

JNM 014906 


Homo sapiens KIAA1072 protein (KIAA1072), mRNA 


ATA/f A1/1Q'30 
INM UI450Z 


Homo sapiens neuroligin 1 (NLGN1), mRNA 


JNM 014894 


Homo sapiens KIAA1056 protein (KIAA1056), mRNA 


XTA /f A 1 A CSC ^ 

JNM 014956 


Homo sapiens KIAA1052 protein (KIAA1052), mRNA 


XTA/f A 1 A AO 0 

INJVl 014yzo 


Homo sapiens KIAA1046 protein (KIAA1046), mRNA 


XTTV/f AI A AAA 

JNM 014y09 


Homo sapiens KIAA1036 protein (KIAA1036), mRNA 


XTXyf A1/tA7A 

JNM 0149J9 


Homo sapiens KIAA1012 protein (KIAA1012), mRNA 


ATA/T AlylOAC 

INM 01489D 


Homo sapiens KIAA1009 protein (KIAA1009), mRNA 


XTAif A 1 A A/CA 

JNM 014960 


Homo sapiens KIAA1 00 1 protein (KIAAIOO 1), mRNA i 


XTA/f A 1 -inert 

JNM 0149jO 


Homo sapiens KIAA0997 protein (KIAA0997), mRNA 


JNM 014934 


Homo sapiens zinc-finder protein DZ1P1 (DZIP1), mRNA 


XTTV/f AI/tA'J'J 

INM U14U2.5 


Homo sapiens KIAA0982 protein (KIAA0982), mRNA 


xjAif oi40on 
INM U14VUU 


Homo sapiens KIAA0977 protein (KIAA0977), mRNA 


NM 014929 


Homo sapiens KIAA0971 protein (KIAA0971), mRNA 


INM 0149 J j 


Homo sapiens phosphoinositol 3-phosphate-binding protein-2 (PEPP3), mRNA 


XTA/f Al/IA'JT 
JNM 01420/ 


Homo sapiens Sac domain-containing inositol phosphatase 2 (SAC2), mRNA 


XTTl/T A 1 A QA1 
JNM 014J/U2 


Homo sapiens KIAA0964 protein (KIAA0964), mRNA 


XTX/T A1 A 0 AO 

JNM 014898 


Homo sapiens KIAA0961 protein (KIAA0961), mRNA | 


JNM 014y42 


Homo sapiens ankynn repeat domain 6 (ANKRD6), mRNA 


XFN/f AI/tA^Q 

1NM_0149d9 


Homo sapiens tumor up-regulated CARD-containing antagonist of caspase nine 
iTUCAN), mRNA 




Homo sapiens KIAA0945 protein (KIAA0945), mRNA 


AJA/f 014Q04 
INIVL U 1 4i/ U4 


Homo sapiens KIAA0941 protem (Rabl 1-FIP2), mRNA 


MM 014903 


Homo sapiens KIAA0938 protein (KIAA0938), mRNA 


NM 014897 


Homo saoiens KIAA0924 TrmtHn flClAACiQOA} mPMA 


NM 014883 


Homo sapiens KIAA0914 gene product (KIAA0914), mRNA | 


NM 014949 


Homo sapiens KIAA0907 protein (KIAA0907), mRNA 


NM 014896 


Homo sapiens IOAA0894 protein (KIAA0894), mRNA 


NM 014969 


Homo sapiens KIAA0893 protein (KIAA0893), mRNA \ 


NM 014966 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 30 PDX30), 
mRNA 
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NM 01 $117 
1N1V1 VLjj/f 


Homo sapiens KJAA0oo9 protein (KIAA0889), mRNA 




Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 4 (putative 
iuncuonj ^xiJNrr4j, niKXNA 


nm 014040 


nomo sapiens JsJAAUo/z protein (K1AA0872), mRNA 


MM" 01404^ 


Homo sapiens K1AAU854 protein (KIAA0854), mRNA 


MM 014Q96 


nomo sapiens KdAAUo48 protein (KIAA0848), mRNA 


MM 014Q4S 


Homo sapiens KlAAUo43 protein (KIAA0843), mRNA 


MM 014.09/1 

iNivi ui4yz4 


Homo sapiens KJAA083 1 protein (KIAA0831), mRNA 


NM 014701 

XN1VJL V 1 *T / V.} 


Homo sapiens juaausuu gene product (KIAA0800), mRNA 


MM 014A^O 


Homo sapiens KIAA0798 gene product (KIAA0798), mRNA 


MM 014££0 
1N1V1 U1400U 


Homo sapiens KIAA0783 gene product (KIAA0783), mRNA 


MM 01/179/; 
IN1VL uin/zo 


Homo sapiens KIAA0775 gene product (KIAA0775), mRNA 


MM 014^00 


Homo sapiens KIAA0773 gene product (KIAA0773), mRNA 


MM 014R05 
IN1Y1 U140U3 


Homo sapiens KIAA0766 gene product (KIAA0766), mRNA 


NM 014869 


Homo sapiens KIAA0763 gene product (KIAA0763), mRNA 


INiVi U145U4 


Homo sapiens KIAA0753 gene product (KIAA0753), mRNA 


iNJVI U1403Z 


Homo sapiens KIAA0750 gene product (KIAA0750), mRNA 


XTA/f A1 AlCiC 

JNM U14/yo 


Homo sapiens KIAA0748 gene product (KIAA0748), mRNA 


XTA/T 01/1*71 0 


Homo sapiens KIAA0738 gene product (KIAA0738), mRNA 


INivl U14oZo 


Homo sapiens KIAA0737 gene product (KIAA0737), mRNA 


iNiVl_U 14647 


Homo sapiens likely ortholog of mouse synaptic vesicle glycoprotein 2a (SV2), 
mRNA 


MM 014R4R 


Homo sapiens synaptic vesicle protein 2B homolog (SV2B) mRNA 


MM 01471R 
INIVI U 14 / 1 o 


Homo sapiens KIAA0726 gene product (KIAA0726), mRNA 


NM 0146^9 

IN1V1 UlHOJZ 


Homo sapiens importin 13 (IMP 13), mRNA 


MM 014R£7 


Homo sapiens KIAA071 1 gene product (KIAA071 1), mRNA 


MM 01/15'\9 
1N1V1 U145DZ 


Homo sapiens KIAA0682 gene product (KIAA0682), mRNA 


MM 014££7 


Homo sapiens KIAA0677 gene product (KIAA0677), mRNA 


MM 014/L4G 
INivl U14045 


Homo sapiens KIAA0675 gene product (KIAA0675), mRNA 


MM 01477Q 


Homo sapiens KIAA0669 gene product (KIAA0669), mRNA 1 


MM 014R1 1 
1N1V1 U 1 Ho 1 1 


Homo sapiens KIAA0649 gene product (KIAA0649), mRNA 


MM 014R17 


Homo sapiens KIAA0644 gene product (KIAA0644), mRNA 


MM 01^046 


Homo sapiens KIAA0625 protein (KIAA0625), mRNA 


MM 0146Q4 


Homo sapiens KIAA0605 gene product (KIAA0605), mRNA 


MM 014R79 


Homo sapiens KIAA0603 gene product (KIAA0603), mRNA 


MM 014740 
1N1V1 U 14/417 


Homo sapiens KIAA0586 gene product (KIAA0586), mRNA 


MM 014££8 
1N1V1 U 14005 


Homo sapiens KIAA0575 gene product (KIAA0575), mRNA 


MM O14700 


Homo sapiens KIAA0570 gene product (KIAA0570), mRNA 


NM 014704 


Homo sapiens 1UAA0562 gene product (KIAA0562), mRNA 


MM 014700 


Homo sapiens KIAA0555 gene product (KIAA0555), mRNA 


fvJM 014711 


Homo sapiens KIAA0552 gene product (KIAA0552), mRNA 


NM 014701 


xiomo sapiens 1SJAAUS4 V gene product (KIAA0547), mRNA 


^JM 014R9^ 


Homo sapiens chromosome 21 open reading frame 108 (C21orfl08) mRNA 


MM 014R40 


Homo sapiens KIAA0537 gene product (KIAA0537), mRNA 


MM 0146R9 


Homo sapiens KIAA0535 gene product (KIAA0535), mRNA 


NM 014851 


Homo sapiens KIAA0469 gene nrodnrt ACTA A 0469 1 mPMA 


NM_014638 


Homo sapiens KIAA0450 gene product (KIAA0450), mRNA 


NM 015556 


Homo sapiens KIAA0440 protein (K1AA0440), mRNA 


NM 014801 


Homo sapiens KIAA0435 gene product (KIAA0435), mRNA 


NM 014772 


Homo sapiens KIAA0427 pene product (KIAA0427), mRNA 


NM_0 14631 


Homo sapiens KIAA0418 eene product (KIAA0418), mRNA 


NM 014702 


Homo sapiens KIAA0408 eene product (KIAA0408), mRNA 
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INlVi U140/Z 


Homo sapiens JsJAA03y l gene product (KIAA0391), mRNA 


XTN/f A 1/1*7 ITT 

iNxvi ui4 / i / 


Homo sapiens K1AA0390 gene product (KIAA0390), mRNA 


JNiVl 014OOO 


Homo sapiens KJAA0355 gene product (KIAA0355), mRNA 


JNivl Oi4o/z 


Homo sapiens K1AA0354 gene product (KIAA0354), mRNA 


INM 014o30 


Homo sapiens KIAA0352 gene product (KIAA0352), mRNA 


JNM_014o3o 


Homo sapiens Ral guanine nucleotide exchange factor RalGPSl A 

/"DAT/TDC1A\ ~D\TA 

(KALvjrolAj, mKWA 


INivl 01403 J 


Homo sapiens KJAA0336 gene product (KIAA0336), mRNA 


INiVl 014803 


Homo sapiens KIAA0335 gene product (KIAA0335), mRNA 


INIVI O 14544 


Homo sapiens KJAA0329 gene product (KIAA0329), mRNA 


1NJV1 0145Z1 


Homo sapiens KJAA03 17 gene product (KIAA03 17), mRNA 


inivi oi4oyy 


Homo sapiens KIAA0296 gene product (KIAA0296), mRNA 


INiVl 014/4Z 


Homo sapiens K1AA0255 gene product (KIAA0255), mRNA 


INIM 014/34 


Homo sapiens K1AA0247 gene product (KIAA0247), mRNA 


NM 014760 


Homo sapiens KIAA0218 gene product (KIAA0218), mRNA 


XTTV/f A1 All C 

1NM 014/35 


Homo sapiens KIAA0215 gene product (KIAA0215), mRNA 


INM 014630 


Homo sapiens KIAA02 1 1 gene product (KIAA02 1 1), mRNA 


XTTV/f t\\A1AA 

iNM 014744 


Homo sapiens KIAA0210 gene product (KIAA0210), mRNA 


NM 014725 


Homo sapiens KIAA0189 gene product (KIAA0189), rnRNA 


XTTV/T Aiyirrco 
INM 014753 


Homo sapiens KIAA0187 gene product (KIAA0187), mRNA 


XTA/T A 1 A 1C\ 1 

JNM__014/yi 


Homo sapiens likely ortholog of maternal embryonic leucine zipper kinase 

/VTA A /%1 "tC\ TIVTA * 

(K1AA0175), mRNA 


XTA/T Al/f^/l/C 

JNM 014/40 


Homo sapiens KIAAO 1 6 1 gene product (KIAAO 161), mRNA 


XTA/T AI/I/CJI 

JNM 014o33 


Homo sapiens KIAA0155 gene product (KIAA0155), mRNA 


XTA/T A1/IAAO 

JNM__01400z 


Homo sapiens IKK-related kinase epsilon; inducible DcappaB kinase (IKKE), 
mKiNA 


XIA/T AI/ifi/1'7 
INM 01454/ 


Homo sapiens KIAAO 144 gene product (KIAAO 144), mRNA 


XTA/T AI/ITTI 
INM 014//3 


Homo sapiens KIAA0141 gene product (KIAA0141), mRNA 


XTA/T A1/f£/1Q 

INM 01404^ 


Homo sapiens KIAA0138 gene product (KIAA0138), mRNA 


XTA/T A 1 4707 
INM 014 lyL 


Homo sapiens KIAA0125 gene product (KIAA0125), mRNA 


XTN/T AI/IOQQ 


Homo sapiens KIAA01 18 protein (KIAA01 1 8), mRNA ! 


XJN/f A1A7AA 


Homo sapiens KIAAO 1 1 1 gene product (KIAA01 1 1), mRNA 


XTA/T A1A<7"i 
INiVL 0 140/3 


Homo sapiens KIAAO 103 gene product (KIAAO 103), mRNA 


NM 014736 


Homo sapiens KIAA0101 gene product (KIAA0101), mRNA 


XTA/T A1/t«Q 
INM 01400y 


Homo sapiens KIAA0095 gene product (KIAA0095), mRNA 


XTA/T A1/I/C7A 

jnm oi4o /y 


Homo sapiens KIAA0092 gene product (KIAA0092), mRNA 


XTA/T Al/n/CO 

iNM 014/oy 


Homo sapiens KIAA0087 gene product (KIAA0087), mRNA 


XTA/T A 1 A 077 
INM 014o// 


Homo sapiens helicase KIAA0054 (KIAA0054), mRNA 


XTA/T A 1/171 £ 
iNM 014/10 


Homo sapiens centaurin, beta 1 (CENTB1), mRNA 


XIA/T ni^£i 

1N1V1__U 1 J JO 1 


Homo sapiens R3H domain (binds single-stranded nucleic acids) containing 
^lOHJuMj, mRNA 


INiVl UIHOOV 


Homo sapiens KIAA0022 gene product (KIAA0022), mRNA 


XJN/f A1/4Q7Q 


Homo sapiens KIAA0020 gene product (KIAA0020), mRNA 


MM" niA££^ 
1N1V1 U 1 *+uO D 


Homo sapiens KIAA0014 gene product (KIAA0014), mRNA 




Homo sapiens ubiquitin-protein isopeptide ligase (E3) (KIAA0010), mRNA 


NM 014637 


Homo saDiens KIAA0009 vene nroHnrf H^TA AnnnO^ mPXJA 


NM 015384 


Homo sapiens IDN3 protein (EDN3), mRNA 


NM 014188 


Homo sapiens HSPC182 protein (HSPC182), mRNA 


NM 014187 


Homo sapiens HSPC171 protein (HSPC171), mRNA 


NM 014182 


Homo sapiens HSPC160 protein (HSPC160), mRNA 


NM 014178 


Homo sapiens HSPC156 protein (HSPC156), mRNA 


NM 014177 


Homo sapiens HSPC154 protein (HSPC154), mRNA 
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INM_U141 /0 


Homo sapiens HSFC150 protein similar to ubiquita-conj ugating enzyme 

(HorCOUJ, mKINA 


iniyi ui4i /j 


Homo sapiens H6rCl4z protein (HSPC142), mRNA 


inm ui4i /z 


Homo sapiens H&rCl4l protein (HSPC141), mRNA 


VTN/f A1/11'71 
INiVl U141 / 1 


Homo sapiens postsynaptic protein CRIPT (CRIPT), mRNA 


inm vi4ioy 


Homo sapiens HbPCl34 protein (HSPC134), mRNA 


INM U 141 05 


Homo sapiens HSPC133 protein (HSPC133), mRNA 


INM U1410/ 


Homo sapiens HSPC128 protein (HSPC128), mRNA 


INM U 1410 j 


Homo sapiens HSPC125 protein (HSPC125), mRNA 


INiYl U1410-> 


Homo sapiens HSPC073 protein (HSPC073), mRNA 


IN1V1 U1410Z 


Homo sapiens HSPC072 protein (HSPC072), mRNA 


VTNyT A1 A 1 CO 

INM U141D!/ 


Homo sapiens Huntingtin interacting protein B (HYPB), mRNA 


vnvjf ai hi fo 
INM U1415o 


Homo sapiens HSPC067 protein (HSPC067), mRNA 


JNM U1413 / 


Homo sapiens HSPC065 protein (HSPC065), mRNA 


INM U1413Z 


Homo sapiens HSPC054 protein (HSPC054), mRNA 


INM U141D1 


Homo sapiens HSPC053 protein (HSPC053), mRNA 


XTA/f A 1 /1 1 /I O 
INM U 14145 


Homo sapiens HSPC048 protein (HSPC048), mRNA 


INM U1414/ 


Homo sapiens HSPC047 protein (HSPC047), mRNA 


INM U14U41 


Homo sapiens signal peptidase 12kDa (SPC12), mRNA 


"MTV/f A 1/1 A/17 
INM U14U4/ 


Homo sapiens HSPC023 protein (HSPC023), mRNA 


INM U14UZ5 


Homo sapiens HSPC0 1 9 protein (HSPC0 1 9), mRNA 


INM U14UZ0 


Homo sapiens HSPC015 protein (HSPC015), mRNA 


INM UlJJOZ 


Homo sapiens HSPC002 protein (HSPC002), mRNA 


TJAyf AI ^A^ 
INM UlJOUJ 


Homo sapiens DKFZP586M1019 protein (DKFZP586M1019), mRNA 


JNM U1DDJ/ 


Homo sapiens DKFZP586J1624 protein (DKFZP586J1624), mRNA 


INM U1jjo4 


Homo sapiens DKFZP586F1524 protein (DKFZP586F1524), mRNA 


INM Ul DO / / 


Homo sapiens hypothetical protein (DKFZP586F1318), mRNA 


INM U 134 10 


Homo sapiens DKFZP586A01 1 protein (DKFZP586A01 1), mRNA 


INM U1331.J 


Homo sapiens DKFZP566D213 protein (DKFZP566D213), mRNA 


xnvyf AI ^AQ 
iniyi uijjuy 


Homo sapiens DKFZP566B183 protein (DKFZP566B183), mRNA 


INM VI4U4Z 


Homo sapiens DKFZP564M082 protein (DKFZP564M082), mRNA 


INM U 13433 


Homo sapiens KIAA1 194 protein (KIAA1 194), mRNA 


INM U130U1 


Homo sapiens DKFZP564G092 protein (DKPZP564G092), mRNA 


INM U14U44 


Homo sapiens DKFZP564G0222 protein (DKFZP564G0222), mRNA 


INM U 13035 


Homo sapiens DKFZP564C186 protein (DKFZP564C186), mRNA 


INM U 13034 


Homo sapiens DKFZP564C103 protein (DKFZP564C103), mRNA 


INM UIjjjj 


Homo sapiens DKFZP564A2416 protein (DKFZP564A2416), mRNA 


INM U14U34 


Homo sapiens DKFZP547E21 10 protein (DKFZP547E21 10), mRNA 


NM 015607 


Homo sapiens DKFZP547E1010 protein (DKFZP547E1010), mRNA 


"NTV/f A1 
INM U 133 74 


Homo sapiens DKFZP434O047 protein (DKFZP434O047), mRNA 


INM U134yZ 


Homo sapiens DKFZP434H132 protein (DKFZP434H132), mRNA 1 


INM U13313 


Homo sapiens type I intermediate filament cytokeratin (HAIK1), mRNA 


"MTV/f A1 A(\CA 
INM U14U04 


Homo sapiens AD-003 protein (AD-003), mRNA 


NM 014517 


Homo sapiens upstream binding protein 1 (LBP-la) (UBP1), mRNA 


NM_0 14294 


Homo sapiens translocating chain-associating membrane protein (TRAM), 
mRNA 


NM 014305 


Homo sapiens dTDP-D-jducose 4,6-dehydratase (TDPGD), mRNA 


NM 014300 


Homo sapiens signal peptidase complex (18kD) (SPC18), mRNA 


NM 014419 


Homo sapiens soggy-1 gene (DKKL1 -pending), mRNA 


NMJH4445 


Homo sapiens stress-associated endoplasmic reticulum protein 1; ribosome 
associated membrane protein 4 (SERP 1 ), mRNA 


NM 014329 


Homo sapiens autoanticen (RCD-8), mRNA 
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NM_014504 


Homo sapiens putative Rab5 GDP/GTP exchange factor homologue (RABEX5), 
mRNA 


NM 014589 


Homo sapiens phospholipase A2, group EE (PLA2G2E), mRNA 


NM 014471 


Homo sapiens serine protease inhibitor, Kazal type 4 (SPENK4), mRNA 


NM 014891 


Homo sapiens PDGFA associated protein 1 (PDAP1), mRNA 


NMJ) 14308 


Homo sapiens phosphoinositide-3 -kinase, regulatory subunit, polypeptide plOl 
(P101-PI3K), mRNA 


NM 014359 


Homo sapiens opticin (OPTC), mRNA 


NM 014515 


Homo sapiens CCR4-NOT transcription complex, subunit 2 (CNOT2), mRNA 


NM 014360 


Homo sapiens NK-2 (Drosophila) homolog 8 (NKX2.8), mRNA 


NM 014371 


Homo sapiens neighbor of A-kinase anchoring protein 95 (NAKAP95), mRNA 


NMJH4342 


Homo sapiens mitochondrial carrier homolog 2 (MTCH2), nuclear gene 
encoding mitochondrial protein, mRNA 1 


NM 015716 


Homo sapiens Misshapen/NIK-related kinase (MINK), mRNA 


NMJ) 14358 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 9 (CLECSF9), mRNA 


NM 014552 


Homo sapiens LBP protein 32 (LBP-32), mRNA 


NMJ) 14247 


Homo sapiens PDZ domain containing guanine nucleotide exchange 
factor(GEF)l (PDZ-GEF1), mRNA 


NM 014267 


Homo sapiens small acidic protein (IMAGE145052), mRNA 


NM 014597 


Homo sapiens acidic 82 kDa protein mRNA (HSU15552), mRNA 


NM 014254 


Homo sapiens transmembrane protein 5 (TMEM5), mRNA 


NM 014362 


Homo sapiens 3-hydroxyisobutyryl-Coenzyme A hydrolase (TUBCED. mRNA 


NM 014365 


Homo sapiens protein kinase HI 1 (HI 1), mRNA 


NM 014584 


Homo sapiens EROl-like (S. cerevisiae) (EROIL), mRNA 


NM 014367 


Homo sapiens hypothetical protein, estradiol-induced (E2IG5), mRNA 


NM_014366 


Homo sapiens putative nucleotide binding protein, estradiol-induced (E2IG3), 
mRNA 


NMJH4380 


Homo sapiens nerve growth factor receptor (TNFRSF16) associated protein 1 
(NGFRAP1), mRNA 


NM 014890 


Homo sapiens downregulated in ovarian cancer 1 (DOC1), mRNA 


NMJH4595 


Homo sapiens 5 1 nucleotidase, deoxy (pyrimidine), cytosolic type C (NT5C), 
mRNA 


NMJH4316 


Homo sapiens calcium-regulated heat-stable protein (24kD) (CRHSP-24), 
mRNA 


NM 014430 


Homo sapiens cell death-inducing DFFA-like effector b (CIDEB), mRNA 


NMJ) 14400 


Homo sapiens GPI-anchored metastasis-associated protein homolog (C4.4A), j 
mRNA 


NM 014408 


Homo sapiens similar to yeast BFT3 (S. cerevisiae) (BET3), mRNA 


NM 014374 


Homo sapiens replication initiation region protein (60kD) (RJP60), mRNA 


NM 013943 


Homo sapiens chloride intracellular channel 4 (CLIC4), mRNA 


NM 013433 


Homo sapiens karyopherin beta 2b, transportin (TRN2), mRNA 


NM 013435 


Homo sapiens retinal homeobox protein (RX), mRNA 


NM 013377 


Homo sapiens hypothetical protein (DKFZp434B0417), mRNA 


NMJ) 12297 


Homo sapiens Ras-GTPase activating protein SH3 domain-binding protein 2 


NM 013286 


Homo sapiens chromosome 3p2Ll gene sequence (HUMAGCGB), mRNA 


NM_ 012472 


Homo sapiens testis specific leucine rich repeat protein (TSLRP), mRNA 


NM 012119 


Homo sapiens cell cycle related kinase (CCRK), mRNA 


NM 013266 


Homo sapiens alpha-catenin-like protein (VR22), mRNA 


NM 013346 


Homo sapiens sorting nexin 12 (SNX12), mRNA 


NM 013322 


Homo sapiens sorting nexin 10 (SNX10), mRNA 
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KITVjf Al^vlAA 

INM 013400 


Homo sapiens replication initiation region protein (60kD) (RIP60), mRNA 


INM 013355 


Homo sapiens protein kinase PKNbeta (pknbeta), mRNA 


INM U 13240 


Homo sapiens putative N6-DNA-methyltransferase (N6AMT1), mRNA 


NM 013364 


Homo sapiens paraneoplastic cancer-testis-brain antigen (MA5\ mRNA 


ISM 013275 


Homo sapiens nasopharyngeal carcinoma susceptibility protein (LZ16), mRNA 


iNM 013312 


Homo sapiens hook2 protein (HOOK2), mRNA 


INM 013332 


Homo sapiens hypoxia-inducible protein 2 (HIG2), mRNA 


NM 013308 


Homo sapiens platelet activating receptor homolog (H963), mRNA 


NM 013394 


Homo sapiens acid fibroblast growth factor-like protein (GUO703), mRNA 


NM 013329 


Homo sapiens chromosome 21 open reading frame 66 (C21orf66) mRNA 


NM 013333 


Homo sapiens EH domain-binding mitotic phosphoprotein (EPSIN) mRNA 


NM 013395 


Homo sapiens proteinx0008 (ADO 13), mRNA 


NM 012463 


Homo sapiens TJ6 protein (TJ6), mRNA 


NM 012461 


Homo sapiens TERF1 (TRFl)-interacting nuclear factor 2 (TINF2), mRNA 


NM 012245 


Homo sapiens SKI-interacting protein (SNW1), mRNA 


NM 012437 


Homo sapiens SNARE associated protein snapin (SNAPAP) mRNA 


NM 012433 


Homo sapiens splicing factor 3b, subunit 1, 155kD (SF3B1), mRNA 


\TX AT Al A 1 

NM_0l243l 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3E (SEMA3E), mRNA 


NM 012234 


Homo sapiens RING1 and YY1 binding protein (RYBP), mRNA n 


NMJ) 12420 


Homo sapiens retinoic acid- and interferon-inducible protein (58kD) (RI58), 
mRNA 


NM 012417 


Homo sapiens retinal degeneration B beta (RDGBB), mRNA 


NM 012229 


Homo sapiens 5'-nucleotidase (purine), cytosolic type B (NT5B), mRNA 


NMJH2390 


Homo sapiens protein homologous to salivary proline-rich protein P-B (PBI) 
mRNA 


NM 012346 


Homo sapiens nucleoporin 62kD (NUP62), mRNA 


NM_012339 


Homo sapiens transmembrane 4 superfamily member (tetraspan NET-7) (NET- 
7), mRNA 


NM_012338 


Homo sapiens transmembrane 4 superfamily member (tetraspan NET-2) (NET- 
2), mRNA 


NM_012332 


Homo sapiens Mitochondrial Acyl-CoA Thioesterase (MT-ACT48) mRNA 


NM 012327 


Homo sapiens phosphatidylinositol glycan, class N (PIGN), mRNA 


NM 012321 


Homo sapiens U6 snRNA-associated Sm-like protein (LSM4) mRNA 


NM_012294 


Homo sapiens guanine nucleotide exchange factor for Rapl; M-Ras-reeulated 
GEF (KIAA0277^ mRNA 


NM 012289 


Homo sapiens Kelch-hke ECH-associated protein 1 (KIAA0132), mRNA 


NMJH2285 


Homo sapiens potassium voltage-gated channel, sub&mily H (eag-related) 
member 4 (KCNH4), mRNA 


NMJM2267 


Homo sapiens hsp70-interacting protein (HSPBP1), mRNA 


NM_0 12266 
NM 012260 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 5 (DNAJB5), 
mRNA 


NMJH2204 


Homo sapiens 2-hydroxyphytanoyl-CoA lyase (HPCL2), mRNA 

Homo sapiens general transcription factor mC, polypeptide 4 (90kD) (GTF3C4), 

mRNA 


NMJ) 12086 


jwipicflb general iransenpnon iactor LUC, polypeptide 3 (102kD) 
(GTF3C3), mRNA 


NMJ) 12 155 


Homo sapiens microtubule-associated protein like echinoderm EMAP (EMAP- 
2), mRNA v 


NMJH2123 
NM. 012097 
NM 005028 


Homo sapiens CGI-02 protein (CGI-02), mRNA 

Homo sapiens ADP-ribosylation factor-like 5 (ARL5) mRNA 

Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type H alpha 



312 



WO 03/074654 



PCT/US03/05028 







NM 006869 


Homo sapiens centaurin, alpha l fCENTAl), mRNA 


XTA/f nmi/co 
inm uu/joz 


Homo sapiens nuclear cap binding protein subunit 2, 20kD (NCBP2) mRNA 


NM 007358 


Homo sapiens putative DNA binding protein (M96), mRNA 


INM_UU 7344 


Homo sapiens transcription termination factor, RNA polymerase I (TTF1), 
mRNA 


NM 007369 


Homo sapiens G-protein coupled receptor (RE2), mRNA 


XTK Jf AA C 1 T/ 

NM_005176 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit c (subunit 9), isoform 2 (ATP5G2), mRNA 


NM_007347 


Homo sapiens adaptor-related protein complex 4, epsilon 1 subunit (AP4E1), 
mRNA 


NM 002673 


Homo sapiens plexin Bl (PLXNB1), mRNA 


NM_007034 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 4 (DNAJB4) 
mRNA 


XTN/T A A /I C A*1 

JNM_004547 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex 4 (15kD 
B15) (NDUFB4), mRNA 


XTA/f AATIOA 

iNM 007180 


Homo sapiens trehalase (brush-border membrane glycoprotein) (TREH) mRNA 


XTAjr AA"71 1 C 

JnM_U071 15 


Homo sapiens tumor necrosis factor, alpha-induced protein 6 (TNFAIP6), 
mRNA 


iNiVl UU/Z1 / 


Homo sapiens programmed cell death 10 (PDCD10), mRNA 


NM 007269 


Homo sapiens syntaxin binding protein 3 (STXBP3) mRNA 


XTA/f Ami AT 

JNM_OU/107 


Homo sapiens signal sequence receptor, gamma (translocon-associated protein 
gamma) (SSR3), mRNA 


XTAjf AA7'789 


Homo sapiens ring finger protein 1 3 (RNF13), mRNA 


JNiVL OU/ZOJ 


Homo sapiens suppressor of S. cerevisiae gcr2 (HSGT1), mRNA 


NM 007223 


Homo sapiens putative G protein coupled receptor (GPR) mRNA 


JNM_00/ly2 


Homo sapiens chromatin-specific transcription elongation factor, 140 kDa 
subunit (FACTP140), mRNA 


xnv >r aat>^t 

NM 007263 


Homo sapiens coatomer protein complex, subunit epsilon (COPE) mRNA 


XIX X AA*7AA£" 

NM 007005 


Homo sapiens BCE-1 protein (BCE-1), mRNA 


XTTV K A A*7A 1 A 

NM 007019 


Homo sapiens ubiquitin-conjugating enzyme E2C (UBE2C), mRNA 


NMJ)07064 


Homo sapiens serine/threonine kinase with Dbl- and pleckstrin homology 
domains (TRAD), mRNA 


NM__007062 


Homo sapiens nuclear phosphoprotein similar to S. cerevisiae PWP1 (PWP1), 
mRNA 


XTA/r AA7HQA 
INJVX UO/UoU 


Homo sapiens Sm protein F (LSM6), mRNA 


1N1V1 UU/U/Z 


Homo sapiens HERV-H LTR-associating 2 (HHLA2), mRNA 


NMJ)07077 


Homo sapiens adaptor-related protein complex 4, sigma 1 subunit (AP4S1), 
mRNA 


NM 006751 


Homo sapiens sperm specific antigen 2 (SSFA2), mRNA 


INIVI UU0/4o 


Homo sapiens Src-hke-adaptor (SLA), mRNA 


MM OOooDl 


Homo sapiens glioma pathogenesis-related protein (RTVP1), mRNA 


NM 006815 


Homo sapiens coated vesicle membrane protein (RNP24), mRNA 


vr\>r A A CH A 1 

JNM_U06741 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 1 A 
(PPPlRlA),mRNA 


NM_006823 


Homo sapiens nrotein kinaof* (r A MP-H^n**™ r»if^ii^"«\ • uju:*^ i -l 
^ p*ww^i»i Jviiia5c ^/MVLr-aepenaeni, catalytic) miubitor aiDha 

(PKIA), mRNA v 


NM 006825 


Homo sapiens cytoskeleton-associated protein 4 (CKAP4), mRNA 


NM_006833 


Homo sapiens CX)P9 subunit 6 (MOV34 homolog, 34 kD) (MOV34-34KD) 
mRNA J> 


NM 006838 


Homo sapiens methionvl ammopeptidase 2 (METAP2), mRNA 


NM 006634 


Homo sapiens vesicle-associated membrane protein 5 (myobrevin) (VAMPS) 
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mRNA 


"MTV>f (\r\ctzntz 
JNJYL UUo67o 


Homo sapiens ubiqiritin specific protease 20 (USP20), mRNA 


JNJVl UUODOZ 


Homo sapiens Snf2-related CBP activator protein (SRCAP), mRNA 


JNM_UUoo9Z 


Homo sapiens DNA-binding protein amplifying expression of surfactant protein 
B (SPBPBP), mRNA 


JNM UUojyU 


Homo sapiens SnRNP assembly defective 1 homolog (SAD1), mRNA 


NM 006695 


Homo sapiens RaP2 interacting protein 8 (RPIP8), mRNA 


NM 006663 


Homo sapiens RelA-associated inhibitor (RAI), mRNA 


NM 006570 


Homo sapiens Ras-related GTP-binding protein (RAGA), mRNA 


NM 002721 


Homo sapiens protein phosphatase 6, catalytic subunit (PPP6C), mRNA 


NM_006627 


Homo sapiens POP4 (processing of precursor , S. cerevisiae) homolog (POP4), 
mRNA 


NM 006580 


Homo sapiens claudin 16 (CLDN16), mRNA 


NM_006648 


Homo sapiens serologically defined colon cancer antigen 43 (SDCCAG43) 
mRNA 


NM 006681 


Homo sapiens neuromedin U (NMU), mRNA 


NM 006554 


Homo sapiens metaxin 2 (MTX2), mRNA 


NM_006609 


Homo sapiens mitogen-activated protein kinase kinase kinase 2 (MAP3K2) 
mRNA 


NM 004274 


Homo sapiens A kinase (PRKA) anchor protein 6 (AKAP6), mRNA 


MM 006633 


Homo sapiens IQ motif containing GTPase activating protein 2 (IQGAP2), 
mRNA 


JNM UU654o 


Homo sapiens IGF-11 mRNA-binding protein 2 (IMP-2), mRNA 


NM 006644 


Homo sapiens heat shock 105kD (HSP105B), mRNA 


NM 006543 


Homo sapiens Mahlavu hepatocellular carcinoma (HHCM), mRNA 


NM 006540 


Homo sapiens nuclear receptor coactivator 2 (NCOA2), mRNA 


NM 006578 


Homo sapiens guanine nucleotide binding protein (G protein), beta 5 (GNB5), 
mRNA 


NM 006550 


Homo sapiens fibrinogen silencer binding protein (FSBP), mRNA 


NMJ)06678 


Homo sapiens CMRF35 leukocyte immunoglobulin-like receptor (CMRF35) 
mRNA ^ /, 


NM 006569 


Homo sapiens cell growth regulatory with EF-hand domain (CGR1 1), mRNA 


NMJ)06584 


Homo sapiens chaperonin containing TCP1, subunit 6B (zeta 2) (CCT6B), 
mRNA 


NM 006538 


Homo sapiens BCL2-like 1 1 (apoptosis facilitator) (BCL2L1 1), mRNA 


NM 006628 


Homo sapiens cyclic AMP phosphoprotein, 19 kD (ARPP-19), mRNA 


NM_006370 


Homo sapiens vesicle-associated soluble NSF attachment protein receptor (v- 
SNARE; homolog of S. cerevisiae VTI1) (VTI2), mRNA 


"v tx at t\t\ y\ f A 

NM_006354 


Homo sapiens transcriptional adaptor 3 (ADA3, yeast homolog)-like (PCAF 
histone acetylase complex) (TADA3L), mRNA 


NM 006456 


Homo sapiens sialyltransferase (STHM), mRNA 


xnv at r\rx r Ann 

NMJ)06409 


Homo sapiens actin related protein 2/3 complex, subunit 1 A (41 kD) (ARPC1 A), 
mRNA 


JNM_JJUo279 


Homo sapiens sialyltransferase 6 (N-acetyllacosaminide alpha 2,3- 
sialyltransferase) (SIAT6), mRNA 


NM 006142 


Homo saniens strati fin fSFNH mPlslA 


NM_006455 


Homo sapiens nucleolar autoantigen (55kD) similar to rat synaptonemal complex 
protein (SC65), mRNA 


NM_006414 


Homo sapiens ribonuclease P (38kD) (RPP38), mRNA 


NM 006413 


Homo sapiens ribonuclease P (30kD) (RPP30), mRNA 


NM 006423 


Homo sapiens Rab acceptor 1 (prenylated) (RABAC1), mRNA 


NM 006239 


Homo sapiens protein phosphatase, EF hand calcium-binding domain 2 (PPEF2) 
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mRNA 


JNM_U0o230 


Homo sapiens polymerase (DNA directed), delta 2, regulatory subunit (50kD) 
(POLD2), mRNA 


NM_U06156 


Homo sapiens neural precursor cell expressed, developmental^ down-regulated 
b (NliDDa), mRNA 


NM 006369 


Homo sapiens MUF1 protein (MUF1), mRNA 


iNM_UUo441 


Homo sapiens 5,10-methenyltetrahydrofolate synthetase (5- 
formyltetrahydrofolate cyclo-ligase) (MTHFS), mRNA 


NM_006309 


Homo sapiens leucine rich repeat (in FLA) interacting protein 2 (LRRPTP2), 
mRNA 


NM 006330 


Homo sapiens lysophospholipase I (LYPLA1), mRNA 


NM 006344 


Homo sapiens macrophage lectin 2 (calcium dependent) (HML2), mRNA 


NM 006395 


Homo sapiens ubiquitin activating enzyme El -like protein (GSA7), mRNA 


NM 006322 


Homo sapiens spindle pole body protein (GCP3), mRNA 


NM_006141 


Homo sapiens dynein, cytoplasmic, light intermediate polypeptide 2 (DNCLI2), 
mRNA 


NM_006416 


Homo sapiens solute carrier family 35 (CMP-sialic acid transporter), member 1 
(SLC35A1), mRNA 


NM 006349 


Homo sapiens putative cyclin Gl interacting protein (CG1I), mRNA 


IMM 006429 


Homo sapiens chaperonin containing TCP1, subunit 7 (eta) (CCT7), mRNA 


NM 006430 


Homo sapiens chaperonin containing TCP1, subunit 4 (delta) (CCT4), mRNA 


NM UU6431 


Homo sapiens chaperonin containing TCP1, subunit 2 (beta) (CCT2), mRNA 


XNM_0u2ol0 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase 4 

/T) A~T~\ A\ n\Tl * 

(PSMD4), mRNA 


NM_006002 


Homo sapiens ubiquitin carboxyl-terminal esterase L3 (ubiquitin thiolesterase) 

rt TpTTT O \ T»X T A VI J 

(UCHL3), mRNA 


JNM UUOUOo 


Homo sapiens toll-like receptor 6 (l JUK.6), mRNA 


NM 006100 


Homo sapiens alpha2,3-sialyltransferase (ST3GALVI), mRNA 


NM 006061 


Homo sapiens specific granule protein (28 kDa) (SGP28), mRNA 


NM 006063 


Homo sapiens sarcomeric muscle protein (SARCOSIN), mRNA 


NM_006076 


Homo sapiens Rev/Rex activation domain binding protein-related (RAB-R), 
mRNA 


NM 006034 


Homo sapiens p53-induced protein (PIG1 1), mRNA 


NM_006039 


Homo sapiens endocytic receptor (macrophage mannose receptor family) 
(KIAA0709), mRNA 


VTTl K f\f\ f f\ 1 O 

NM_006018 


Homo sapiens putative chemokine receptor; GTP-binding protein (HM74), 
mRNA 


NM__UUol01 


Homo sapiens highly expressed in cancer, rich in leucine heptad repeats (HEC), 
mRNA 


in ivl_jju o yjy o 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 
2-like 1 (GNB2L1), mRNA 


mm nn^RO^ 

iNivi \j\jjoyj 


Homo sapiens golgi autoantigen, golgin subfamily a, 3 (GOLGA3), mRNA 




worno sapiens D123 gene product (D123), mRNA 


NM_006090 | 


Homo sapiens choline/ethanolaminephosphotransferase (CEPT1) mRNA 


IN JYi \J\JD OZZ 


Homo sapiens Down syndrome critical region gene l-like 1 (DSCR1L1), mRNA 


NM 005827 


Homo Sapiens UDP-ffalactose tranQnnrter rplafwl /TTfJTDTJT 1 >i «WDXTA 


NM 005725 


Homo sapiens tetraspan 2 (TSPAN-2), mRNA 


NM 005879 


Homo sapiens TRAF mteracting protein (TRIP), mRNA 


NM 005816 ( 


Homo sapiens T cell activation, increased late expression (TACTILE), mRNA 


NMJ)05843 


Homo sapiens signal transducing adaptor molecule (SH3 domain and ITAM 
motif) 2 (STAM2), mRNA 


NM 005636 


Homo sapiens synovial sarcoma, X breakpoint 4 (SSX4), mRNA 
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NM 005775 

NM 005785 
NM 005862 
NM 005619 
NM 005615 


Homo sapiens vinexin beta (SH3^ontaining adaptor molecule-1) (SCAM-1) 
mRNA " 

Homo sapiens hypothetical SBBI03 protein (SBB103), mRNA 
Homo sapiens stromal antigen 1 (STAG1), mRNA 
Homo sapiens reticulon 2 (RTN2), mRNA 

Homo sapiens ribonuclease, RNase A familv k6 fRNA^F^ mi? ma 


NM 005771 
NM 005833 
NM 005687 
NM_005605 

NM 005796 
NM 005742 


Homo sapiens retinol dehydrogenase homolog (RDHL), mRNA 

Homo sapiens Rab9 effector p40 (RAB9P40), mRNA 

Homo sapiens phenylalanyl-tRNA synthetase beta-subunit (PheHB) mRNA 

Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, gamma 

isofonn (calcineurin A gamma) (PPP3CC), mRNA 

Homo sapiens nuclear transport factor 2 (placental protein 15) (PP15) mRNA 


NM 005824 
NM_005861 

NM 005601 
NM 005831 


Homo sapiens protein disulfide isomerase-related protein (P5) mRNA 
Homo sapiens 37 kDa leucine-nch repeat (LRR) protein (P37NB), mRNA 
Homo sapiens Sllfl homology and U-Box containing protein 1 (STUB1) 
mRNA 

Homo sapiens natural killer cell group 7 sequence (NKG7) mRNA 
Homo saniens nuclear Hnmfl in 10 nmtpin rvmD^o'N ~~r>xT a 


NM 005511 
NM 005575 
NM_005794 


Homo sapiens melan-A (MLANA), mRNA 

Homo sapiens leucyl/cystinyl aminopeptidase (LNPEP), mRNA 

Homo sapiens short-chain alcohol dehydrogenase family member (HEP27) 

mRNA J h 


NM_005769 
NM 005828 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 4 
(CHST4), mRNA 


NM_005804 


Homo sapiens WD-repeat protein (HANI 1), mRNA 

Homo sapiens nuclear RNA helicase, DECD variant of DEAD box familv 

(DDXL), mRNA * 


NMJ)05505 
NM 005760 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin 
receptorVlike 1 CCD36LD mRNA 

Homo sapiens CCAAT-box-binding transcription factor (CBF2) mRNA 


NM 005795 
NM_005720 


Homo sapiens calcitonin receptor-like (CALCRL), mRNA 

Homo sapiens actin related protem 2/3 complex, subunit IB f41 kD) (ARPCIR^ 

mRNA 7 ' 


NMJ)05876 
NM 001540 


Homo sapiens nuclear protem, marker for differentiated aortic smooth muscle 
and down-regulated with vascular injury (APEG1), mRNA 
Homo sapiens heat shock 27kD protein 1 (HSPB1), mRNA 


NM_005481 
NM_005449 


HomO Sapiens thvroid finrmnnp r<=>rf*r\+r\r Qco/\/>i'Qfo^ • r\r- i t-\ . 

F mjfiuiu normone receptor-associated protein, 95-kD subunit 
(TRAP95), mRNA 

Homo sapiens regulator of Fas-induced apoptosis (TOSO), mRNA 


NM 005480 

XTKjf r\t\c a 1 a 
NM_Q054l9 

NM_005500 
NM 005400 


Homo sapiens trophinin associated protein (tastin) (TROAP) mRNA 
Homo sapiens signal transducer and activator of transcription 2 1 13kD 
(STAT2),mRNA 9 
Homo sapiens SUMO-1 activating enzyme subunit 1 (SAE1), mRNA 


NM 005391 
NM_005494 


Homo sapiens protem kinase C, epsilon (PRKCE), mRNA 
Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 3 (PDK3) mRNA 
xiwuiu ^jci«) Ljndj {tispqv) nomolog, subfamily B, member 6 (DNAJB6) 
mRNA " 


NMJ)05466 

NM 005310 
NM 005497 
NM 005175 


Homo sapiens RNA polymerase H transcriptional regulation mediator (Med6 S 
cerevisiae, homolog of) (MED6), mRNA 

Homo sapiens growth factor receptor-bound protein 7 (GRB7), mRNA 
nomo_samens gapjunction protein, alpha 7, 45kD (coimexin 45) (GJA7) mRNA 
Homo sapiens Ali> synthase, H+ transporting, mitochondrial F0 complex 
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subunit c (subunit 9), isofonn 1 (ATP5G1\^NA [ 



NMJ)03418 



NM 005151 



srsf^r protein 9 (a cei1 ^ retrovirai nucieic acid bind ^ 



NM 005119 



(S°l4r^A iqUita Pf0teaSe H ^-g" 3 ^ 6 transglycosylase) 



NM 005071 



Sf^T* ?^° id h0im0ne rece Ptor-associated protein, 150 kDa subunit 

tlKAF15U), mRNA 



NM 005047 



Homo sapiens solute carrier family 1 (high affinity aspartate/glutamate 
transporter), member 6 (SLC1A6), mRNA 



NM 005134 



^Ss^rnRNA^ <P rosome > macropain) 26S subunit, non-ATPase, 5 



NM_005033 



Homo sapiens protein phosphatas e 4, regulatory subunit 1 (PPP4Rli~ mRNA~ 
Homo sapiens polymyositis/sclerodenna autoantigen 1 (75kD) (PMSCL1), 



NM 005025 



NM 005023 



Homo sapiens serine (or cysteine) proteinase inhibitor, clade I (neuroserpin) 
member 1 (SERPINI1). mRNA TO 



Hamo^sapiens protein geranylgeranyltransferase type I, beta subunit (PGGT1B), 



NM_005020 



Homo^sapiens phosphodiesterase 1C, calmodulin-dependent (70kD) (PDE1C), 



NM 005017 



NM 005131 



NM 005101 



VmS) S^ 11 ^ Cytidyl y ltransferase l > feline, alpha isoform 



NM_005122 



NM 004666 
NM 004247 



NM 004704 



Homo sapiens nuclear matrix protein p84 (P84), mRNA 



Homo sapiens interferon-stimulated protein, 15 kDa QSG15), mRNA 



— ; K *^w*i, w iu_/q yxOKJl J J, IlLKiNA 

Homo sapiens nuclear receptor subfa m ily 1, group I, me mber 3 fNPim -pxTT 
Homo sapiens vanin 1 (VNN1), mRNA " v — — 



Homo sapiens U5 snRNP-specific p rotein, 1 16 kD (U5-1 1 fiKm mPTJA 

Homo Sam(»nc TT1 o™T>T\.TT> „. ._ ..-J re . ! I '' --i- 



Homo sapiens U3 snoRNP-associated 55-kDa p rotein an.^v\ 



NM_004257 
NM 004620 



— ■ ~~ w f">* vwUi I 

Homo sapiens thioredoxin-like, 32kD (TXNL), mRNA 



Homo sapiens TGF beta receptor associated 



protein -1 (TRAP-1), mRNA 



NM 004604 



NMJ)04785 



NM 004252 



NM_004694 



NM 004696 



NM 004263 



Homo sapiens TNF receptor-associated factor 6 (TRAF6). mRNA 



Homo sapiens syntaxin 4A fplacental) (STX4AV mRNA 

Wnnin POniAn n .4.— • ^ TI ^ , ~ _ ■' — 



Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger) isoform 3 
regulatory factor 2 (SLC9A3R2). mRNA " ;,isorormj 



Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 3 
regulatory factor 1 (SLC9A3R1). mRNA 8 er /> isororm o 



NM_004868 
NM_004844 



NM_ 004703 



NM 004249 



NM 004218 



NM 004676 



NM 004726 



SZSifmS 8 nnmunoglobulin domain (Ig), transmembrane 

d^am (TM) and short cytoplasmic domain, (semaphorin) 4F (SEMA4F), 



Homo sapiens glycoproteir 



ptic2(GPSN2).mRNA 



Homosapiens SH3-domain binding protein 5 (BTK-associated) (SH3BP5), 

Homo sapiens rabaptin-5 (RAB5EP). mRNA 
Homo sapiens RAB28. member R AS 



15 -. — onc ogene family (RAB2 8Y mRNA 

jfomo sapiens kabi ib, member RAS oncogene family (RAB1 im ^p ma 
Homo sapiens Pl PN13-like. Y-linlced (PRY). mRNA ' 



Homo sapiens RALBP1 associated F ps domain contain™ 2 ntPPgn wBM j 
Homo sapiens quinone oxidoreductase homolog (PIG3)7mRNA 
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NM 004671 


Homo sapiens Protein inhibitor of activated STAT X (PIASX-BETA), mRNA 


NM 004565 


Homo sapiens peroxisomal biogenesis factor 14 (PEX14), mRNA 


NMJJ04845 


Homo sapiens phosphate cytidylyltransferase 1, choline, beta isoform 
(PCYT1B), mRNA 


NMJW4563 


Homo sapiens phosphoenolpyruvate caiboxykinase 2 (mitochondrial) (PCK2), 
mRNA 


NM 004800 


Homo sapiens transmembrane 9 superfamily member 2 (TM9SF2) mRNA 


NM_004556 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor, epsilon (NFKBIE), mRNA 


NM 004647 


Homo sapiens Neuro-d4 (rat) homolog (NEUD4), mRNA 


NM_004546 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 2 (8kD 
AGGG) (NDUFB2), mRNA * r 


NM_004545 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 1 (7kD 
MNLL) (NDUFB1), mRNA 


NMJ)04542 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex 3 ( 9kD 
B9) (NDUFA3), mRNA ' * 


NM_004544 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 10 
(42kD) (NDUFA10), mRNA 


NMJ304784 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 3 
(NDST3), mRNA 


NM 004901 


Homo sapiens lysosomal apyrase-like 1 (LYSAL1), mRNA 


NM 004798 


Homo sapiens kinesin family member 3B (KIF3B), mRNA 


NM 004515 


Homo sapiens interleukin enhancer binding factor 2, 45kD (ILF2) mRNA 


NM 004838 


Homo sapiens Homer, neuronal immediate early gene, 3 (HOMER-3) mRNA 


NM 004854 


Homo sapiens HNK-1 sulfotransferase (HNK-1ST), mRNA 


NM 004488 


Homo sapiens glycoprotein V (platelet) (GP5), mRNA 


NM 004485 


Homo sapiens guanine nucleotide binding protein 4 (GNG4), mRNA 


NM 004122 


Homo sapiens growth hormone secretagogue receptor (GHSR) mRNA 


NMJJ04479 


Homo sapiens fucosyltransferase 7 (alpha (1,3) fucosyltransferase) (FUT7) 
mRNA ' " /, 


NM_004438 


Homo sapiens EphA4 (EPHA4), mRNA 


NM_004094 


Homo sapiens eukaryotic translation initiation factor 2, subunit 1 (alpha 35kD ) 
(EIF2Sl),mRNA ' 


NMJMM681 


Homo sapiens eukaryotic translation initiation factor 1 A, Y chromosome 
(EIF1AY), mRNA 


NM 004226 


Homo sapiens senne/threonine kinase 17b (apoptosis-inducing) (STK17B), — 
mRNA 


NM 004792 


Homo sapiens peptidyl-prolyl isomerase G (cyclophilin G) (PPIG), mRNA 


NM_004831 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 7 
(70kD)(CRSP7),mRNA 


NMJ)04269 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 8 
(34kD)(CRSP8),mRNA 


NMJ)04270 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 9 
(33kD)(CRSP9),mRNA 


NM 004232 


Homo sapiens STAT mduced STAT inhibitor-4 (CIS4), mRNA 




Homo sapiens CBF1 interacting corepressor (C1R), mRNA 


NMJ)04198 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 6 (CHRNA6), 
mRNA 


NM 004825 


Homo sapiens chromodomain protein, Y chromosome, 2 (CDY2) mRNA 


NM_004351 | 


Homo sapiens Cas-Br-M (murine) ectropic retroviral transforming sequence b 
(CBLB), mRNA 


NM 004054 


Homo sapiens complement component 3a receptor 1 (C3AR1), mRNA 
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NM_Q04899 


Homo sapiens brain and reproductive organ-expressed (TNFRSF1 A modulator) 
(BRE), mRNA 


NM_004889 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit f, isoform 2 (ATP5J2), mRNA 


NM 004890 


Homo sapiens sperm associated antigen 7 (SPAG7), mRNA 


NM 004908 


Homo sapiens pre-T/NK cell associated protein (6H9A), mRNA 


NM_003406 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, zeta polypeptide (YWHAZ), mRNA 


NM_003574 


Homo sapiens VAMP (vesicle-associated membrane proteinVassociated protein 
A(33fcD)(VAPA),mRNA 


NMJ)01073 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide Bl 1 (UGT2B1 1) 
mRNA 


NM 003300 


Homo sapiens TNF receptor-associated factor 3 (TRAF3), mRNA 


NMJ)03297 


Homo saniens nuclear recentrvr ciiRFsiTmK/ 0 rrrmm <*-n£k<mi%*M. i /vrnn/^ix 
v v ij "r ,iwi ° "«viwai itAs^piui ouuiaimiy group l^, memoer l (Nl\2C/l) 

mRNA 


NM 003212 
NM 003763 


Homo sapiens teratocarcinoma-derived growth factor 1 (TDGF1) mRNA 
Homo sapiens syntaxin 16 (STX16), mRNA 


NM 003955 
NMJ)03693 

NM 003563 


Homo sapiens STAT mduced STAT inhibitor 3 (SSI-3), mRNA 

Homo sapiens acetyl LDL receptor; SREC=scavenger receptor expressed by 

endothelial cells (SREC), mRNA 


NM 003578 


Homo sapiens speckle-type POZ protein (SPOP), mRNA 
Homo sapiens sterol O-acyltransferase 2 (SOAT2), mRNA 


NM 003099 


Homo sapiens sorting nexin 1 (SNX1), mRNA 


NM 003095 


oapixt-no auidji ixuuicdT nuonucieoprotein polypeptide r (SNRPF) mRNA 


NM_003091 


Homo sapiens small nuclear ribonucleoprotein polypeptides B and Bl (SNRPB) 
mRNA 


NM_003086 


Homo sapiens small nuclear RNA activating complex, polypeptide 4 190kD 
(SNAPC4), mRNA 


NM_003084 
NM 003825 


Komo sapiens small nuclear RNA activating complex, polypeptide 3 50fcD 
(SNAPC3),mRNA W P ' 


NM_003983 


Homo sapiens synaptosomal-associated protein, 23kD (SNAP23), mRNA 
Homo sapiens solute earner family 7 (cationic amino acid transporter, y+ 
system), member 6 (SLC7A6), mRNA 


NM_003916 


Homo sapiens adaptor-related protein complex l, sigma 2 subunit (AP1S2) 
mRNA " h 


NM__003896 
NM 003769 


Homo sapiens sialyltransferase 9 (CMP-NeuAc:lactosylceramide alpha-2,3- 
sialvltransferase: GM3 svntha^ fSTATQ^ m pMA 

Homo sapiens splicing factor, argmine/serine-rich 9 (SFRS9), mRNA 


NM 003016 
NMJ)03161 


Homo sapiens splicing factor, arginme/serine-rich 2 (SFRS2), mRNA 
Homo sapiens ribosomal protem S6 kinase, 70kD, polypeptide l (RPS6KB1) 
mRNA 


NMJ)03708 
NM 002933 


Homo sapiens microsomal NAD+-dependent retinol dehydrogenase 4 (RODH- 
4), mRNA 


NM_002919 

NM 002865 
NM 002849 


Homo sapiens nbonuclease, RNase A family, 1 (pancreatic) (RNASE1) mRNA 
Homo sapiens regulatory factor X, 3 (influences HLA class H expression) 

Homo sapiens RAB2, member RAS oncogene family (RAB2), mRNA 


NM 002822 
NMJ)02812 

NM 002808 


Homo sapiens protein tyrosine phosphatase, receptor type, R (PTPRR) mRNA 
Homo sapiens protein tyrosine kinase 9 (PTK9), mRNA 
Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase 8 
(PSMD8), mRNA 

Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase 2 j 
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NM.002816 


fPSMT)?^ mRMA " — 

Homo sapiens proteasome (prosome, macropain) 26S subunit non-ATPase 12 

^OiYLL/l^, IniVlNA 


NM_002814 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 10 
(PSMD10), mRNA 


NM_002789 


Homo sapiens proteasome (prosome, macropain) subunit, alpha tvoe 4 
(PSMA4), mRNA ™ 9 


NM 002787 


Homo sapiens proteasome (prosome, macropain) subunit alpha tvne 2 
(PSMA2), mRNA P * P * 


NM_000951 


Homo sapiens proline-nch Gla (G-carboxyglutamic acid) polypeptide 2 

V- 1 •'VtvVJ^y, II1JVLN/-V 


NM_000950 
NM 002750 


Homo sapiens proline-nch Gla (G-carboxyglutamic acid) polypeptide 1 
(PRR.G1), mRNA 

Homo sapiens mitogen-activated protein kinase 8 (MAPK8) mRNA 


NM 003981 
NMJ)02717 


Homo sapiens protein regulator of cytokinesis 1 (PRC1) mRNA 

Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B (PR 

52), alpha isoform (PPP2R2A), mRNA 


NMJ)02707 


Homo sapiens protein phosphatase 1G (formerly 2C), magnesium-dependent 
gamma isoform (PPM1GX mRNA 


NM_003620 


Homo sapiens protein phosphatase ID magnesium-dependent delta isofhrm 
(PPMlD),mRNA *mu-ucpcnucni, aeiia isoiorm 


NMJ)03625 

NM 002698 
NM 002687 
NM 003662 
NM 002647 


Homo sapiens protein tyrosine phosphatase, receptor type, f polypeptide 

(PTPRF), interacting protein (liprin), alpha 2 (PPFIA2), mRNA 

Homo sapiens POU domain, class 2, transcription factor 2 (POU2F2) mRNA ~~ 

Homo sapiens pinin, desmosome associated protein (PNN) mRNA 

Homo sapiens Pirin (PIR), mRNA 


NM 000286 
NM 002861 
NMJ)02567 
NMJ)03899 

NM 002563 


numu ^piens pnospnoinositiae-3-kinase, class 3 (PIK3C3), mRNA 

Homo sapiens peroxisomal biogenesis factor 12 (TEX12), rnRNA 

Homo sapiens phosphate cytidylyltransferase 2. ethanolamtn ft (PCYT2). mRNA 

Homo sapiens prostatic binding protein (PBP), mRNA 

Homo sapiens Rho guanme nucleotide exchange factor (GEF) 7 (ARHGEF7), 
mRNA. ' 

Homo sapiens punnergic receptor P2Y, G-protein coupled. 1 fP2RY1) mRNA 


NM 000913 
NM_002493 


™° sapiens opiate receptor-like 1 (OPRL1), mRNA 

S^T^t'^^x?! 11 ydr ° genaSe < ub W ne ) 1 ^ta subcomplex, 6 (17kD, 
DL * ) liNUUrrSo}, rnKNA 


NM_002492 






£SSJJSSSK2^r° genase (ubiquinone) 1 dpha subcomplex - 4 < 9kD * 


NM_003684 


Homo^sapiens MAP kinase-interacting serine/threonine kinase 1 (MKNK1), 


NM_003784 
NM 002333 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin) 
member 7 (SERPINB7). mRNA ; ' 
Homo sapiens low density lipoprotein receptor-related protein 3 (LRP3V mRNA 


1 NM~ 002285 
NM 002213 
NMJ)03971 


nomo sapiens lymphoid nuclear protein relatpH t n AF4 (T AF'1> mRNA 

Homo sapiens mtegnn. beta 5 (ITGB5). mRNA 

tiomo sapiens sperm associated antigen 9 (SPAG9), mRNA 


NM 002157 ] 
NM_001521 ] 

NM_001516 3 


tiomo sapiens heat shock IQkD protein 1 (chaperonin 10) (HSPER mRNA 

5lS» cnption factor fflc ' polypeptide 2 «** ^ 

Homo sapiens general transcription factor EH. polypeptide 3 (34kD subunit) 
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^Ul^ZMJ), H1KJNA 


NM 003910 


Homo sapiens maternal G10 transcript (G10), mRNA 


JNM {Jvlyoy 


Homo sapiens eukaryotic translation initiation factor 5 (EIF5), mRNA 


NM_003751 


Homo sapiens eukaryotic translation initiation factor 3, subimit 9 (eta, 1 16kD) 
(EIF3S9), mRNA 


JNM_UU3 / 55 


Homo sapiens eukaryotic translation initiation factor 3, subunit 4 (delta 44kD) 
(JblriMJ, mRNA 


XTTVyf AAQ TCiT 


Homo sapiens eukaryotic translation initiation factor 3, subunit 3 (gamma. 40kD) 
(hlr 3z>3), mRNA 




Homo sapiens eukaryotic translation initiation factor 2B, subunit 1 (alpha. 26kD) 
vJbJTZrJlJ, mKNA 


XTK/f flftl^lO 
IN1V1 VVlHlZ. 


Homo sapiens eukaryotic translation initiation factor 1A (EIF1A) mRNA 


Viiyji vvjJ DO 


Homo sapiens early endosome antigen 1, 162kD (EEA1), mRNA 




Homo sapiens endothelin receptor type A (EDNRA), mRNA 




Homo sapiens dipeptidylpeptidase VI (DPP6), mRNA 


NM 003648 


Homo sapiens diacylglycerol kinase, delta (130kD) (DGKD), mRNA 




Homo sapiens dCMP deaminase (DCTD), mRNA 


NM 003590 


Homo sapiens culhn 3 (CUL3), mRNA 


"NJA/f nni^oo 
INJYl WjjyZ 


Homo sapiens cullin 1 (CUL1), mRNA 


NM 001207 


Homo sapiens basic transcription factor 3 (BTF3). mRNA 


XTTV X A A 1 1 A 1 

NM 001191 


Homo sapiens BCL2-like 1 (BCL2L1), mRNA 


XTTV/T AAliCOA 

NM_U01689 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit c (subunit 9) isoform 3 (ATP5G3), mRNA 


NM_001688 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit b, isoform 1 (ATP5F1), mRNA 


IN iVL_UU.? 004 


Homo sapiens adaptor-related protein complex 3, beta 1 subunit (AP3B1) 
mKJNA 


1N1V1 UJOlOO 


Homo sapiens gene differentially expressed in prostate (GDEP) mRNA 


1N1V1 woZZZ 


Homo sapiens tectorin beta (TECTB), mRNA 


inivi_ujo iyz 


Homo sapiens nbosomal large subunit pseudouridine synthase C like (RLUCL), 
mRNA 


MM fKR ion 


Homo sapiens chromosome 21 open readmg frame 70 (C21orf70), mRNA 


MM 05R1RQ 


Homo sapiens chromosome 21 open reading frame 69 (C21orf69), mRNA 


MM fKR1R6 

XN 1V1 KJJo lOO 


Homo sapiens chromosome 21 open reading frame 1 1 (C21orfl 1) mRNA 


MM ft^R18/t 


Homo sapiens chromosome 21 open reading frame 42 (C21orf42), mRNA 


MM 0S8189 


Homo sapiens chromosome 21 open readmg frame 51 (C21orf51) mRNA 


NM 05818ft 


Homo sapiens chromosome 21 open readmg frame 58 (C21orf58) mRNA 


NM 05R171 


Homo sapiens small breast epithelial mucin (LOCI 18430), mRNA 


NJM 0S8179 


Homo sapiens capillary morphogenesis protein 2 (CMG2), mRNA 


NM 017884 


Homo sapiens PIN2-interacting protein 1 (PINX1), mRNA 


sJM 0S4091 


Homo sapiens G protein-coupled receptor 101 (GPR101), mRNA 


NM_053280 


Homo sapiens h-Shippo 1 (LOCI 13746), mRNA 


MM CiCi'XAAQ 


Homo sapiens tripartite motif-containing 26 (TR1M26), mRNA 


MM n^^o^o 


Homo sapiens Fc receptor-like protein 3 (FCRH3), mRNA 


MM rK903s 

INI VI VDZyjo 


Homo sapiens Fc receptor-like protein 1 (FCRH1), mRNA 


NM 052872 


Homo sapiens interleukin 17F fTT 1 7P i mttisJA 


NM 024011 


Homo sapiens cell division cvcle 2-like 2 (CDC2L2), transcriot variant 1, mRNA 


NM_033621 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 10 
mRNA ' 


NM 033537 


Homo sapiens ceU division cvcle 2-like 2 (CDC2L2), transcript variant 9 mRNA 


NM 033536 


nomo sapiens cell division cvcle 2-like 2 (CDC2L2), transcript variant 8, mRNA 


NM 033534 


Homo sapiens cell division cvcle 2-like 2 (CDC2L2), transcript variant 7, mRNA 



321 



WO 03/074654 



PCT/US03/05028 



XTTV r fv> n o 

NM 033532 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 6 mRNA 


NM 033531 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 5, mRNA 


XT* A Allf Oft 

NM 033529 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 4. mRNA 


X TX If ATlfOO 

NM 033528 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 3. mRNA 


XTX X A*>1f OT 

NM 033527 


Homo sapiens cell division cycle 2-hke 2 (CDC2L2), transcript variant 2, mRNA 


NM 006629 


Homo sapiens zinc finger protein 271 (ZNF271), mRNA 


XTTV K A 1 Mft^ 

NM 015294 


Homo sapiens tripartite motif-containing 37 (TRIM37), mRNA 


NM 033132 


Homo sapiens zinc family member 5 protein (Z3C5), mRNA 


NM 033108 


Homo sapiens heat shock transcription factor 2-like (LOC86614) mRNA 


NM 033106 


Homo sapiens galanin-like peptide precursor (LOC85569), mRNA 


NM 033105 


Homo sapiens beta cysteine string protein (LOC85479), mRNA 


NM 033104 


Homo sapiens stonin 2 (LOC85439), mRNA 


NM 033102 


Homo sapiens prostein protein (LOC85414), mRNA 


NM_003823 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant M68E, mRNA 


NM 006470 


Homo sapiens tripartite motif-containing 16 (TRIM16), mRNA 


NM 032606 


Homo sapiens calcyphosine (LOC84698), mRNA 


NM 032595 


Homo sapiens neurabin II (LOC84687), mRNA 


NM 032584 


Homo sapiens zinc finger protein 347 (ZNF347), mRNA 


NMJB2576 


Homo sapiens lipopolysaccaride-specific response 5-like protein (LOC84663) 
mRNA 


NM_032518 


Homo sapiens collagen-like Alzheimer amyloid plaque component precursor 
(LOC84570), mRNA 


NM 032509 


Homo sapiens RNA binding protein (LOC84549), mRNA 


NM 032484 


Homo sapiens hypothetical protein (LOC845 1 4), mRNA 


NM 032389 


Homo sapiens zinc finger protein 289, ID1 regulated (ZNF289), mRNA 


NM 031918 


Homo sapiens Kruppel-hke factor 16 (KLF16), mRNA 


NM_031463 


Homo sapiens steroid dehydrogenase-like (LOC83693), mRNA 


NM 031461 


Homo sapiens CocoaCnsp (LOC83690), mRNA 


NM_031417 


Homo sapiens MAP/microtubule affinity-regulating kinase like 1 (MARKL1) 
mRNA 


NM 030791 


Homo sapiens sphingosine-1 -phosphatase (LOC81537), mRNA 


NM_024670 


Homo sapiens suppressor of variegation 3-9 (Drosophila) homolog 2- 
hypothetical proteinf FU234 14 (SUV39H2), mRNA 


NM_003414 


Homo sapiens zinc finger protein 267 (ZNF267), transcript variant 498723 
mRNA 


NM_023945 


Homo sapiens membrane-spanning 4-domains, subfamily A member 5 
(MS4A5). mRNA 


NM_023014 


Homo sapiens hypothetical protem similar to preferentially expressed antigen of 
melanoma aOC65 122), mRNA 


NM_023013 

NM 022357 
NM 022355 
NM 022353 


Homo sapiens hypothetical protem similar to preferentially expressed antigen of 
melanoma (LOC65 121), mRNA 

Homo sapiens putative metallopeptidase (family M19) (LOC64180) mRNA 
Homo sapiens putative dipeptidase (LOC64174), mRNA 


NM 022345 
NM_022343 
NM_022340 


Homo sapiens putative sialoglycoprotease type 2 (LOC64172) mRNA 
xiomo sapiens uterine-derived 14 kDa protein (LOC64150), mRNA 
Homo sapiens 1 7kD fetal bram protein (LOC64148), mRNA 
Homo sapiens FYVE-finger-containing Rab5 effector protein rabenosyn-5 
(LOC64145),mRNA "~ 7 


NM_021932 
NM 021931 


Homo sapiens hypothetical protein from EUROIMAGE 1987170 (LOC60626), 
mRNA 

Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 35 (DDX35), 
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mRNA 


NM 021632 


Homo sapiens zinc-finger protein ZBRK1 (ZBRK1), mRNA 


NM 021630 


Homo sapiens PDZ-LM protein mystique (LOC59346), mRNA 


NM 019591 


Homo sapiens zinc finger protein 26 (KOX 20) (ZNF26), mRNA 


NM 018675 


Homo sapiens zinc finger protein 302 (ZNF302), mRNA 


NM_021226 


Homo sapiens hypothetical protein from clones 23549 and 23762 (LOC58504) 
mRNA 


NM_021211 


Homo sapiens transposon-derived Busterl transposase-like protein (LOC58486), 
mRNA 


NM 021186 


Homo sapiens zona pellucida glycoprotein 4 (ZP4), mRNA 


NM 020903 


Homo sapiens ubiquitin-specific processing protease (LOC57663), mRNA 


NM 020666 


Homo sapiens CDC-hke kinase 4 (CLK4), mRNA 


NM 020421 


Homo sapiens hypothetical protein (LOC57143), mRNA 


NM 020140 


Homo sapiens putative 47 kDa protein (LOC56899), mRNA 


NM_016305 


Homo sapiens synovial sarcoma translocation gene on chromosome 18-like 2 
(SS18L2),mRNA 


NM 016417 


Homo sapiens clone FLB4739 (LOC51218), mRNA 


NM 020467 


Homo sapiens hypothetical protein from clone 643 (LOC57228), mRNA 


NM 020389 


Homo sapiens putative capacitative calcium channel (trp7), mRNA 


NM 020385 


Homo sapiens XPMC2 protein (LOC57109), mRNA 


NM 020381 


Homo sapiens candidate tumor suppressor protein (LOC57107), mRNA 


NM 020372 


Homo sapiens organic cation transporter (LOC57100), mRNA 


NM 020158 


Homo sapiens exosome component Rrp46 (RRP46), mRNA 


NM_020147 


Homo sapiens hypothetical protein from EUROIMAGE 511235 (LOC56906) 
mRNA } 


NM 020154 


Homo sapiens chromosome 1 1 hypothetical protein ORF3 (LOC5685 1) mRNA 


NM_019613 


Homo sapiens hypothetical protein 628 (LOC56270), mRNA 


NM 019059 


Homo sapiens 6.2 kd protein (LOC54543), mRNA 


NMJM9037 


Homo sapiens exosome component Rrp41 (FLJ20591), mRNA 


NM 018579 


Homo sapiens mitochondrial solute carrier (LOC5 13 12) mRNA 


NM 018485 


Homo sapiens G protein-coupled receptor C5L2 (LOC55868), mRNA 


NM_018479 


Homo sapiens uncharacterized hypothalamus protein HCDA$E (LOC55862), 
mRNA 


NM_018447 


Homo sapiens 30 kDa protein (LOC5583 1 ), mRNA i 


NM 018443 


Homo sapiens zinc finger protein 302 (ZNF302), mRNA 


NM 018430 


Homo sapiens hypothetical protein (LOC55815), mRNA 


NM 018402 


Homo sapiens interleukin 26 (IL26), mRNA 


NM 017692 


Homo sapiens aprataxin (APTX), mRNA 


NM 018171 


Homo sapiens hypothetical.protein FU10659 (FLJ10659), mRNA 


NM 017530 


Homo sapiens hypothetical protein LOC55565 (LOC55565), mRNA 


NM_013385 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 4 (PSCD4) 
mRNA 


NM_016651 


Homo sapiens heptacellular carcinoma novel gene-3 protein (LOC51339) 
mRNA * 


NM 016955 


Homo sapiens soluble liver antigen/liver pancreas antigen (LOC51091), rnRNA 1 


INM U104ZZ 


nomo sapiens C3HC4-like zinc finger protein (ZFP26), mRNA 


NMJH6520 


Homo sapiens hepatocellular carcinoma-associated antigen 59 (LOC51759), 
mRNA 


NM 016275 


Homo sapiens selenoprotein T (LOC5 1714), mRNA 


NM 016242 


Homo sapiens endomucin-2 (LOC51705), mRNA 


NM 016233 


Homo sapiens peptidvlarginine deiminase type m (LOC51702), mRNA 


NM 016209 


Homo sapiens unknown (LOC51693), mRNA 
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XTA if AHC1/1A 

JNM Ulol4U 


Homo sapiens brain specific protein (LOC51673), mRNA 


XTA if A1 iT1 A*7 

JNM 016107 


Homo sapiens zinc finger RNA binding protein (ZFR), mRNA 


ATA 4" AliTAQO 

JVM UloOVo 


Homo sapiens HSPC040 protein (LOC51660), mRNA 


XTAif AI^AOC 

NM 016095 


Homo sapiens HSPC037 protein (LOC51659), mRNA 


XTTV /T A1 /no/' 

JNM_O16086 


Homo sapiens map kinase phosphatase-like protein MK-STYX (LOC51657) 

r> XT A 

mRNA 


XTTV X A1 ^A/1 

NM 016061 


Homo sapiens CGI-127 protein (LOC51646), mRNA 


xnv x a i ^no a 
JNM 016039 


Homo sapiens CGI-99 protein (LOC51637), mRNA 


XTA X Al ^A^A 

NM 016029 


Homo sapiens CGI-86 protein (LOC51635), mRNA 


XTTV X A 1 /AO j* 

NM 016024 


Homo sapiens CGI-79 protein (LOC5 1634), mRNA 


XTA if A 1 /A 1 A 

NM 016019 


Homo sapiens CGI-74 protein (LOC51631), mRNA 


xta x ai ca^/i 
NM 015964 


Homo sapiens brain specific protein (LOC51673), mRNA 


XTA X A1 fAIA 

NM 015939 


Homo sapiens CGI-09 protein (LOC5 1605), mRNA 


XTA X Al £L£An 

NM 016647 


Homo sapiens mesenchymal stem cell protein DSCD75 (LOC51337), mRNA 


XTA if A1 £.tZA£. 

NM 016646 


Homo sapiens mesenchymal stem cell protein DSCD28 (LOC51336), mRNA 


XTTV X A1^T1 

NM 016632 


Homo sapiens ARF protein (LOC51326), mRNA 


XTA X A 1 iTif OA 

NM 016629 


Homo sapiens hypothetical protein (LOC51323), mRNA 


XTA X A1 

NM 016627 


Homo sapiens hypothetical protein (LOC51321), mRNA 


XTA/f AI^C/TO^T 

JNM 016626 


Homo sapiens hypothetical protein (LOC51320), mRNA 


XTTV A A 1 ZC^C 1 O 

JNM 01o61o 


Homo sapiens hypothetical protein (LOC51315), mRNA 


XTA A A 1 CC 1 

NM 016616 


Homo sapiens NM23-H8 (LOC51314), mRNA 


JNM OlOOlJ 


Homo sapiens AD021 protein (LOC51313), mRNA 


ISM Uloolz 


Homo sapiens mitochondrial solute carrier (LOC51312), mRNA 


XTA A~ Al XZCCsa 

JNM U1od94 


Homo sapiens FK506 binding protein precursor (LOC51303), mRNA 


XTA/f A1<CCi£1 

NM 016562 


Homo sapiens toll-like receptor 7 (TLR7), mRNA 


XTTV X A 1 C yf Z" 

NM 016546 


Homo sapiens complement Clr-like proteinase precursor, (LOC51279), mRNA 


XTTV Al^Cljt 

NM 016534 


Homo sapiens apoptosis-related protein PNAS-1 (LOC51275), mRNA 


XTTV if A I^OI 

NM 0 16521 


Homo sapieris>E2F4ike protein (LOC51270), mRNA 


XTTV X A1 1 1 

NM 016511 


Homo sapiens C-type lectin-like receptor-1 (LOC51267), mRNA 


XTTV if A1/TCAA 

NM 016509 


Homo sapiens C-type lectin-like receptor-2 (LOC51266), mRNA 


NM 016496 


Homo sapiens hypothetical protein (LOC51257), mRNA 


NM 016494 


Homo sapiens hypothetical protein (LOC51255), mRNA 


XTTV JT A1/i<Ojl 

NM 016484 


Homo sapiens hypothetical protein (LOC51248), mRNA 


XTTV >T Al / j)ii 

NM 016471 


Homo sapiens hypothetical protein (LOC5 1242), mRNA 1 


xnv x m /r a *?"t 

NM 016467 


Homo sapiens hypothetical protein (LOC51240), mRNA 


xnv if A 1 J? A C A 

NM 016454 


Homo sapiens hypothetical protein (LOC51234), mRNA 


XT\ >T Al/vl^A 

NM_0 16429 


Homo sapiens COPZ2 for nonclathrin coat protein zeta-COP (LOC51226), 
mRNA 


XTA/T AI/CiQl 
JNM UlOJoj 


Homo sapiens HOM-TES-85 tumor antigen (LOC5 1213), mRNA 


NM 016380 


Homo sapiens diferentiation-related protein difl3 (TOC51212), mRNA 


XTA X t\\tZ1£.A 

NM 016364 


Homo sapiens protein phosphatase (LOC51207), mRNA 


NM 016339 


Homo sapiens Link guanine nucleotide exchange factor II (LOC5 1 195) mRNA 


XTA X A1/110 

NM 016338 


Homo sapiens Ran binding protein 1 1 (LOC51 194), mRNA 


xnv x ai /in 

NM 016331 


Homo sapiens zinc finger protein ANC 2H0 1 (LOC5 1 1 93), mRNA 


XTTV X A1/111 

NM 016311 


Homo sapiens ATPase inhibitor precursor (LOC51 189), mRNA 


NM 016256 


nomo sapiens JN-acetyjgiucosamme-l-phosphodiesteralpha-N- 
acetylglucosaminidase fLOC51172), mRNA 


NMJH6223 


Homo sapiens protein kinase C and casein kinase substrate in neurons 3 
(PACS1N3), mRNA 


NM_0 16202 


Homo sapiens LDL induced EC protein (LOC51 157), mRNA 


NM 016175 


Homo sapiens truncated calcium binding protein (LOC51 149), mRNA 


NM 016162 


Homo sapiens candidate tumor suppressor p33 1NG1 homolog (LOC5 1 147), 
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mRNA 


NM 016158 


Homo sapiens erythrocyte transmembrane protein (LOC5 1 145), mRNA 


NM 016142 


Homo sapiens steroid dehydrogenase homolog (LOC51 144), mRNA 


NM 016141 


Homo sapiens dynein light chain-A (LOC51 143), mRNA 


NM 016125 


Homo sapiens PTD016 protein (LOC51 136), mRNA 


NM 016121 


Homo sapiens NY-REN-45 antigen (LOC51 133), mRNA 


NM 016102 


Homo sapiens tripartite motif-containing 17 (TRIM17), mRNA 


NM 016038 


Homo sapiens CGI-97 protein (LOC51 1 19), mRNA 


NM 016035 


Homo sapiens CGI-92 protein (LOC51 1 17), mRNA 


NM 016026 


Homo sapiens CGI-82 protein (LOC51 109), mRNA 


NM 016010 


Homo sapiens CGI-62 protein (LOC51 101), mRNA 


NM 016001 


Homo sapiens CGI-48 protein (LOC51096), mRNA 


NM 015996 


Homo sapiens CGI-40 protem (LOC51092), mRNA 


NM 015978 


Homo sapiens putative protein-tyrosine kinase (LOC51086), mRNA 


NM 015962 


Homo sapiens CGI-35 protein (LOC5 1 077), mRNA ! 


NM 015960 


Homo sapiens CGI-32 protein (LOC51076), mRNA 


NM 015957 


Homo sapiens CGI-29 protein (LOC51074), mRNA 


NM 015954 


Homo sapiens CGI-26 protein (LOC51071), mRNA 


NM_015917 


Homo sapiens glutathione S-transferase subunit 1 3 homolog (LOC5 1064) 
mRNA ' 


NM 015913 


Homo sapiens hypothetical protein (LOC51060), mRNA 


NM 015912 


Homo sapiens hypothetical protein (LOC51059), mRNA 


NM 015911 


Homo sapiens hypothetical protein (LOC51058), mRNA 


NM 015907 


Homo sapiens leucine ammopeptidase (LOC51056), mRNA 


NM 015883 


Homo sapiens clone 1900 unknown protein (LOC51049), mRNA 


NM 015872 


Homo sapiens kruppel-related zinc finger protein hcKrox (LOC51043), mRNA 


NM 015871 


Homo sapiens zinc finger protein (LOC51042), mRNA 


NM 016072 


Homo sapiens CGI-141 protein (LOC51026), mRNA 


NM 016068 


Homo sapiens CGI-135 protein (LOC51024), mRNA 


NM 016053 


Homo sapiens CGI-1 16 protein (LOC5 1019), mRNA 


NM 016046 


Homo sapiens homolog of yeast exosomal core protein CSL4 (CSL4), mRNA 


NM 016042 


Homo sapiens exosome component Rrp40 (RRP40), mRNA 


NM_0 15944 


Homo sapiens CGI-14 protein (LOC51005), mRNA 


NM 016060 


Homo sapiens CGI-125 protein (LOC5 1003), mRNA 


NM_016482 


Homo sapiens hepatocellular carcinoma-associated antigen 59 (LOC51759) 
mRNA 


NM_014681 | 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 34 (DDX34) 
mRNA 


NM_014415 


Homo sapiens zinc finger protein (ZNF-U69274), mRNA 


NM 014579 


Homo sapiens zinc transporter (Z1F2), mRNA 


NM_0 14347 


Homo sapiens zinc finger protein (ZF5 128), mRNA 


NM 007146 


Homo sapiens zinc finger protein 161 (ZNF161), mRNA 


NM 006626 


Homo sapiens zinc finger protein with interaction domain (ZE>), mRNA 


NM 006336 


Homo sapiens ZYG homolog (ZYG\ mRNA 


NM__006138 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 3 
(hematopoietic cell-specific) (MS4A3), mRNA 


NM 005741 


Homo sapiens zinc finger protein 263 (ZNF263), mRNA 


NM_000227 


Homo sapiens lamimn, alpha 3 (nicein (150kD), kalinin (165kD), BM600 
(150kD), epilegrin) (LAMA3), mRNA 


NM_000423 


Homo sapiens keratin 2A (epidermal ichthyosis bullosa of Siemens) (KRT2A), 
mRNA 


NM 000659 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
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* W* #% ii.nf.rLJl.ir-Li.a1 ill m4wA«kU« i\ ^ A ill T?\ ^ * _j_ — * ^ _ _ *\ T1\T A 

candidiasis ectodermal dystrophy) (AIRE), transcript variant 3, mRNA 


NM 000658 


Homo sapiens autoimmune regulator (autoroirnmune polyendocrinopathy 
candidiasis ectodermal dystrophy) (AIRE), transcript variant AIRE-2, mRNA 


NM_000383 


Homo sapiens autoimmune regulator (autornimmune polyendocrinopathy 
candidiasis ectodermal dystrophy) (AIRE), transcript variant AIRE-1, mRNA 


NM 003451 


Homo sapiens zinc finger protein 177 (ZNF177), mRNA 


xt\ / r\r\'-> a 1 a 

NM 003419 


Homo sapiens zinc finger protein 345 (ZNF345), mRNA 


NMJ)03407 


Homo sapiens zinc finger protein 36, C3H type, homolog (mouse) (ZFP36), 
mRNA 


NM_00l5l9 


Homo sapiens BRF1 homolog, subunit of RNA polymerase IE transcription 
initiation factor IIIB (S.cerevisiae) (BRF1), mRNA 


NM_000157 


Homo sapiens glucosidase, beta; acid (includes glucosylceramidase) (GBA), 
mRNA 


NM 057178 


Homo sapiens fiing (LOCI 17584), mRNA 


XTTV AT Ani T7 

NM_057l77 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 
candidate 19 (ALS2CR19),rnRNA 


NM 058178 


Homo sapiens neuronal pentraxin receptor (NFDCR), transcript variant 2, mRNA 


XTA AT A1 A 

NM 014293 


Homo sapiens neuronal pentraxin receptor (NPTXR), transcript variant 1, mRNA 


xnv/T mono 
NM \J\ZZ15 


Homo sapiens myosin IB (MYOIB), mRNA 


NM_U 15277 


Homo sapiens neural precursor cell expressed, developmentally down-regulated 
4-like (NEDD4L), mRNA 


NM UI5U/4 


Homo sapiens kinesin family member IB (KIF1B), mRNA 


NMJ)32591 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 7 
(SLC9A7), mRNA 


NM_0 14208 


Homo sapiens dentin sialophosphoprotein (DSPP), mRNA 


\T|l r /\ < A f r\*> 

NM 014693 


Homo sapiens endothelin converting enzyme 2 (ECE2), mRNA 


NM_005461 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog B 
(avian) (MAFB), mRNA 


NM_030761 


Homo sapiens wingless-type MMTV integration site family, member 4 (WNT4), 
mRNA 


NM_032642 


Homo sapiens wingless-type MMTV integration site family, member 5B 
(WNT5B), transcript variant 1, mRNA 


NM_030775 


Homo sapiens wingless-type MMTV integration site family, member 5B 
(WNT5B), transcript variant 2, mRNA 


NM_003392 


Homo sapiens wingless-type MMTV integration site family, member 5 A 
(WNT5A), mRNA 


NM_057168 


Homo sapiens wingless-type MMTV integration site family, member 16 
(WNT16), transcript variant 1, mRNA 


NM_0160o7 


Homo sapiens wingless-type MMTV integration site family, member 16 
(WIN I lo), transcript vanant 2, mRNA 


XTTVvT A111A1 

INM_U121U1 


Homo sapiens tripartite motifKX>ntaining 29 (TRIM29), transcript variant 1, 
mRNA 


XTAvf ACQ1O0. 


Homo sapiens tripartite motif-containing 29 (TR1M29), transcript variant 2, 
mRNA 


NM U009oi 


Homo sapiens ribosomal protein L22 (RPL22), mRNA 


NM 05R248 


xiuiuu bdpiens uiNase u-ince acio iviNase {ul,j\jJ), transcript variant 2, mKNA 


NM 021233 


Homo sapiens DNase 11-like acid DNase (DLAD), transcript variant 1, mRNA 


NM_058175 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a*, 
mRNA 


NM_058174 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a, 
mRNA 


NM 001849 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2, 
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IXLCvlNrV 


NM 00^19 


xiomo sapiens uuosuiiaie siiirunransierase (rnodanese) (iblj, mRNA 




no mo sapiens cuoxin receptor repressor (AilKK), mKJNA 


NM OS104Q 


nomo sapiens stresscopin ^orcj, niKlNA 


NM 052834 


Homo sapiens WD repeat domain 7 (WDR7), transcript variant 2, mRNA 




Homo sapiens WD repeat domain 7 (WDR7), transcript variant 1, mRNA 


NM 000507 


Homo sapiens fructose-l,6-bisphosphatase 1 (FBP1), mRNA 




Homo sapiens pregnancy-associated plasma protein A (PAPPA), mRNA 


NM 000968 


Homo sapiens ribosomal protein L4 (RPL4), mRNA 


NM 005061 


Homo sapiens ribosomal protein L3-like (RPL3L), mRNA 


NMJJ30811 


Homo sapiens mitochondrial ribosomal protein S26 (MRPS26), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_022497 


Homo sapiens mitochondrial ribosomal protein S25 (MRPS25), nuclear gene 
encoding mitochondrial protein, mRNA 


1NIV1_UDjUz3 


Homo sapiens zinc finger protein homologous to Zfp91 in mouse (ZFP91), 




Homo sapiens WD repeat domain 6 (WDR6), transcript variant 2, mRNA 


NM fK?R9^ 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 3, mRNA 


NM 052821 


Homo sapiens WD repeat domain 5 (WDR5), transcript variant 2, mRNA 


NM 017^88 


Homo sapiens WD repeat domain 5 (WDR5), transcript variant 1, mRNA 


NM 052990 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 4, mRNA 


iNivi Ujzyoy 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 2, mRNA 


NM 052985 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 1, mRNA 


JNM 0JS2OZ 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 3, mRNA 


NM_031902 


Homo sapiens mitochondrial ribosomal protein S5 (MRPS5), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_015969 


Homo sapiens mitochondrial ribosomal protein S 17 (MRPS 1 7), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_016065 


Homo sapiens mitochondrial ribosomal protein S16 (MRPS 16), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_031280 


Homo sapiens mitochondrial ribosomal protein S 15 (MRPS 15), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_022839 


Homo sapiens mitochondrial ribosomal protein SI 1 (MRPS 1 1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_016034 


Homo sapiens mitochondrial ribosomal protein S2 (MRPS2), nuclear gene 
encoding mitochondria] protein, mRNA 


XTA/T A 1 iCATA 

JNJVl_UloU/U 


Homo sapiens mitochondrial ribosomal protein S23 (MRPS23), nuclear gene 
encoding mitochondrial protein, mRNA 


XTTV/f A1A1Q1 

JNiYL_UzU 1 y 1 


Homo sapiens mitochondrial ribosomal protein S22 (MRPS22), nuclear gene 
encoding mitochondrial protein, mRNA 


xr\/f n i o 1 1 c 
JNJVl_UlolJO 


Homo sapiens mitochondrial ribosomal protein S18A (MRPS 18 A), nuclear gene 
encoding mitochondrial protein, mRNA 




Homo sapiens Forssman glycolipid synthetase (FS), mRNA 


NMJ)52815 


Homo sapiens immediate early response 3 (IER3), transcript variant long, 
mRNA 


NM_003897 


Homo s aniens immediatp parlv rpcnnncA "X /tei?^ franc^rint , r 0 _* 0 _x. ~,v»«-+ 
11W1UU ob^iuiu niALnt,uid.ic c<u iy response j unto ), uanscnpi variant snort, 

mRNA 


NM 053013 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 2, mRNA 


NM 001976 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 1, mRNA 


NMJM8368 


Homo sapiens C1D (carboxy-terminal domain, RNA polymerase n, polypeptide 
A) phosphatase, subunit 1 (CTDP1), transcript variant FCPlb, mRNA 


NM 004715 


Homo sapiens UID (carboxy-terminal domain, RNA polymerase n, polypeptide 
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A) phosphatase, subunit 1 (CTDP1), transcript variant FCPla, mRNA 


XTA/f A1<*71Q 
INM UlD/iy 


Jtiomo sapiens coiiagen, type v, aipna j v\aji-j/vJj, raKNA 


NM 000393 


Homo sapiens collagen, type V, alpha 2 (COL5 A2), mRNA 


TVTTVjT A AAA AO 

NM UUUUyi 


TTn .in n n n 1 T n mm n nn 11 nnn» 4~. ~ ~ ~\ 7 — ^ 1 ff^fW f A 1\ TI\T A 

Homo sapiens collagen, type V, alpha l (COL5A1), mRNA 


JNJYL UUIzjo 


Homo sapiens cell division cycle 27 (CDC27), mRNA 


XTTVyf AA/1 1 
JNM UU4001 


Homo sapiens CJDCJ23 (cell division cycle 23, yeast, nomolog) (CDC23), mRNA 


NM_037370 


Homo sapiens cyclin D-type binding-protein 1 (CCNDBP1), transcript variant 2, 
mRNA 


MM_012142 


Homo sapiens cyclin D-type binding-protein 1 (CCNDBP1), transcript variant 1, 
mRNA 


NM 019592 


Homo sapiens ring finger protein 20 (RNF20), mRNA 


NM 003386 


Homo sapiens zonadhesin (ZAN), mRNA 


NM_001959 


Homo sapiens eukaryotic translation elongation factor 1 beta 2 (EEF1B2), 
transcript variant 1, mRNA 


NM_02l 12 1 


Homo sapiens eukaryotic translation elongation factor 1 beta 2 (EEF1B2), 
transcript variant 2, mRNA 


JNM UUo / /o 


Homo sapiens ring finger protein 9 (RNF9), transcript variant 1, mRNA 


JNM UjZozo 


Homo sapiens ring finger protein 9 (RNF9), transcript variant 2, mRNA 


NM_UU/Uzo 


Homo sapiens tripartite motif-containing 31 (TRIM31), transcript variant 1, 

•n*tT> XT A ~ 

mJKJNA 


xiri a aa a i o 


Homo sapiens chorionic gonadotropin beta region (CGB@) on chromosome 19 


JNM UDZ50Z 


Homo sapiens disrupted in renal carcinoma 1 (DIRC1), mRNA 


xt\/t aaaqoo 

xnm uuuysy 


Homo sapiens ribosomal protein L30 (RPL30), mRNA 


"MA>f nnno'70 

xnm uuuy/o 


Homo sapiens ribosomal protein L23 (RPL23), mRNA 


INIVI UUUyoD 


Homo sapiens ribosomal protein L17 (RPL17), mRNA 


JNM uiyu^j 


Homo sapiens protocaanenn lo (rCDHle), mRNA 


TsJivf ni78no 

XN1V1 l/l/oUy 


Homo sapiens nuclear RNA export factor 2 (NXF2), transcript variant 1, mRNA 


XTXyf AOAQ^'I 

INJV1 VjyJyHj 


Homo sapiens amnionless protein (AMN), mRNA 


JNM UzZUjj 


Homo sapiens nuclear RNA export factor 2 (NXF2), transcript variant 2, mRNA 


INM U14/0Z 


Homo sapiens 24-aehydrocholesterol reductase (DHCR24), mRNA 


NM_023922 


Homo sapiens taste receptor, type 2, member 14 (TAS2R14), mRNA 


NM 023921 


Homo sapiens taste receptor, type 2, member 10 (TAS2R10), mRNA 


NM 023920 


Homo sapiens taste receptor, type 2, member 13 (TAS2R13), mRNA 


NM UZ3919 


Homo sapiens taste receptor, type 2, member 7 (TAS2R7), mRNA 


NM 023918 


Homo sapiens taste receptor, type 2, member 8 (TAS2R8), mRNA 


xtx k rv» mn 
NM 023917 


Homo sapiens taste receptor, type 2, member 9 (TAS2R9), mRNA 


XTX/T AT) 1 AA 

JNM_Uzz lUO 


Homo sapiens mitochondrial ribosomal protein S14 (MRPS14), nuclear gene 
encoding mitochondrial protein, mRNA 


IN1V1_UZZ 1 OV 


Homo sapiens ATP-bmdmg cassette, sub-family G (WHITE), member 4 
(ABCG4), mRNA 


NM 018031 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 1, mRNA 


INM \)1Zd55 


Homo sapiens c-myc binding protein (MYCBP), mRNA 


NM U14joo 


Homo sapiens hormonally upregulated Neu-associated kinase (HUNK), mRNA 


NM_0 14296 


Homo sapiens calpain 7 (CAPN7), mRNA 


XTN/f A A££ 1 C 
JNM UUOOIj 


Homo sapiens calpain 9 (nCL-4) (CAPN9), mRNA 


NM 005807 


Homo sapiens proteoglycan 4, (megakaryocyte stimulating factor, articular 
superficial zone protein, camptodactyly, arthropathy, coxa vara, pericarditis 
syndrome) (PRG4), mRNA 


NM 004467 


Homo sapiens fibrinogen-like 1 (FGL1), mRNA 


NM_003391 


Homo sapiens wingless-type MMTV integration site family member 2 (WNT2), 
mRNA 


NM 002995 


Homo sapiens small inducible cytokine subfamily C, member 1 Gynrphotactin) 
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(SCYC1), mRNA 


NM 002477 


Homo sapiens myosin, light polypeptide 5, regulatory (MYL5), mRNA 


NM_058253 


Homo sapiens ribosomal protein S6 kinase, 52kD, polypeptide 1 (RPS6KC1), 
mRNA 


NM 000623 


Homo sapiens bradykinin receptor B2 (BDKRB2), mRNA 


"V T"* #" AAA A f*\ A 

NM_000424 


Homo sapiens keratin 5 (epidermolysis bullosa simplex, Dowling- 
Meara/Kobner/Weber-Cockayne types) (KRT5), mRNA 


NM 002272 


Homo sapiens keratin 4 (KRT4), mRNA 


NM 057088 


Homo sapiens keratin 3 (KRT3), mRNA 


NM 006121 


Homo sapiens keratin l (epidermolytic hyperkeratosis) (KRTl), mRNA 


NM 057182 


Homo sapiens cyclin El (CCNEl), transcript variant 2, mRNA 


NM 001238 


Homo sapiens cyclin El (CCNEl), transcript variant l, mRNA 


NM 054029 


Homo sapiens chromosome 8 open reading frame 14 (C8orfl4), mRNA 


NM 054017 


Homo sapiens chromosome 8 open reading frame 12 (C8orfl2), mRNA 


NM_052936 


Homo sapiens AUT-like 2, cysteine endopeptidase (S. cerevisiae) (AUTL2), 
mRNA 


NM 004926 


Homo sapiens zinc finger protein 36, C3H type-like 1 (ZFP36L1), mRNA 


NM 006887 


Homo sapiens zinc finger protein 36, C3H type-like 2 (ZFP36L2), mRNA 


NM 015355 


Homo sapiens joined to JAZF1 (JJAZ1), mRNA 


NMJW5642 


Homo sapiens TAF7 RNA polymerase H, TATA box binding protein (TBP)- 
associated factor, 55 kD (TAF7), mRNA 


NM 032685 


Homo sapiens hypothetical protein MGC 13005 (MGC13005), mRNA 


NMJB2656 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 37 (DDX37), 
mRNA 


NM 031919 


Homo sapiens cystatin andDUF19 domain containing 1 (CSDUFD1), mRNA 


NM 031475 


Homo sapiens espin (ESPN), mRNA 


NM 024101 


Homo sapiens melanophilin (MLPH), mRNA 


NM 002597 


Homo sapiens phosducin (PDQ, transcript variant Phd, mRNA 


NMJ)21201 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 7 
(MS4A7), mRNA 


NM 020634 


Homo sapiens growth differentiation factor 3 (GDF3), mRNA 


NM 020185 


Homo sapiens mitogen-activated protein kinase phosphatase x fMKPX). mRNA 


NMJ)02897 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant scr2, mRNA 


NM_016839 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant MSSP-2, mRNA 


NM_016838 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant MSSP-1, mRNA 


NMJH6837 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant MSSP-3, mRNA 


NM_016836 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RJBMS1), transcript variant YC1, mRNA 


NM 016941 


Homo sapiens delta-like 3 (Drosophila) (DLL3), mRNA 


NM_0l6335 | 


Homo sapiens proline dehydrogenase (oxidase) 1 (PRODH), mRNA 


NM 014122 


Homo sapiens PRO0245 protein (PRO0245), mRNA 


VTKyf ftl CI A A 


Homo sapiens leptin receptor overlapping transcript-like 1 (LEPROTL1), mRNA 


NM 014450 


Homo sapiens SHP2 interacting transmembrane adaptor (SIT), mRNA 


NM 007159 


Homo sapiens sarcolemma associated protein (SLMAP), mRNA 


NM 005974 


Homo sapiens proline dehydrogenase (oxidase) 1 (PRODH), mRNA 


NMJ)04974 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 2 (KCNA2), mRNA 


NMJ)03195 


Homo sapiens transcription elongation factor A (SH), 2 (TCEA2), mRNA 
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NM 001010 


Homo sapiens ribosomal protein S6 (RPS6), mRNA 


NM 000981 


Homo sapiens ribosomal protein L19 (RPL19), mRNA 


NM 003378 


Homo sapiens VGF nerve growth factor inducible (VGF), mRNA 


NM 001612 


Homo sapiens acrosomal vesicle protein 1 (AGRV1), transcript variant 1, mRNA 


NMJ)20115 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 1 1, 
mRNA 


NM 020114 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 9, mRNA 


NM 020113 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 8, mRNA 


NM 020112 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 7, mRNA 


NM 020111 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 6, mRNA 


NM_020110 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 10, 
mRNA 


NM 020109 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 5, mRNA 


NM 020108 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 4, mRNA 


NM 020107 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 3, mRNA 


NM 020069 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 2, mRNA 


NM 022909 


Homo sapiens centromere protein H (CENPH), mRNA 


NM_021734 


Homo sapiens solute carrier family 25 (mitochondrial deoxynucleotide carrier), 
member 19 (SLC25A19), mRNA 


NMJ)21259 


Homo sapiens transmembrane protein 8 (five membrane-spanning domains) 
(TMEM8), mRNA 


NM 020139 


Homo sapiens oxidoreductase UCPA (LOC56898), mRNA 


NM_015975 


Homo sapiens TAF9-like RNA polymerase II, TATA box binding protein 
(TBP)-associated factor, 31 kD (TAF9L), mRNA 


NM__013271 


Homo sapiens proprotein convertase subtilisin/kexin type 1 inhibitor (PCSK1N), 
mRNA 


NM 000904 


Homo sapiens NAD(P)H dehydrogenase, quinone 2 (NQ02), mRNA 


NM 000903 


Homo sapiens NAD(P)H dehydrogenase, quinone 1 (NQOl), mRNA 


NM 002959 


Homo sapiens sortilin 1 (SORT1), mRNA 


NM_057170 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcript 
variant 2, mRNA 


NMJ)57169 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcript 
variant 1, mRNA 


NM 057161 


Homo sapiens testis intracellular mediator protein (PEAS), mRNA 


NM 057167 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 5, mRNA 


NM 057166 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 4, mRNA 


NM 057165 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 3, mRNA 


NM 057164 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 2, mRNA 


NMJH4776 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcript 
variant 3, mRNA 


NM 004369 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 1, mRNA 


NM.001183 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
subunit 1 (ATP6S1), mRNA 


NM 000675 


Homo sapiens adenosine A2a receptor (ADORA2A), mRNA 


NM 033027 


Homo sapiens AXIN1 up-regulated (AXUD1), mRNA 


NM 002539 


Homo sapiens ornithine decarboxylase 1 (ODC1), mRNA 


NMJ)58004 


Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide 
(PIK4CA), transcript variant 2, mRNA 


NM 000992 


Homo sapiens ribosomal protein L29 (RPL29), mRNA 


NM 000984 


Homo sapiens ribosomal protein L23a (RPL23A), mRNA 


NM 001289 


Homo sapiens chloride intracellular channel 2 (CLIC2), mRNA 


NM 018648 


Homo sapiens nucleolar protein family A, member 3 (H/ACA small nucleolar ! 
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RNPsl (NOLA3), mRNA 


NM 021947 


Homo sapiens serine racemase (SRR), mRNA 


NM 016579 


Homo sapiens 8D6 antigen (8D6A), mRNA 


NM 006849 


Homo sapiens protein disulfide isomerase, pancreatic (PD1P), mRNA 


NMJW2650 


Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide 
(PIK4CA), transcript variant 1, mRNA 


NM 000988 


Homo sapiens ribosomal protein L27 (RPL27), mRNA 


NM 000987 


Homo sapiens ribosomal protein L26 (RPL26), mRNA 


NM 000986 


Homo sapiens ribosomal protein L24 (RPL24), mRNA 


NM 031964 


Homo sapiens keratin associated protein 17.1 (KAP17.1), mRNA 


NM 000420 


Homo sapiens Kell blood group (KEL), mRNA 


NM_052841 


Homo sapiens serine/threonine kinase 22C (spermiogenesis associated) 
(STK22C), mRNA 


NM 017647 


Homo sapiens FtsJhomolog 3 (E. coli) (FTSJ3), mRNA 


NM 001845 


Homo sapiens collagen, type IV, alpha 1 (COL4A1), mRNA 


NM 016508 


Homo sapiens cyclin-dependent kinase-like 3 (CDKL3), mRNA 


NM 001261 


Homo sapiens cyclin-dependent kinase 9 (CDC2-related kinase) (CDK9), mRNA 


NM.033131 


Homo sapiens wingless-type MMTV integration site family, member 3A 
(WNT3A), mRNA 


NM_030753 


Homo sapiens wingless-type MMTV integration site family, member 3 (WNT3), 
mRNA 


NM_003396 


Homo sapiens wingless-type MMTV integration site family, member 15 
CWNT15),mRNA 


NMJ)04626 


Homo sapiens wingless-type MMTV integration site family, member 11 
(WNT11), mRNA 


NM 057176 


Homo sapiens barttin (BSND), mRNA 


NM_012079 


Homo sapiens diacylglycerol O-acyltransferase homolog 1 (mouse) (DGAT1), 
mRNA 


NM 005490 


Homo sapiens SH2 domain-containing 3A (SH2D3A), mRNA 


NMJ)32563 


Homo sapiens epidermal differentiation complex protein like protein (LEP16), 
mRNA 


NM 014914 


Homo sapiens centaurin, gamma 2 (CENTG2), mRNA 


NM 014161 


Homo sapiens mitochondrial ribosomal protein L18 (MRPL18), mRNA 


NM 004895 


Homo sapiens cold autoinflammatory syndrome 1 (CIAS1), mRNA 


NM_000086 


Homo sapiens ceroid-lipofuscinosis, neuronal 3, juvenile (Batten, Spielmeyer- 
Vogt disease) (CLN3), mRNA 


NM 033341 


Homo sapiens baculoviral IAP repeat-containing 8 (BIRC8), mRNA 


NM_054013 


Homo sapiens mannosyl (alpha-l,3-)-glycoprotein beta-l,4-N- 
acetylglucosaminyltransferase, isoenzyme B (MGAT4B), transcript variant 2, 
mRNA 


NM_000449 


Homo sapiens regulatory factor X, 5 (influences HLA class II expression) 
(RFX5),mRNA 


NM_054025 


Homo sapiens beta-l,3-glucuronyltransferase 1 (glucuronosyltransferase P) 
(B3GAT1), transcript variant 2, mRNA 


NM 002628 


Homo sapiens profilin 2 (PFN2), transcript variant 2, mRNA 


NM 053024 


Homo sapiens profilin 2 (PFN2), transcript variant I, mRNA 


NM 003930 


Homo sapiens src family associated phosphoprotein 2 (SCAP2), mRNA 


NMJH4018 


Homo sapiens mitochondrial ribosomal protein S28 (MRPS28), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_015971 


Homo sapiens mitochondrial ribosomal protein S7 (MRPS7), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 032476 


Homo sapiens mitochondrial ribosomal protein S6 (MRPS6), nuclear gene 
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encoding mitochondrial protein, mRNA 


NM018141 


Homo sapiens mitochondrial ribosomal protein S10 (MRPS10), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_014046 


Homo sapiens mitochondrial ribosomal protein S18B (MRPS18B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 006513 


Homo sapiens seryl-tRNA synthetase (SARS), mRNA 


NM 021153 


Homo sapiens cadherin 19, type 2 (CDH19), mRNA 


NM_033664 


Homo sapiens cadherin 1 1, type 2, OB-cadherin (osteoblast) (CDH11), transcript 
variant 2, mRNA 


NM 001797 


Homo sapiens cadherin 1 1, type 2, OB-cadherin (osteoblast) (CDH1 1), transcript 
variant 1, mRNA 


NM_033381 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 3, mRNA 


NM_033380 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 2, mRNA 


NM_000495 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 1, mRNA 


NM 000092 


Homo sapiens collagen, type IV, alpha 4 (COL4A4), mRNA 


NM 033184 


Homo sapiens keratin associated protein 2.4 (KAP2.4), mRNA 


NM_032014 


Homo sapiens mitochondrial ribosomal protein S24 (MRPS24), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001006 


Homo sapiens ribosomal protein S3A (RPS3A), mRNA 


NM_012411 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) 
(PTPN22), transcript variant 2, mRNA 


NM_015967 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) 
(PTPN22), transcript variant 1, mRNA 


NM 006310 


Homo sapiens aminopeptidase puromycin sensitive (NPEPPS), mRNA 


NM_033335 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
transcript variant 3, mRNA 


NM_033334 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
transcript variant 1, mRNA 


NM_001489 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
transcript variant 2, mRNA 


NM_001606 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 2 
(ABCA2), mRNA 


NM 002284 


Homo sapiens keratin, hair, basic, 6 (monilethrix) (KRTHB6), mRNA 


NM 002283 


Homo sapiens keratin, hair, basic, 5 (KRTHB5), mRNA 


NM 002282 


Homo sapiens keratin, hair, basic, 3 (KRTHB3), mRNA 


NM 033033 


Homo sapiens keratin, hair, basic, 2 (KRTHB2), mRNA 


NM 002281 


Homo sapiens keratin, hair, basic, 1 (KRTHB1), mRNA 


NM 033045 


Homo sapiens keratin, hair, basic, 4 (KRTHB4), mRNA 


NM 001011 


Homo sapiens ribosomal protein S7 (RPS7), mRNA 


NM 000980 


Homo sapiens ribosomal protein LI 8a (RPL18A), mRNA 


NM 000979 


Homo sapiens ribosomal protein LI 8 (RPL18), mRNA 


NM 000977 


Homo sapiens ribosomal protein L13 (RPL13), transcript variant 1, mRNA 


"MTVyT fi'in^i 
JNivl vdjZjI 


Homo sapiens ribosomal protein L13 (RPL13), transcript variant 2, mRNA | 


NM 000976 


Homo sapiens ribosomal protein L12 (RPL12), mRNA 


NM 000975 


Homo sapiens ribosomal protein LI 1 (RPL1 1), mRNA 


NM 000894 


Homo sapiens luteinizing hormone beta polypeptide (LHB), mRNA 


NMJ)05082 


Homo sapiens zinc finger protein 147 (estrogen-responsive finger protein) 
(ZNF147), mRNA 


NM 003549 


Homo sapiens hyaluronoglucosamimdase 3 (HYAL3), mRNA 
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NM 0331 R1 


Wrmm caniPfiQ nannflTvinoiH Y&cpntrw 1 fhrsiTn^ ^f^NRI^ trsmQprfnt variant 3 
xxvJlLHJ oapicua w>ai uiouixiuiLi icucpiui l ^UlaxxxJ ^V^lNxYl y, uaxisV/Xxpi vaxxaxii. j, 

mRNA 


NG 000018 


Unmft cQ-nipn<j penomic tvne T ('acidici hair keratin ixene cluster fiCRTTTA 1 (q}\ on 

xxvixiivs oQi/iviw gviiuxxxxv ijrpw x ^nvxuiwy mm ivwiauui g^xxv viuow^i ^lviv x x ixi . l J »jia 

chromosome 17 

vil* vllivOvlUw X 1 


NM_033151 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 1 
CABCCin mRNA 


NM 006998 


Homo saniens secretaeoffin fSECRETi mRNA 

XXVlXIVs UttptVUi] uvVl WUtgVgui I UJJ 1 I, III IViiXX 


NM 006201 


Homo sanipns PCTArRE nrotein kin asp. 1 CPC V V\C 1 i transcrint variant 1 mRNA 

xxwxxivj ouyiviio x \y inii\xy uiuiwiii miiiwv x ti viivi /, n m uviii/t tcuuuii X| xiixvx'jx. 


NM 033019 

X^IAVX UJJU17 


Homo sanipn<j POTATRF, nrotein lrina^e 1 CPi " 1 lC\ ^ transcri'nt variant 3 mRNA 

XAvJUlVJ OuLJlVllO X VlxVliVL/ LV^ll 1 Uliiaob X ^X vilvl Jy LL Clllowl 1}JL Till IU11L Jj 11 11 VI ^1 ix. 


NM 033018 

X^ilVX vJJV/iO 


Homo ^aniens PCTATRE nrotein kinase 1 fPCTICl , i transcririt variant 2 mRNA 

X1VS1XXVS OdpibllO X \s X XlllN 1 / ^Jl \J I will £LX1X031* X yX V/ 1 IV 1 UlUiuvllpl T 0110111 lllXVl^lik. 


NG 000012 


Homo sanipn^ <rpnomio nrotooaHherin uamma rliiRtpr fPCrjHO^oji on 

XI Will V/ DapiwXXO g Will/ XXXI 1/ pi \J lUvOUli^l ixx goxixixio viUOlwl ^X V^X^/XXVJ\u^y VJ11 
l/XXI UlXlvroUXXXt/ ~» 


NM 001023 


Homo sapiens ribosomal protein S20 (RPS20), mRNA 




XJ/-\mr» cjhiiatic ActmcrAn..T*Als»tAH rr^rf^nfnr alnfia QUI? A.\ ml? XT A 
XivJIIlU Sapiens eSUUgeix-IClalCU ICOCpiUI aipila ^X^OxVx\-rV /, IIlxViN/\ 


NM 00S75S 

XN1VX UUJ / J*> 


TTfvmrk cuTii *»n c T?*r»ctArn— T^s»tt t/itiic vnrliiAAH ctatia 3 fT?RT3^ fnT?~M A 
XivJIIlU aapiCxlo IZ>po LClIl-Dall VII Uo lilUuwCXx gCllC J yJEDlJj, II ixVLN/Y 


NM 001015 


xiL/inu sapiens iiuubuiiicii pruicin ox i ^i\roi i ^, iiltsj.n/\ 


NM 006923 


Homo sapiens stromal cell-derived factor 2 (SDF2), mRNA 


IN iVl UuUj/'t 


xiunio Sapiens crystauin, aipna r\ ^i\i aaj, nixvi>i/\ 


NM_003761 


Homo sapiens vesicle-associated membrane protein 8 (endobrevin) (VAMP8), 

rnPTMA 


NM 031958 


Homo sapiens keratin associated protein 3.1 (KRTAP3.1), mRNA 


MU ftt1Q57 
lNlYl 00 150/ 


no mo sapiens Keraun associaxea protein i.j ^xvkiaxi.j ) y nirviN/\ 


NM_004776 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 

^ /'PzinAT mPMA 
Z) VJ/\1> 1 J J, HlivLN/V 


NM 030587 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
2 (B4GALT2), transcript variant 1 , mRNA 


xNJVx_U0 J / oU 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
2 (B4GALT2), transcript variant 2, mRNA 


Tvjiwf oo/i^qi 

IN 1V1__UvJH- J ? 1 


Homo sapiens cytochrome P450, subfamily ViliB (sterol 12-alpha-hydroxylase), 
poiypepuQc i i x oo i ), miviN a 


xnv>r onfna^ 

INlYl^UUU/oD 


Homo sapiens cytochrome P450, subfamily XXVHB (25-hydroxyvitamin D-l- 
aipna-iiyaroAyiase^, poiypepuue 1 ^v^ixz/dij, miiocnonunai proiein encoaea 
uy nueicar gene, ullvln/v 


nm nndiQ 


nunio Sapiens moicwuie possessing aixKyrin repeats lnauceu uy 
lipopolysaccharide (MALL), homolog of mouse (MAIL), mRNA 


NMJ)00961 


Homo sapiens prostaglandin 12 (prostacyclin) synthase (PTGIS), mRNA 


nm 00390,3 

ANxVx Ol/J^SO 


xioroo sapiens trypiase, aipna ^ i xo i j, ixlkjn/v 


NM 016630 

XNIVx 1 OOjU 


numu sapiens aciu uiusier protem jj ^alx jj )> uxisjlHJ\ 


NM 0144S8 

X^IXYX V/ 1. 11 JO 


xxuiiwj sapiens ivcivix xxiuiLL uunuiining protein \f\D\j£.\j iyyjjy iiixvin/v 


NM 007207 


numu sapiens uuai spcviiit/ity pnospixautsc iu \XJ\JOx i\Jj 3 iiix\_ln/y 


NM_030660 


Homo sapiens Machado-Joseph disease (spinocerebellar ataxia 3, 
uiivuponiouercDCxiar aiajsja j, autosomal uominant, aiavuii ^iviji^^, transcript 

varinnt 7 mPNA 

vol lalll XlIXVX^J^V 


NM 022055 


Homo oamPTiQ notaQQiiim MiarmAl ciiKf*s»Tnil\/ If mpmKpr 17 rKT^NnPCI 7^ ml? XT A 
xxuniu sapieixs puiaooiuni wixaixxiei, suoiaixixiy xv, meiiiuei xz> ^xv\^x^xvi^^, iiixvrNxv 


NM 021175 


Homo sapiens hepcidin antimicrobial peptide (HAMP), mRNA 


NM 018666 


Homo saniens sarcoma antieen rSAGE'i mRNA 


NM_016532 


Homo sapiens SKIP for skeletal muscle and kidney enriched inositol 
phosphatase (L0C5 1763), mRNA 


NM 015987 


Homo sapiens heme binding protein 1 (HEBP1), mRNA 


NM_014079 


Homo sapiens Kjuppel-like factor 15 (KLF15), mRNA 


NM_014759 


Homo sapiens phytanoyl-CoA hydroxylase interacting protein (PHYHIP), 
mRNA 
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NM 002590 


Homo sapiens protocadherin 8 (PCDH8), transcript variant 1, mRNA 


NM 004826 


Homo sapiens endothelin converting enzyme-like 1 (ECEL1), mRNA 


NM 004420 


Homo sapiens dual specificity phosphatase 8 (DUSP8), mRNA 


NM 001012 


Homo sapiens ribosomal protein S8 (RPS8), mRNA 


NM 002595 


Homo sapiens PCTAIRE protein kinase 2 (PCTK2), mRNA 


NM 001395 


Homo sapiens dual specificity phosphatase 9 (DUSP9), mRNA 


NM_003887 


Homo sapiens development and differentiation enhancing factor 2 (DDEF2), | 
mRNA 


NM 001446 


Homo sapiens fatty acid binding protein 7, brain (FABP7), mRNA 


NM 001259 


Homo sapiens cyclin-dependent kinase 6 (CDK6), mRNA 


NM 001760 


Homo sapiens cyclin D3 (CCND3), mRNA 


NM 001759 


Homo sapiens cyclin D2 (CCND2), mRNA 


NM 001237 


Homo sapiens cyclin A2 (CCNA2), mRNA 


NM_057158 


Homo sapiens dual specificity phosphatase 4 (DUSP4) transcript variant 2, 
mRNA 


NM 001394 


Homo sapiens dual specificity phosphatase 4 (DUSP4), transcript variant 1, 
mRNA 


NM_052988 


Homo sapiens cyclin-dependent kinase (CDC2-like) 10 (CDK10), transcript 
variant 3, mRNA 


NMJ)52987 


Homo sapiens cyclin-dependent kinase (CDC2-like) 10 (CDK10), transcript 
variant 2, mRNA 


NM 057160 


Homo sapiens artemin (ARTN), transcript variant 3, mRNA 


NM 057091 


Homo sapiens artemin (ARTN), transcript variant 2, mRNA 


NM 057090 


Homo sapiens artemin (ARTN), transcript variant 4, mRNA 


NM 003976 


Homo sapiens artemin (ARTN), transcript variant 1, mRNA 


NM 000050 


Homo sapiens argininosuccinate synthetase (ASS), transcript variant 1; mRNA 


NM 054012 


Homo sapiens argininosuccinate synthetase (ASS), transcript variant 2, mRNA 


NM 053286 


Homo sapiens aquaporin 6, kidney specific (AQP6), transcript variant 2, mRNA 


NM 001652 


Homo sapiens aquaporin 6, kidney specific (AQP6), transcript variant 1, mRNA ! 


NM_053032 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 8, 
mRNA 


NMJ)53031 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 7, 
mRNA 


NM_053030 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 5, 
mRNA 


NM_053029 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 4, 
mRNA 


NM_053028 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 3B, 
rnRNA 


NM_053027 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 3 A, 
mRNA 


NM_053026 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 2, 
mRNA 


NM_053025 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 1, 
mRNA 


NM_016497 


Homo sapiens mitochondrial ribosomal protein 64 (MRP64), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_024026 


Homo sapiens mitochondrial ribosomal protein 63 (MRP63), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_021821 


Homo sapiens mitochondrial ribosomal protein S35 (MRPS35), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 005965 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 6, 
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mRNA 




Homo sapiens mitochondrial ribosomal protein S30 (MRPS30), mRNA 


NM_053035 


Homo sapiens mitochondrial ribosomal protein S33 (MRPS33), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


NM_0 16071 


Homo sapiens mitochondrial ribosomal protein S33 (MRPS33), transcript variant 
1, nuclear gene encoding mitochondrial protein, mRNA 


NM_031901 


Homo sapiens mitochondrial ribosomal protein S21 (MRPS21), transcript variant 
1 , nuclear gene encoding mitochondrial protein, mRNA 


NM rH8QQ7 


Homo sapiens mitochondrial ribosomal protein S21 (MRPS21), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


nm tvH^jn 


Homo sapiens mitochondrial ribosomal protein S12 (MRPS12), transcript variant 
3, nuclear gene encoding mitochondrial protein, mRNA 


NM_033362 


Homo sapiens mitochondrial ribosomal protein S12 (MRPS12), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


NM 021144 


Homo sapiens PC4 and SFRS1 interacting protein 1 (PSIP1) mRNA 


NM f)^?Q^ 


Homo sapiens hypothetical protein LRP15 (LRP15), mRNA 


"NM fi'iaOfW 


Homo sapiens transmembrane protein HTMP10 (H i MP 10), mRNA 




Homo sapiens centaurin, beta 5 (CEINTJB5), mRNA 


NM_023936 


Homo sapiens mitochondrial ribosomal protein S34 (MRPS34), nuclear gene j 
encoding mitochondrial protein, mRNA 


NM f)91 107 


Homo sapiens mitochondrial ribosomal protein S12 (MRPS12), transcript variant 
1, nuclear gene encoding mitochondrial protein, mRNA 


NM 014^79 


Homo sapiens opsin 3 (encephalopsin, panopsin) (OPN3), mRNA 


NM 00 19 AO 


Homo sapiens cyclin-dependent kinase 8 (CDK8), mRNA 


NM 001674 


Homo sapiens cyclin-dependent kinase (CDC2-like) 10 (CDK10), transcript 

variant 1 -ml? "NT A 1 
VcHld.HL i, mJKiNA 


NM 057094 


Homo sapiens crystalhn, beta A2 (CRYBA2), transcript variant 3, mRNA 


NM 0570Q'* 


tiomo sapiens crystallm, beta A2 (CRYBA2), transcnpt vanant 2, mRNA 


NM_052984 


Homo sapiens cyclin-dependent kinase 4 (CDK4), transcript variant 2, mRNA 




Homo sapiens cyclin-dependent kinase 4 (CDK4), transcript variant 1 mRNA ! 


NM 052827 


Homo sapiens cyclin-dependent kinase 2 (CDK2), transcript variant 2, mRNA 


INiVl UU1 / Vo 


Homo sapiens cyclin-dependent kinase 2 CCDK2), transcript variant 1, mRNA 


NM_006522 


Homo sapiens wingless-type MMTV integration site family, member 6 (WNT6), 
mRNA 9 


NM_005430 


Homo sapiens wingless-type MMTV integration site family, member 1 (WNT1), 
mRNA 


NM CinitQA 
n ivi_uu j j 5/ *f 


Homo sapiens wingless-type MMTV integration site family, member 10B 

< WIN I 1UX5J, mJKJNA 


NM_025216 


Homo sapiens wingless-type MMTV integration site family, member 10A 
(WNT10A), mRNA ^ 


NM 005370 


nuuiu sapiens mei iranstorming oncogene (derived from cell line NK14)- RAB8 
homolog (MEL), mRNA ! 


NM onion 


iiomo sapiens Ml-protocadherin (KIAA1775), mRNA 


NM 005086 


Homo sapiens sarcospan (Kras onco^ene-associated gene) (SSPN) mRNA 1 


NM ClOITW 

NM 018153 


Homo sapiens protocadherin 16 (PCDH16), mRNA 

Homo sapiens tumor endothelial marker 8 n*KMx , \ tmncmW va^nf i ™t>xt a 


NM 053034 


Homo sapiens tumor endothelial marker 8 f rbM8), transcript variant 2 mRNA 


NM_005929 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MH2), transcript variant 1, mRNA 


NM_033316 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 2, mRNA 


NM 001002 


Homo sapiens ribosomal protein, large, P0 (RPLP0), transcript variant 1. mRNA 
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NM 053275 


Homo sapiens ribosomal protein, large, P0 (RPLP0), transcript variant 2, mRNA 


NM 054034 


Homo sapiens fibronectin 1 (FN1), transcript variant 2, mRNA 


NM 002026 


Homo sapiens fibronectin 1 (FN1), transcript variant 1, mRNA 


NM 004460 


Homo sapiens fibroblast activation protein, alpha (FAP), mRNA 


NM_000783 


Homo sapiens cytochrome P450, subfamily XXVIA, polypeptide 1 (CYP26A1), 
transcript variant 1 , mRNA 


NM_057157 


Homo sapiens cytochrome P450, subfamily XXVIA, polypeptide 1 (CYP26A1), 
transcript variant 2, mRNA 


NM 032211 


Homo sapiens lysyl oxidase-like 4 (LOXL4), mRNA 


NM_003395 


Homo sapiens wingless-type MMTV integration site family, member 14 
(WNT14), mRNA 


NM_033101 


Homo sapiens lectin, galactoside-binding, soluble, 12 (galectin 12) (LGALS12), 
mRNA 


NM_032611 


Homo sapiens protein tyrosine phosphatase type IVA, member 3 (PTP4A3), 
transcript variant 1 , mRNA 


NM_007079 


Homo sapiens protein tyrosine phosphatase type IVA, member 3 (PTP4A3), 
transcript variant 2, mRNA 


NM 032208 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant I, mRNA 


NM_014644 


Homo sapiens phosphodiesterase 4D interacting protein (myomegalin) 
(PDE4DIP), mRNA 


NM_006551 


Homo sapiens lipophilin B (uteroglobin family member), prostatein-like 
(LPHB), mRNA 


NM 012280 


Homo sapiens FtsJ homolog 1 (E. coli) (FTSJ1), mRNA 


NM 005209 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 1, mRNA 


NM 007346 


Homo sapiens opioid growth factor receptor COGFR). mRNA 


NM 006552 


Homo sapiens lipophilin A (uteroglobin family member) (LPHA), mRNA 


NM_015965 


Homo sapiens cell death-regulatory protein GRIM 19 (GRIM 19) mRNA 


NM_014275 


Homo sapiens mannosyl (alpha-l,3-)-glycoprotein beta-l,4-N- 
acetylglucosaminyltransferase, isoenzyme B (MGAT4B), transcript variant i 
mRNA 


NM_001872 


Homo sapiens carboxypeptidase B2 (plasma, carboxvpeptidase U) (CPB2) 
transcript variant 1, mRNA 


NM_016413 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase U) (CPB2), 
transcript variant 2, mRNA 


NM_004632 


Homo sapiens death associated protein 3 (DAP3), transcript variant 2, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_033657 


Homo sapiens death associated protein 3 (DAP3), transcript variant 1, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_001266 


Homo sapiens carboxylesterase 1 (monocyte/macrophage serine esterase 1) 
(CESl),mRNA 


NM_004287 


Homo sapiens golgi SNAP receptor complex member 2 (GOSR2), transcript 
variant A, mRNA 


NM_054022 


Homo sapiens golgi SNAP receptor complex member 2 (GOSR2), transcript 
variant B, mRNA 


NM 002906 


Homo sapiens radixin (RDX), mRNA 


NM 001004 


Homo sapiens ribosomal protein, large P2 (RPLP2), mRNA 


NM_001003 


Homo sapiens ribosomal protein, large, PI (RPLP1), mRNA 


NMJ) 18644 


Homo sapiens beta-l,3-glucuronyltransferase 1 (glucuronosyltransferase P) 
(B3GAT1), transcript variant 1, mRNA 


NM 022145 


Homo sapiens leucine zipper protein FKSG14 (FKSG14), mRNA 


NM 013363 


Homo sapiens procollagen C-endopeptidase enhancer 2 (PCOLCE2), mRNA 


NM 033119 


Homo sapiens naked cuticle homolog 1 (Drosophila) (NKD1), mRNA 
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NM.020439 


Homo sapiens calcium/calmodulin-dependent protein kinase IG (CAMK1G), 
mRNA 


NM 032158 


Homo sapiens NOL1R2 protein (NOL1R2), mRNA 


NM 022470 


Homo sapiens p53 target zinc finger protein (WIG1), mRNA 


NM 018044 


Homo sapiens NOL1R protein (NOL1R), mRNA 


NM 016262 


Homo sapiens epsilon-tubulin (LOC5 1 175), mRNA 


NM_014239 


Homo sapiens eukaryotic translation initiation factor 2B, subunit 2 (beta, 39kD) 
(EIF2B2), mRNA 


NMJ)02308 


Homo sapiens lectin, galactoside-binding, soluble, 9 (galectin 9) (LGALS9), 
transcript variant short, mRNA 


NM_009587 


Homo sapiens lectin, galactoside-binding, soluble, 9 (galectin 9) (LGALS9), 
transcript variant long, mRNA 


NM 001187 


Homo sapiens B melanoma antigen (BAGE), mRNA 


NMJ)22162 


Homo sapiens caspase recruitment domain family, member 15 (CARD 15), 
mRNA 


NM 014733 


Homo sapiens endosome-associated FYVE-domain protein (ENDOFIN), mRNA 


NM 013393 


Homo sapiens FtsJ homolog 2 (E. coli) OTSJ2), mRNA 


NM 006440 


Homo sapiens thioredoxin reductase beta (TR), mRNA 


NM 005863 


Homo sapiens neuroepithelial cell transforming gene 1 (NET1), mRNA 


NMJ)02119 


Homo sapiens major histocompatibility complex, class n, DO alpha (HLA- 
DO A), mRNA 


NM_021908 


Homo sapiens suppression of tumorigenicity 7 (ST7), transcript variant b 
mRNA 


NM 018412 


Homo sapiens suppression of tumorigenicity 7 (ST7), transcript variant a, mRNA 


NM 054020 


Homo sapiens putative ion channel protein CATSPER2 (CATSPER2), mRNA 


NM 053281 


Homo sapiens dachshund homolog 2 (Drosophila) (DACH2), mRNA 


NM 031439 


Homo sapiens SOX7 transcription factor (SOX7), mRNA 


NM_030796 


Homo sapiens hypothetical protein DKFZp564K0822 (DKFZP564K0822) 
mRNA 


NM 025117 


Homo sapiens hypothetical protein FIJI 1871 (FIJI 1871), mRNA 


NM_014893 


Homo sapiens KIAA0951 protein (KIAA0951), mRNA 


NMJ)00113 


Homo sapiens dystonia 1, torsion (autosomal dominant; torsin A) (DYT1) 
mRNA 


NM 053055 


Homo sapiens C-terminal modulator protein (CTMP), mRNA 


NM 021212 


Homo sapiens HCF-binding transcription factor Zhangfei (ZF), mRNA 1 


NM 007237 


Homo sapiens SP140 nuclear body protein (SP140), mRNA 


NM_006368 


Homo sapiens cAMP responsive element binding protein 3 (luman) (CREB3), 
mRNA 


XTX x f\f\ r ^ c f\ 

NM 005759 


Homo sapiens abl-interactor 12 (SH3-containing protein) (AIP-1), mRNA 


NM 052966 


Homo sapiens chromosome 1 open reading frame 24 (Clorf24), mRNA 


NM 013247 


Homo sapiens protease, serine, 25 (PRSS25), mRNA 


NM 003017 


Homo sapiens splicing factor, arginine/serine-rich 3 (SFRS3), mRNA 


NM 006289 


Homo sapiens tahn 1 (TLN1), mRNA 


NM 000970 


Homo sapiens ribosomal protein L6 (RPL6), mRNA 


NM 003973 


Homo sapiens ribosomal protein L14 (RPL14), mRNA 




Homo sapiens dihydroorotate dehydrogenase (DHODH), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 021248 


Homo sapiens cadherin-like 22 (CDH22), mRNA 


NM 033224 


Homo sapiens purine-rich element binding protein B (PURB), mRNA 


NM 005859 


Homo sapiens purine-rich element binding protein A (PURA), mRNA 


NM 005022 


Homo sapiens profilin 1 (PFN1), mRNA 


NM 017481 


Homo sapiens ubiquilin 3 (UBQLN3), mRNA 
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NM 013444 


Homo sapiens ubiquilin 2 (UBQLN2), mRNA 


NM 053067 


Homo sapiens ubiquilin 1 (UBQLN1), transcript variant 2, mRNA 


NM 013438 


Homo sapiens ubiquilin 1 (UBQLN1), transcript variant 1, mRNA 


NM 032115 


Homo sapiens potassium channel, subfamily K, member 16 (KCNK16), mRNA 


NM_053284 


Homo sapiens WAP, FS, Ig, KU, and NTR-containing protein (WFKKN), 
mRNA 


NM 053278 


Homo sapiens G protein-coupled receptor 102 (GPR102), mRNA 


NM 053276 


Homo sapiens vitrin (VTT), mRNA 


NM 032649 


Homo sapiens glutamate carboxypeptidase-like protein 2 (CPGL2), mRNA 


NM 053012 


Homo sapiens hypothetical protein (LOCI 14137), mRNA 


NM 003268 


Homo sapiens toll-like receptor 5 (TLR5), mRNA 


NM 053005 


Homo sapiens HCCA2 protein (HCCA2), mRNA 


NM 052889 


Homo sapiens CARD only protein (COP), mRNA 


NM 024740 


Homo sapiens disrupted in bipolar disorder 1 (DIBD1), mRNA 


NM 015721 


Homo sapiens gem (nuclear organelle) associated protein 4 (GEMIN4), mRNA 


NM 003730 


Homo sapiens ribonuclease 6 precursor (RNASE6PL), mRNA 


NM 030916 


Homo sapiens Ig superfamily receptor LNIR (LNIR), mRNA 


NM_022358 


Homo sapiens potassium channel, subfamily K, member 15 (TASK-5) 
(KCNK15), mRNA 


NM 022576 


Homo sapiens phosducin (PDC), transcript variant PhLOPl, mRNA 


NM 018269 


Homo sapiens SIPL protein (SIPL), mRNA 


NM 015915 


Homo sapiens spastic paraplegia 3 A (autosomal dominant) (SPG3A), mRNA 


NM 053036 


Homo sapiens G protein-coupled receptor 74 (GPR74), mRNA 


NM 053016 


Homo sapiens paralemmin 2 (PALM2), mRNA 


NM 053057 


Homo sapiens hypothetical protein (LOCI 14138), mRNA 


NM 052838 


Homo sapiens septin 1 (SEPT1), mRNA 


NM_032034 


Homo sapiens solute carrier family 4, sodium bicarbonate transporter-like, 
member 1 1 (SLC4A11), mRNA 


NM 031899 


Homo sapiens golgi phosphoprotein 5 (GOLPH5), mRNA 


NM 018448 


Homo sapiens TBP-interacting protein (TIP120A), mRNA 


NM_016952 


Homo sapiens cell adhesion molecule-related/down-regulated by oncogenes 
(CDON), mRNA 


NM 053050 


Homo sapiens mitochondrial ribosomal protein L53 (MRPL53), mRNA 


NM 053045 


Homo sapiens hypothetical protein MGC14327 (MGC14327), mRNA 


NM 017680 


Homo sapiens asporin (LRR class 1) (ASPN), mRNA 


NM 003914 


Homo sapiens cyclin Al (CCNA1), mRNA 


NM 032387 


Homo sapiens protein kinase, lysine deficient 4 (PRKWNK4), mRNA 


NM_019093 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A3 (UGT1 A3), 
mRNA 


NM_021027 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A9 (UGT1 A9), 
mRNA 


NM_019076 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A8 (UGT1 A8), 
mRNA 


NM_000463 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide Al (UGT1 Al), 
mRNA 


NM_016608 


Homo sapiens ALEX1 protein (ALEX1), mRNA 


NM 016607 


Homo sapiens ALEX3 protein (ALEX3), mRNA 


NM 014860 


Homo sapiens SPTF-associated factor 65 gamma (STAF65(gamma)), mRNA 


NM 014782 


Homo sapiens armadillo repeat protein ALEX2 (ALEX2), mRNA 


NM_001072 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A6 (UGT1 A6), 
mRNA 


NM 000405 


Homo sapiens GM2 ganglioside activator protein (GM2A), mRNA 
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NM 001975 


Homo sapiens enolase 2, (gamma, neuronal) (EN02), mRNA 


NM 001428 


Homo sapiens enolase 1, (alpha) (ENOl), mRNA 


NM 052836 


Homo sapiens cadherin related 23 (CDH23), transcript variant 2, mRNA 


NM 022124 


Homo sapiens cadherin related 23 (CDH23), transcript variant 1, mRNA 


NM 004063 


Homo sapiens cadherin 17, LI cadherin (liver-intestine) (CDH17), mRNA 


NM 004062 


Homo sapiens cadherin 16, KSP-cadherin (CDH16), mRNA 


NM 004933 


Homo sapiens cadherin 15, M-cadherin (myotubule) (CDH15), mRNA 


NM 001257 


Homo sapiens cadherm 13, H-cadherin (heart) (CDH13), mRNA 


NM_052819 


Homo sapiens caspase recruitment domain protein 14 (CARD14), transcript 
variant 2, mRNA 


NMJ)24110 


Homo sapiens caspase recruitment domain protein 14 (CARD14), transcript 
variant 1, mRNA 


NMJ)32415 


Homo sapiens caspase recruitment domain family, member 1 1 (CARD11) 
mRNA 


NM 014466 


Homo sapiens tektin 2 (testicular) (TEKT2), mRNA 


NM_053006 


Homo sapiens senne/threonine kinase 22B (spermiogenesis associated) 
(STK22B),mRNA 


NM_012083 


Homo sapiens frequently rearranged in advanced T-cell lymphomas 2 (FRAT2) 
mRNA 


NMJ306922 


Homo sapiens sodium channel, voltage-gated, type EI, alpha polypeptide 
(SCN3A), mRNA 


NMJ)05347 


Homo sapiens heat shock 70kD protein 5 (glucose-regulated protein, 78kD) 
(HSPA5), mRNA 


NM 003777 


Homo sapiens dynein, axonemal, heavy polypeptide 1 1 (DNAH1 1), mRNA 


NM_013282 


Homo sapiens ubiquitin-like, containing PHD and RING finger domains 1 
(UHRF1), mRNA 


NM 020886 


Homo sapiens ubiquitin specific protease 28 (USP28), mRNA 


NM 020843 


Homo sapiens zinc finger protein 291 (ZNF291), mRNA 


NM 024529 


Homo sapiens chromosome 1 open reading frame 28 (Clorf28), mRNA 


NM 053003 


Homo sapiens SIGLEC-like 1 (SIGLECL1), mRNA 


NM 033329 


Homo sapiens SIGLEC-like 1 (SIGLECL1), mRNA 


NM 015101 


Homo sapiens chromosome 1 open reading frame 17 (Clorfl7), mRNA 


NM 032551 


Homo sapiens G protein-coupled receptor 54 (GPR54), mRNA 


NM 031898 


Homo sapiens tektin 3 (TEKT3), mRNA 


NM 025191 


Homo sapiens chromosome 1 open reading frame 22 (Clorf22), mRNA 


NM_022755 


Homo sapiens chromosome 9 open reading frame 12 (C9orfl2), mRNA 


NM 021104 


Homo sapiens ribosomal protein L41 (RPL41), mRNA 


NM 017847 


Homo sapiens chromosome 1 open reading frame 27 (Clorf27), mRNA 


NM 017673 


Homo sapiens chromosome 1 open reading frame 26 (Clorf26), mRNA 


NMJ) 16000 


Homo sapiens mitochondrial CCA-adding tRNA-nucleotidyltransferase 
(MtCCA), mRNA 


NM_015989 


Homo sapiens cysteine sulfinic acid decarboxylase-related protein 2 (CSAD), 
mRNA 


NM 014654 


Homo sapiens syndecan 3 (N-syndecan) (SDC3), mRNA 


xtkvt rv i /ion 

NM 014837 


Homo sapiens chromosome 1 open reading frame 16 (Clorfl6), mRNA 


NM 007179 

l^AVA W 111*? 


nomo sapiens insulin-like o (INoLo), mRNA 


NM 005478 


Homo sapiens insulin-like 5 (INSL5), mRNA 


NM 053000 


Homo sapiens TIGA1 (TIGA1), mRNA 


NM 052940 


Homo sapiens hypothetical protein MGC8974 (MGC8974), mRNA 


NM 052830 


Homo sapiens ganiina-glutamyltransferase-like 3 (GGTL3), mRNA 


NM 053002 


Homo sapiens no opposite paired repeat protein (NOPAR), mRNA 


NM 052998 


Homo sapiens ornithine decarboxylase-like protein (ODC-p), mRNA 
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Homo sapiens PR domain containing 7 (PRDM7), mRNA 


NM 052995 
NM 007110 
NM 033656 
NM 018963 
NM 017818 
NM 033662 


Homo sapiens Usher syndrome 3A (USH3A), mRNA 

Homo sapiens telomerase-associated protein 1 (TEP1) mRNA — 
Homo sapiens WD repeat domain 9 (WDR9\ transcript variant 2. mRNA 
_ .Homo sapiens WD repeat domain 9 (WDR9), transcript variant 1. mRNA 
Homo sapiens WD reoeat domain 8 fWDP ™pma 


NM 033661 

JNM UloooS) 

NM 017883 
NM_052837 


_ _Homo sapiens WD repeat domain 4 (WDR4), transcript variant 3. mRNA 
nomo sapiens WD repeat domain 4 fWDR4\ transcript variant 2. mRNA 

_ Homo sapiens WD repeat domain 4 (WDR4), transcript variant L mRNA 
riomo sapiens WD repeat domain 13 OVDR13), mRNA 

r v " ,v/A J r v/onici iiicuiui one proiem j ^oC-AJVLr JL transcriDt 
variant 2, mRNA * 


NM_005698 
NM 005697 


Homo sapiens secretory earner membrane protein 3 (SCAMP3) transcrint 
variant!, mRNA 1 U lranscn P t 


NM_004866 


Homo sapiens secretorv earner membrane protein 2 (SCAMP2) mRNA 
Homo sapiens secretory earner membrane protein 1 (SCAMPI), transcriDt 
variant 1, mRNA 


NM 052822 
NM 052811 


Homo sapiens secretory earner membrane protein 1 (SCAMPI) transcrint 
variant 2, mRNA 


NM 005798 
NM 052817 
NM 012216 
NM 000798 
NM 000794 
NM 000796 
NM 033663 


Homo sapiens ret finger protein 2 (RFP2), transcript variant 2 mRNA 

Homo sapiens ret finger protein 2 (RFP2), transcript variant L mRNA 

Homo sapiens midline 2 flV0D2), transcript variant 2, mRNA ' | 

Homo sapiens midline 2 (MIDI), transcript variant L mRNA 

Homo sapiens dopamine receptor D5 (DRD5), mRNA 

Homo sapiens dopamine receptor D 1 (DRD1), rnRNA | 
Homo sapiens dopamine receptor D3 (DKD3\ transcript variant a. mRNA 


NM 033660 

NM 033658 
NM 004934 
NM 004061 
NM_030622 

JNM UDzoJl 


Homo sapiens dopamine receptor D3 (DRD3). transcript variant e. mRNA 
Homo sapiens dopamine receptor D3 (DRD3). transcript variant d mRNA 
Homo sapiens dopamine receptor D3 (DRD31 transcript variant c. mRNA 
Homo sapiens dopamine receptor D3 (DRD3). transcript variant h, mPMA 

Homo sapiens cadherin 18 tvoe 2 fCDHl ftt m pMA 

Homo sapiens cadherin 12. type 2 (N-cadherin 2) (CDH12) mRNA 
Homo sapiens cytochrome P450, subfamily HS, polypeptide 1 (CYP2S1) 
mRNA " 

Homo sapiens dJ55C23.6 eene (dJ55C23.6), mRNA 


NM 052816 


tiomo sapiens bipartite motif-containing 3 1 (TRIM31), Iranscript variant 2 
mKJNA ' 


NMJ)52812 

NM 052955 
NM 052957 


Homo sapiens bipartite motif-containing 15 (TRIM15), transcript variant 2, 
mKJNA. 

Homo sapiens transglutaminase Z(TGM7) mRNA 


NM 052851 
NMJ)33229 

NM 018103 


Homo sapiens putative nuclear protein fNAARl), mRNA 

Homo sapiens similar to RhoGAP (GT650), mRNA 

H^sapiens bipartite motif-containing 15 (TRIM15), banscript variant 1, 

Homo sapiens leucine-nch repeat<ontaining 5 (LRRC5). mRNA 


NM_014879 

JNM UUU/97 

NM 006596 
NM_ 052972 
NM 052967 ] 
NM_052963 J 
[ NM 052962 1 


uomo sapiens G protein-coupled receptor 105 (GPR105) mRNA 
Homo sapiens dopamine receptor D4 (DRD4), mRNA 
Homo sapiens polymerase (DNA directed), iheta (POLO). mRNA 
Homo sapiens leucme-rich alpha-2-glycoprotein (LRG), mRNA 
Homo sapiens mas-related G protein-ennpteri MRG (MRG). mRNA 
Homo sapiens mitochondrial topoisomerase I (TOP1MT) mRNA 
Homo sapiens class H cytokine receptor (TL22RA2), mRNA 
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NM 052961 


Homo sapiens solute earner family 26, member 8 (SLC26A8), mRNA 


nm ns?osR 


jtiomo sapiens vesuouie-i protem ( VJioI 1), mRNA 


NM 052954 


Homo sapiens cysteine and tyrosine-rich protein 1 (CYYR1), mRNA 


xnuf fi<OQ/iQ 
INIVI \jj£.7Hy 


Homo sapiens RAS guanyl releasing protein 4 (RASGRP4), mRNA 


xnwr n^ooi/i 

iNlvl UjZ1/j4 


Homo sapiens solute earner family 26, member 9 (SLC26A9), mRNA 


NM 052933 


Homo sapiens testis specific, 13 (TSGA13), mRNA 




Homo sapiens pro-oncosis receptor inducing membrane injury gene (PORJMIN), 
mRNA 


XN1V1_U DZoV 1 


Homo sapiens peptidoglycan recognition protein-I-alpha precursor 
O.L i Kr laipna J, mKNA 


NM fK9fifiR 
fNiVl UjZoOO 


Homo sapiens K1AA05 63 -related gene (LOCI 14659), mRNA 


IN1V1_U Z)Z 6 O / 


Homo sapiens Toll-interleukin 1 receptor (TIR) domain-containing adapter 
protein ^ i ikat ), niKJNA 


NM fK7RR£ 


Homo sapiens mal, T-cell differentiation protein 2 (MAL2), mRNA 




Homo sapiens zinc finger, imprinted 3 (ZJM3), mRNA 


NM 0S7SR0 


nomo sapiens Hypothetical protem MGC17330 (MGC17330), mRNA 


l^llTj. VJiO/J 


nomo sapiens Hypothetical protem MGC10485 (MGC10485), mRNA 


NM 052R74 


riomo sapiens syntaxinir>Z (a 1 A loz), mRNA 




Homo sapiens putative cytokine high in normal- 1 (HIN-1), mRNA 




Homo sapiens hypothetical protein MGC21854 (MGC21854), mRNA 


NM 052861 


Homo sapiens hypothetical protein MGC21675 (MGC21675), mRNA 


NM 


Homo sapiens hypothetical protein MGC20727 (MGC20727), mRNA 


NM 052848 


Homo sapiens hypothetical protein MGC20255 (MGC20255), mRNA 


iNIVl UDZ54J 


Homo sapiens hypothetical protein MGC20496 (MGC20496) mRNA 


NM 052842 


Homo sapiens BCL2-like 12 (proline rich) (BCL2L12), mRNA 


iNM_U3Zolo 


Homo sapiens hypothetical gene CG018 (CG018), mRNA 


NM_032514 


Homo sapiens microtubule-associated protein 1 light chain 3 alpha 
(MAP1LC3A), mRNA 


JNM_Uzzo29 


Homo sapiens solute carrier family 13 (sodium-dependent dicarboxylate 
transporter), member 3 (SLC13A3), mRNA 


"MlVyT A1 SCJ^ 
1N1VL_U 1 oo J J 


Homo sapiens olfactory receptor, family 1, subfamily K, member 1 (OR1K1) 
mRNA 


IN JVl_UUO / J U 


Homo sapiens syntrophin, beta 2 (dystrophin-associated protein Al, 59kD, basic 
component 2) (SNTB2), mRNA 




Homo sapiens collagen, type IV, alpha 6 (COL4A6), transcript variant B, mRNA 


NM 001847 


Homo sapiens collagen, type IV, alpha 6 (COL4A6), transcript variant A, mRNA 


XNiVl UUHJDy 


Homo sapiens cell division cycle 34 (CDC34), mRNA 


NM_033493 


Homo sapiens cell division cycle 2-like 1 (PUSLRE proteins) (CDC2L1), 
transcript variant 9, mRNA 


NM_033492 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 8, mRNA 


NM_033491 


Homo sapiens cell division cycle 2-like 1 (PUSLRE proteins) (CDC2L1), 
transcript variant 7, mRNA 


NM_033490 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 6, mRNA 


NM_033489 


Homo saoien*? cell fHvi^iYvn r*vr»l*» *~) li"lr«» 1 /"dttct t> r? «rA+oiri^ /T»r\noT i\ 
xxvxiiu oapicua w;u uivij>iun cycie z-iuce i ^riioLtKii pro terns J ^LX/CzLl), 

transcript variant 5, mRNA 


NMJB3488 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 4, mRNA 


NM_033487 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 3, mRNA 


NM 033486 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
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transcript variant 2, mRNA 


NM_001787 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1) 
transcnpt variant 1, mRNA 


NMJ)05983 


Homo sapiens S-phase kinase-associated protein 2 (p45) (SKP2), transcript 
variant 1, mRNA 


NM_032637 


Homo sapiens S-phase kinase-associated protein 2 (p45) (SKP2), transcript 
variant 2, mRNA 


NM uziyoo 


Homo sapiens H4 histone family, member E (H4FE), mRNA 


XTAvT nAOO/IO 

JNM UUz/4o 


Homo sapiens rmtogen-activated protein kinase 6 (MAPK6), mRNA 


NM 003527 


Homo sapiens H2B histone family, member N (H2BFN1 mRNA 


NM 001000 


Homo sapiens nbosomal protein L39 (RPL39), mRNA 


XTX if AAAAnrt 

NM 000999 


Homo sapiens nbosomal protein L38 (RPL38), mRNA 


NM 000998 


Homo sapiens ribosomal protein L37a (RPL37A), mRNA 


NM 000997 


Homo sapiens ribosomal protein L37 (RPL37), mRNA 


NM 022054 


Homo sapiens potassium channel, subfamily K, member 13 (KCNK13) mRNA 


XTTV /T All 1 x~l 

NM_021161 


Homo sapiens potassium channel, subfamily K, member 10 (TREK-2) 
(KCNK10), mRNA 


XTTV /T AA1A>1 #1 

NM 003944 


Homo sapiens selenium binding protein 1 (SELENBP1) mRNA 




Homo sapiens fibroblast growth factor 18 (FGF18), transcript variant 2 mRNA 


XTXjf AA/1 11/1 


Homo sapiens fibroblast growth factor 13 (FGF13), transcript variant 1 A mRNA 


XTA/f fill/ZA'y 

INM UJ-504Z 


Homo sapiens fibroblast growth factor 13 (FGF13), transcript variant IB mRNA 


NM 016279 


Homo sapiens cadhenn 9, type 2 (Tl-cadherin) (CDH9), mRNA 


XTX yf f\f\ 1 "~IC\f 

NM 001796 


Homo sapiens cadherin 8, type 2 (CDH8), mRNA 


NM 031891 


Homo sapiens cadherin 20, type 2 (CDH20), mRNA 


NM 006727 


Homo sapiens cadhenn 10, type 2 (T2-cadherin) (CDH10), mRNA 


NM 033671 


Homo sapiens cyclin B3 (CCNB3), transcript variant 2, mRNA 1 


XTX K ATI 

NM 033670 


Homo sapiens cyclin B3 (CCNB3), transcript variant 1, mRNA 


NM_033379 


Homo sapiens cell division cycle 2, Gl to S and G2 to M (CDC2), transcript 
variant 2, mRNA 


NMJ)01786 


Homo sapiens cell division cvcle 2 Gl to S and G? tn M (mri} fro«.?™«+ 
variant 1, mRNA 


NM 0043 ol 


Homo sapiens cadhenn 7, type 2 (CDH7), transcript variant b, mRNA 


NM Io3o4o 


Homo sapiens cadhenn 7, type 2 (CDH7), transcript variant a, mRNA 


XTA/f A 1 711 /t 

NM Ul /734 


Homo sapiens palmdelphin (PALMD), mRNA 


NM Ujzo32 


Homo sapiens solute carrier family 26, member 7 (SLC26A7), mRNA 


NM 018718 

NM Ul>y33 


Homo sapiens testis specific, 14 (TSGA14), mRNA 
Homo sapiens CGI-01 protein (CGI-01), mRNA 


XTA/f mn OA 

NM 033120 


Homo sapiens naked cuticle homolog 2 (Drosophila) (NKD2), mRNA 


NM 033031 


Homo sapiens cyclm B3 fCCNB3), transcript variant 3, mRNA 


NM UlZUOo 


Homo sapiens activating transcription factor 5 ( ATF5), mRNA 


NM 019617 


Homo sapiens CA1 1 (LOC56287), mRNA 


NM 018398 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta 3 subunit 
(CACNA2D3), mRNA 


NM 018319 


Homo sapiens tyrosyl-DNA phodphodiesterase (TDP1), mRNA 


NM_014404 


Homo sapiens calcium channel, voltage-dependent gamma subunit 5 
(CACNG5} mRNA 


NM_0 14405 
NM 012114 


Homo sapiens calcium channel, voltage-dependent gamma subunit 4 
(CACNG4). mRNA 

Homo sapiens caspase 14, apoptosis-related cysteine protease (CASP14) mRNA 


NM 006985 
NM.006816 
NM 006539 


Homo sapiens nuclear pore complex interacting protein (NPIP), mRNA 
Homo sapiens chromosome 5 open reading fame 8 (C5orf8), mRNA 
Homo sapiens calcium channel, voltage-dependent gamma subunit 3 
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(CACJNJjtJJ, mKJNA 


JLN1V1 UU4jh / 


Homo sapiens caspase 5, apoptosis-related cysteine protease (CASP5) mRNA 


NM 003862 


Homo sapiens fibroblast growth factor 18 (FGF18), transcript variant 1, mRNA 


JN1VL l\) 


Homo sapiens cingulin (KIAA13 19), mRNA 1 


JNJYl U3U//B 


Homo sapiens hypothetical protein PR01331 (PR01331), mRNA 


NM 004927 


Homo sapiens mitochondrial ribosomal protein L49 (MRPL49), mRNA 


NM 031962 


Homo sapiens keratin associated protein 9.3 (KRTAP9.3), mRNA 


NM 031961 


Homo sapiens keratin associated protein 9.2 (KRTAP9.2), mRNA 


\T\ AT Art/* A r s~ 

NM__033456 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant E, mRNA 


NM 031854 


Homo sapiens keratin associated protein 4.12 (KRTAP4.12), mRNA 


NM_033455 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant D, mRNA 


NM_033348 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant B, mRNA 


JNM_033347 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant A, mRNA 


JNlvl \JJJiyi 


Homo sapiens keratin associated protein 9.4 (KAP9.4), mRNA 


INiVl UJjUDI 


Homo sapiens keratin associated protein 4.7 (KAP4.7K mRNA 


TvTA/f AT31GC 


Homo sapiens keratin associated protein 4.5 (KAP4.5), mRNA 


JNJYl UJ3UOZ 


Homo sapiens keratin associated protein 4.2 (KAP4.2) mRNA 


NM 033059 


Homo sapiens keratin associated protein 4. 14 (KAP4. 14), mRNA 


JNM 033060 


Homo sapiens keratin associated protein 4. 10 (KAP4.10), mRNA 


INM 033643 


Homo sapiens ribosomal protein L36 (RPL36), transcript variant 1 mRNA 


JNM U1D414 


Homo sapiens ribosomal protein L36 (RPL36), transcript variant 2, mRNA 


JNM 007209 


Homo sapiens ribosomal protein L35 (RPL35), mRNA ! 


MM 000996 


Homo sapiens ribosomal protein L35a (RPL35A), mRNA 


JNM__U3j63/ 


Homo sapiens beta-transducin repeat containing (BTRC), transcript variant 1, 
mRNA 


JNM UJ334j 


Homo sapiens regulator of G-protein signalling 8 (RGS8), mRNA 


JNJV1 U33j4J 


Homo sapiens hypothetical protein R29124 1 (R29124 l),mRNA 


XJA/T AOO 1 Q/f 

JNM 033186 


Homo sapiens keratin associated protein 4.13 (KAP4.13), mRNA 


INM 0330^0 


Homo sapiens G protein-coupled receptor 91 (GPR91), mRNA 


iNM OJZ/Zo 


Homo sapiens hypothetical protein MGC12921 (MGC12921), mRNA 


NM 032910 


Homo sapiens hypothetical protein MGC14136 (MGC14136) mRNA 


1NJV1 U jZo J / 


Homo sapiens mitochondrial ribosomal protein L56 (MRPL56) mRNA 


rsivi iozo4U 


Homo sapiens hypothetical protein MGC10526 (MGC10526), mRNA 


INJVL UJZjuU 


Homo sapiens MSTP033 protein (MSTP033), mRNA 


INiVl UjZjZ4 


Homo sapiens keratin associated protein 4.4 (KRTAP4.4), mRNA 


NM 032351 


Homo sapiens mitochondrial ribosomal protein L45 (MRPL45) mRNA 


JNJVl UJly03 


Homo sapiens keratin associated protein 9.8 (KRTAP9.8), mRNA 


XTX/f A11/C30 

JNJVI UJ143Z 


Homo sapiens uridine-cytidine kinase 1 (UCK1), mRNA 


JNM 031289 


Homo sapiens hypothetical protein MGC3 146 (MGC3 146), mRNA 


JNM U31ZD9 


Homo sapiens PR01386 protein (PR01386), mRNA 


JNM U30975 


Homo sapiens keratin associated protein 9.9 (KRTAP9.9), mRNA 


NM_030817 


Homo SaDienS hvnnthptiral nrntpin T\W7-nA / XAl<(\ / X 1 9 (T\V"ErrDA'> ATtni i o\ 

AAUU U oByiwia iijrpuuicuuai protein JL/NJ?z<p^3*irio lo yJrLrZ fc r434r03 18) 
mRNA 


NM 017970 


Homo sapiens hypothetical protein FU10008 (FLJ10008), mRNA 


NM 024510 


Homo sapiens hypothetical protein MGC4368 (MGC4368), mRNA 


NM 024325 


Homo sapiens hypothetical protein MGC10715 (MGC10715), mRNA 


NM 023914 


Homo sapiens G protein-coupled receptor 86 (GPR86), mRNA 


NM 022915 


Homo sapiens mitochondrial ribosomal protein L44 (MRPL44), mRNA 
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NM_022469 


Homo SauieilS hVDOthetical tirotefn FT T71 1 OS cinrilar tn nrntein Tf>]ote*A tr\ T\AC 

and cerberus (FLJ2 1 1 95), mRNA 


NM 022344 


Homo saniens nrotein kinase Nimu-Rl fisIJMTT-P 1 1 mRTsJA 


NM 002924 


Homo saniens regulator of G-nrotein sionallina 7 fRfrSI7^ mPXTA 


NM_020402 


Homo saniens cholinergic recentor nicotinic alnha no1vnpnh'Hf» i n rrHPMA i n\ 
mRNA 


NM 015420 


Homo sapiens DKFZl'5 6400463 Drotein fDKF7PSfi4O04fi^ mpwA 


NM 016355 


Homo saniens hao0256 nrotein C\ OPS 1 707^ mPTsJA 


NM 020370 


Homo sapiens G orotein-counled recentor 84 fGP"RR4^ mPTMA 


NM 019016 


Homo saniens hVDOthetical nrotein fFT T?fl761^ -mPTMA 


NM 017872 


Homo saniens hvnothetical nrotein Ft T70S4/i fPT T0O^4iC\ ml? XT a 


NM 018373 


Homo saniens hvnothetical nrotein fn 11 1971 fPT T1 197^ mPMA 


NM 018277 


Homo saniens hvnothptiral nrofpin PT T10079 H7T TlfiQ'*'^ *wdxta ~~ ~ 


NM 018242 


Homo saniens hvnothptirnl nrntpin T?T T 10847 fPT TinCd^ mDMA 


NM 016055 


Homo Saniens mitochondrial riho<:omal nrrttpin T 4fi flV/TPPT AQ\ -r^DXTA 


NM 016468 


Homo saniens hvnothetical nrntein fl OPS 1 941 ^ mRMA ' 


NM 014099 


Homo saniens PRO 1768 nrotein fPRO!7fiffi mPMA 


NM 014964 


Homo sapiens KIAA1065 protein (KIAA1065), mRNA 


NM 014859 


Homo Saniens KIAA0679 trpnp nrnrlnrt HiTTA A0^79^ ttiPMA 


NM 014174 


Homo saniens HSPP144 nrntpin /TT^PPlAd.^ tmPMA 


NM 014156 


Homo sapiens DKFZP564O0463 protein (DKFZP564O0463), mRNA 


NM 015544 


Homo Saniens DTCF/ PSf\dJC 1 0^4 nrntpin /TYfc r T77TK6/l'k r 1 0</l\ -v,t>XT A 


NM 015681 


Homo saniens nrntein fRQA mPXTA 


NM 012301 


xxuiiiu aajjiciib dLiupnin-i lnieracung protein i, acuvin receptor interacang 
protein 1 rOAA0705^ mRNA 


NM 006856 


Homo sapiens activating transcription factor 7 (ATF7), mRNA 


NM_005714 


Homo SfiniPnc TlAtacciltm r> nrar»-r»*i1 cnV»fViT-»-»t"1ff XV mamVof H nrf**KTW~l\ a * a 

xxuixiu oapicii^ puutbbium cnaiinei, suoianuiy js^ memoer / v xvl_,lNiv/), transcript 
variant C, mRNA 


NM 005756 


xxuiiiu ^ctpiciib vj pruicin-coupiea receptor On ^vjr^xCo4j, itiKJNA. 


NM 005267 


Homo sapiens gap junction protein, alpha 8, 50kD (connexin 50) (GJA8), mRNA 


NM 003457 


xiumo sapiens zmc linger protein zu / (ZXNrzU/J, mKJNA 


NM 003184 

Iwl vvJ X u*T 


nomo sapiens iaia dox binding protein (TBP)-associated factor, RNA 

puiyincrabc 11, o, LDUKU {LJ\t2d) 9 mKJNA 


NM 003079 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of ! 
iyiuuiikiLxn, buoianiiiy e, memoer 1 ^oJVlAKv^lilJ, mKINA 


NMJ)02815 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 1 1 

UlYXXJ \ X Jy llUVLN^V 


NM 002577 


Homo sjmipnc ■n'7 1 ( r^T^UrXTl A\ nr*+\iTi+aA UnA«a o ajavi\ „d\t a 

xx.uixiu dapiciib p^i ^x^xsjn i A^-acnvateo Kinase z {rJ\iL2), iiiKjNA 


NM 003867 


Homo sapiens fibroblast growth factor 17 (FGF17), mRNA 


NMJ)03885 


nuuiu idpicns cycim-aepenaent Kinase j, regulatory subumt 1 (p35) (CDK5R1), 
mRNA 


NM 003939 


nuiuu ixipicns oeia-u^iisGUCin repeat containing (r> 1KC), transcript variant 2 
mRNA 


NM 001208 


nuuiu bdpicns oasic transcription iactor 3, like 1 [p 1F3L1), mRNA ' 


NM.033500 


Homo sapiens hexokinase 1 (HK1), transcript variant 5, nuclear gene encoding 
mitochondrial protein, mRNA 


NM 033498 


Homo sapiens hexokinase 1 (HK1), transcript variant 4, nuclear gene encoding 
mitochondrial protein, mRNA 


NM_033497 


Homo sapiens hexokmase 1 (HK1), transcript variant 3, nuclear gene encoding 
mitochondrial protein, mRNA 


| NM_033496 


Homo sapiens hexokinase 1 (HK1), transcript variant 2, nuclear gene encoding 
mitochondrial protein, mRNA 
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NM 033640 


Homo sapiens SCAN domain -containing 2 (SCAND2), transcript variant 6, 
mRNA 


NM_033636 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 5, 

__T>XT A 


NM 033635 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 4, 
mRNA 


NM_033co4 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 3, 
mKNA 


NM_U33633 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 2, 

«WDXT A 

mKNA 


JNM_UzZlDU 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 1, 
mRNA 


JNM UJ34o/ 


Homo sapiens membrane metallo-endopeptidase-like 2 (MMEL2), mKNA 


NM 032409 


Homo sapiens PTEN induced putative kinase 1 (PINK1), mRNA 


NM 013267 


Homo sapiens breast cell glutaminase (GA), mRNA 


NM 004729 


Homo sapiens Ac-like transposable element (ALTE), mRNA 


NM 004192 


Homo sapiens acetylserotonin O-methyltransferase-like (ASMTL), mRNA 


NM_002115 


Homo sapiens hexokmase 3 (white cell) (HK3), nuclear gene encoding 
mitochondrial protein, mRNA 


XFKVT AAA1 OO 

JNM_00018o 


Homo sapiens hexokinase 1 (HK1), transcript variant 1, nuclear gene encoding 
mitochondrial protein, mRNA 


JNM_UU4 /zo 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 21 (DDX21), 

mKNA 


MM" AS* 


Homo sapiens cytokine receptor-like factor 2 (CRLF2), mRNA 


"NjA/f 079^^7 
1N1V1 \}Z,LjO I 


xiomo sapiens KAoJo, member KAb oncogene iarnily (RAB38), mRNA 


INiVl U 1 0*t ZO 


riomo sapiens jnjdoii protein (NiioJi), mKNA 


MM 01/^997 
INiVl UIOZZ/ 


riomo sapiens enromosome l open reading trame y (Clorl9), mRNA 


TsTN/f md9Rl 
lNlvi U14Z0J 


Homo sapiens chromosome 1 open reading frame 9 (Clorf9), mRNA 


MM" HI £47^ 


TJ*-k-*-r^*-\ nomionn 'I'll A mmiln^A/] Is-tnim /' 1 ' 1 > A "TJ T \ - . , TI\T A 

xiomo sapiens irA regulated locus ( IrAKL), mRNA 


MM" n9fYA£1 


Homo sapiens gamma-tubulin complex component (GCP6), mRNA 


PUVl UJUI7J4 


Homo sapiens chromosome 1 open reading frame 25 (Clorf25), mRNA 


MM 030933 


Homo sapiens chromosome 1 open reading frame 14 (Clorfl4), mRNA 


NMJB0769 


Homo sapiens chromosome 1 open reading frame 13 (Clorfl3), mRNA 


NM 016604 


Homo sapiens chromosome 5 open reading frame 7 (C5orf7), mRNA 


NM_016605 


Homo sapiens chromosome 5 open reading frame 6 (C5orf6), mRNA 


NM 016603 


Homo sapiens chromosome 5 open reading frame 5 (C5orf5), mRNA 


NM 014144 


Homo sapiens chromosome 1 1 open reading frame 21 (CI lor£21), mRNA 


NMJ)33508 


Homo sapiens glucokinase (hexokinase 4, maturity onset diabetes of the young 
2) (GCK), transcript variant 3, nuclear gene encoding rnitochondrial protein, 

.. T>\T A 

mRNA 


NM_033507 


Homo sapiens glucokinase (hexokinase 4, maturity onset diabetes of the young 
2) (UCK), transenpt variant 2, nuclear gene encoding rmtochondnal protein, 

__D XT A 

mKNA 


NM_000162 


Homo sapiens glucokinase (hexokinase 4, maturity onset diabetes of the young 
I) (OCK), transcript vanant 1, nuclear gene encoding mitochondrial protein, 
mRNA 


NM 025241 


Homo sapiens UBX domain-containing 1 (UBXD1), mRNA 


NM_002098 


Homo sapiens guanylate cyclase activator IB (retina) (GUCA1B), mRNA 


NM 003137 


Homo sapiens SFRS protein kinase 1 (SRPK1), mRNA 


NM_003064 


Homo sapiens secretory leukocyte protease inhibitor (antileukoproteinase) 
(SLPI),mRNA 


NM 033484 


Homo sapiens F-box only protein 4 (FBX04), transcript variant 2, mRNA 
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iNlYl uizi/o 


xiomo sapiens r-oox only proteui 4 (rr>AU4/, transcript variant i> mKJNA 


MM_000400 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 2 (xeroderma pigmentosum D) (ERCC2), mRNA 


NM 014266 


Homo sapiens DNAX-activation protein 10 (DAP10), mRNA 


JNM UUzozl 


Homo sapiens r 1K7 protem tyrosine kinase 7 (r 1K7), mRNA 


XTX A A^Of AO 

NM_U33MJ2 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 1, mRNA 


XTX S An f rtl 

NM_033501 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 2, mRNA 


XT* Jf A 1 O A 1 C 

NM_018415 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 3, mRNA 


NM 000994 


Homo sapiens ribosomal protein L32 (RPL32), mRNA 


NM_033437 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5A), transcript variant 
3, mRNA 


NM_03343l 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5A), transcript variant 

A T»\T A 

4, mRNA • 


NM_033430 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5A), transcript variant 
2, mRNA 


XJTA/f AA1AO-1 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5A), transcript variant 

1 ml? XT A 


xnvyf nnm so 
inivl uuuioy 


Homo sapiens nexokmase 2 (HK2), mRNA 


xjx/r fill i oc 


Homo sapiens keratin associated protein 3.3 (KAP3.3), mRNA 


INIVI yjjiyjy 


Homo sapiens keratin associated protein 3.2 (KRTAP3.2), mRNA 




Homo sapiens r-box only protem y (rJtsXUy), transcnpt variant 3, mRNA 


INIVI UJ^H-OU 


L4A414A ft ft •fvt £x**"t n LT Vt/%Tf 1 -w * I * _ f\ / 1 / 1 1 "V^" f\ \ a. - __ a. ,_ T a ^ _ Tp* "V T A 

tiomo sapiens r-oox only protem y (r&XSJy), transcnpt variant 2, mRNA 


INIVI ulZJH/ 


riomo sapiens r-box only protem y (rBX09), transcnpt vanant 1, mRNA 


NM 033506 


Homo sapiens F-box only protein 24 (FBX024), transcript variant 1, mRNA 


INIVI U1ZI /Z 


Homo sapiens r-box only protem 24 (FBX024), transcnpt vanant 2, mRNA 


NM 012179 


Homo sapiens F-box only protein 7 (FBX07), mRNA 


XIX /f A 1 O /! 1 O 

NM 018438 


Homo sapiens F-box only protem 6 (FBX06), mRNA 


XTX K A 1 O 1 n 

NM 012177 


Homo sapiens F-box only protein 5 (FBX05), mRNA 


XTX /I AOOI >lf 

NM 032145 


Homo sapiens F-box protein 30 (FBXO30), mRNA 


NM_003813 


Homo sapiens a disintegrin and metalloproteinase domain 21 (ADAM21), 
mRNA 




Homo sapiens a disintegrin and metalloproteinase domain 20 (ADAM20), 

♦WDXTA i 
ITIxnJNA 


NM 015698 


Homo sapiens T54 protein (T54), mRNA 


XTA/f nnooo 
JN1VI UjjZZZ 


Homo sapiens PC4 and SFRS1 interacting protem 2 (PSIP2), mRNA 


NM 002887 


Homo sapiens arginyl-tRNA synthetase (RARS), mRNA 


XT/A/f A11AO/I 

NM UJJU84 


Homo sapiens Fanconi anemia, complementation group D2 (FANCD2), mRNA 


NMJH4005 


Homo sapiens protocadherin alpha 9 (PCDHA9), transcript variant 2, mRNA 


XTX A" A1 O A AO 

NM 018902 


Homo sapiens protocadherin alpha 1 1 (PCDHA1 1), transcript variant 1, mRNA 


NM_031882 


Homo sapiens protocadherin alpha subfamily C, 1 (PCDHAC1), transcript 
variant 2, mRNA 


XTTV/T A1 CODD 

INM_U 18598 


Homo sapiens protocadherin alpha subfamily C, 1 (PCDHAC1), transcript 

variant 1 mRNA 


NM_031883 


Homo sapiens protocadherin alpha subfamily C, 2 (PCDHAC2), transcript 
variant 2, mRNA 


NM_018899 


Homo sapiens protocadherin alpha subfamily C, 2 (PCDHAC2), transcript 
variant 1, mRNA 


NM 019119 


Homo sapiens protocadherin beta 9 (PCDHB9), mRNA 


NM 018916 | 


Homo sapiens protocadherin gamma subfamily A, 3 (PCDHGA3), transcript 
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variant 1, mRNA 


NM 032704 


Homo sapiens tubulin alpha 6 (TUBA6), mRNA 


NMJ)32407 


Homo sapiens protocadherin gamma subfamily C, 5 (PCDHGC5), transcript 
variant 2, mRNA 


NMJH8929 


Homo sapiens protocadherin gamma subfamily C, 5 (PCDHGC5), transcript 
variant 1, mRNA 


NM_032406 


Homo sapiens protocadherin gamma subfamily C, 4 (PCDHGC4), transcript 
variant 2, mRNA 


NMJU8928 


Homo sapiens protocadherin gamma subfamily C, 4 (PCDHGC4), transcript 
variant 1, mRNA 


NMJ)32101 


Homo sapiens protocadherin gamma subfamily B, 7 (PCDHGB7), transcript 
variant 2, mRNA 


NMJ)18927 


Homo sapiens protocadherin gamma subfamily B, 7 (PCDHGB7), transcript 
variant 1, mRNA 


NMJ)32099 


Homo sapiens protocadherin gamma subfamily B, 5 (PCDHGB5), transcript 
variant 2, mRNA 


NMJ)18925 


Homo sapiens protocadherin gamma subfamily B, 5 (PCDHGB5), transcript 
variant 1, mRNA 


NM_032100 


Homo sapiens protocadherin gamma subfamily B, 6 (PCDHGB6), transcript 
variant 2, mRNA 


NM_018926 


Homo sapiens protocadherin gamma subfamily B, 6 (PCDHGB6), transcript 
variant 1, mRNA 


NMJJ32097 


Homo sapiens protocadherin gamma subfamily B, 3 (PCDHGB3), transcript 
variant 2, mRNA 


NM_018924 


Homo sapiens protocadherin gamma subfamily B, 3 (PCDHGB3), transcript 
variant 1, mRNA 


NM_032096 


Homo sapiens protocadherin gamma subfamily B, 2 (PCDHGB2), transcript 
variant 2, mRNA 


NM_018923 


Homo sapiens protocadherin gamma subfamily B, 2 (PCDHGB2), transcript 
variant 1, mRNA 


NMJ)32095 


Homo sapiens protocadherin gamma subfamily B, 1 (PCDHGB1), transcript 
variant 2, mRNA 


NM 018922 


Homo sapiens protocadherin gamma subfamily B, 1 (PCDHGB1), transcript 
variant l,mRNA 


NM_032089 


Homo sapiens protocadherin gamma subfamily A, 9 (PCDHGA9), transcript 
variant 2, mRNA 


NM 018921 


Homo sapiens protocadherin gamma subfamily A, 9 (PCDHGA9), transcript 
variant 1, mRNA 


NM_032088 


Homo sapiens protocadherin gamma subfamily A, 8 (PCDHGA8), transcript 
variant l,mRNA 


NM_014004 


Homo sapiens protocadherin gamma subfamily A, 8 (PCDHGA8), transcript 
variant 2, mRNA 


NM 032853 


Homo sapiens hypothetical protein FLJ14868 (FU14868), mRNA 


NM 032589 


Homo sapiens Down syndrome critical region gene 8 (DSCR8), mRNA 


NM_032087 


Homo sapiens protocadherin gamma subfamily A, 7 (PCDHGA7), transcript 
variant z, mRNA 


NM_018920 


Homo sapiens protocadherin gamma subfamily A, 7 (PCDHGA7), transcript 
variant 1, mRNA 


NM_032086 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 2, mRNA 


NM018919 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 1, mRNA 
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NM 032054 


Homo sapiens protocadherin gamma subfamily A, 5 (PCDHGA5), transcript 
variant 2, mRNA 


NM_018918 


Homo sapiens protocadherin gamma subfamily A, 5 (PCDHGA5), transcript 
variant 1, mRNA 


NM 032053 


Homo sapiens protocadherin gamma subfamily A, 4 (PCDHGA4), transcript 
variant 2, mRNA 


NM_018917 


Homo sapiens protocadherin gamma subfamily A, 4 (PCDHGA4), transcript 
variant 1, mRNA 


NM.032011 


Homo sapiens protocadherin gamma subfamily A, 3 (PCDHGA3), transcript 
variant 2, mRNA 


NM_032009 


Homo sapiens protocadherin gamma subfamily A, 2 (PCDHGA2), transcript 
variant 2, mRNA 


NM_018915 


Homo sapiens protocadherin gamma subfamily A, 2 (PCDHGA2), transcript 
variant 1, mRNA 


NM 031993 


Homo sapiens protocadherin gamma subfamily A, 1 (PCDHGA1), transcript 
variant 2, mRNA 


NM_032092 


Homo sapiens protocadherin gamma subfamily A, 11 (PCDHGA11), transcript 
variant 3, mRNA 


NM_018912 


Homo sapiens protocadherin gamma subfamily A, 1 (PCDHGA1), transcript 
variant 1, mRNA 


NM_032091 


Homo sapiens protocadherin gamma subfamily A, 11 (PCDHGA11), transcript 
variant 2, mRNA 


NM_018914 


Homo sapiens protocadherin gamma subfamily A, 1 1 (PCDHGA1 1), transcript 
variant 1, mRNA 


NM 032090 


Homo sapiens protocadherin gamma subfamily A, 10 (PCDHGA10), transcnpt 
variant 2, mRNA 


NM_0189l3 


Homo sapiens protocadherin gamma subfamily A, 10 (PCDHGA10), transcript 
vanant 1, mRNA 


NM 019120 


Homo sapiens protocadherin beta 8 (PCDHB8), mRNA 


NM 018940 


Homo sapiens protocadherin beta 7 (PCDHB7), mRNA 


NM 018939 


Homo sapiens protocadherin beta 6 (PCDHB6), mRNA 


NMO 15669 


Homo sapiens protocadherin beta 5 (PCDHB5), mRNA 


NM 018938 


Homo sapiens protocadherin beta 4 (PCDHB4), mRNA 


XTX Jf A1 OAn 

NM 018937 


Homo sapiens protocadherin beta 3 (PCDHB3), mRNA 


NM 018936 


VY" _ * j - . _ . . * . _ T_ _ j ^ /T^OT'NT TTl 0\ T*fr "VTA 

Homo sapiens protocadherin beta 2 (PCDHB2), mRNA 


NM 013340 


Homo sapiens protocadherin beta 1 (PCDHB1), mRNA 


NM 020957 


Homo sapiens protocadherin beta 16 (PCDHB16), mRNA 


NM 018935 


Homo sapiens protocaanenn beta 15 (rCDHJDijj, mKJNA 


NM 018934 


Homo sapiens protocaanenn beta 14 (rUDJ±t>14;, mKNA 


NM 018933 


Homo sapiens protocaanenn beta 13 (PCDHH13), mKNA 


NM 018932 


TT ri ■■ ■ .1-1. — - - - - - - - - -H- _ .* .. 'L — 1^ /^n/^TXT I T > 1 0\ . XT A 

Homo sapiens protocaanenn beta 12 (PCDHB12), mKNA 


XTA K (\ 1 00*5 1 

NM 018931 


TT .1. I-. — -- T - — x— — _ JL 1 . a _ i t /T^/^it^xt n 1 ^ 1 \ y% XT A 

Homo sapiens protocaanenn beta 1 1 (PCDHB1 1), mRNA 


NM 018930 


Homo sapiens protocaanenn beta 10 (PCDHB10), mRNA 


NM 031857 


Homo sapiens protocadherin alpha 9 (PCDHA9), transcnpt vanant 1, mKNA 


NM 031850 


Homo sapiens protocaanenn alpha o (PCDHAoj, transcnpt vanant z, mKNA 


MM 018Q1 1 


j. lkjiuxj oapjcilo piUlUk/dUUCxXU dipila O \± \^Ly±Lt\.0 J, UollowlipL vol lain 1 y llJ-C\JL>/x 


NM 031852 


Homo sapiens protocadherin alpha 7 (PCDHA7), transcript variant 2, mRNA 


NM 018910 


Homo sapiens protocadherin alpha 7 (PCDHA7), transcript variant 1, mRNA 


NM 031501 


Homo sapiens protocadherin alpha 5 (PCDHA5), transcript variant 2, mRNA 


NM 018908 


Homo sapiens protocadherin alpha 5 (PCDHA5), transcript variant 1, mRNA 


NM_031500 


Homo sapiens protocadherin alpha 4 (PCDHA4), transcript variant 2, mRNA 


NM 018907 


Homo sapiens protocadherin alpha 4 (PCDHA4), transcript variant 1, mRNA 
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NM 031497 


Homo sapiens protocadherm alpha 3 (PCDHA3), transcript van ant 2, mRNA 


NM 018906 


Homo sapiens protocadherm alpha 3 (PCDHA3), transcript variant l, mRNA 


NM 031496 


Homo sapiens protocadherm alpha 2 (PCDHA2), transcnpt vanant 3, mRNA 


NM 031495 


Homo sapiens protocadherm alpha 2 (PCDHA2), transcript vanant 2, mRNA 


NM 018905 


Homo sapiens protocadherm alpha 2 (PCDHA2), transcript variant 1, mRNA 


NM 031411 


Homo sapiens protocadherm alpha 1 (PCDHA1), transcript variant 3, mRNA 


NM 031410 


Homo sapiens protocadherm alpha 1 (PCDHA1), transcript variant 2, mRNA 


NM 018900 


Homo sapiens protocadherm alpha 1 (PCDHA1), transcript variant 1, mRNA 


NM 031865 


Homo sapiens protocadherin alpha 13 (PCDHA13), transcript variant 2, mRNA 


NM 018904 


Homo sapiens protocadherin alpha 13 (PCDHA13), transcript variant 1, mRNA 


NM 031849 


Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 3, mRNA 


NM 031864 


Homo sapiens protocadherin alpha 12 (PCDHA12), transcript variant 2, mRNA 


NM 031848 


Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 2, mRNA 


NM 018903 


Homo sapiens jjrotocadherin alpha 12 (PCDHA12), transcript variant 1, mRNA 


NM 031861 


Homo sapiens protocadherin alpha 1 1 (PCDHA1 1), transcript variant 2, mRNA 


NM 018909 


Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 1, mRNA 


NM 031860 


Homo sapiens protocadherin alpha 10 (PCDHA10), transcript variant 3, mRNA 


NM 031859 


Homo sapiens protocadherin alpha 10 (PCDHA10), transcript variant 2, mRNA 


NM 018901 


Homo sapiens protocadherin alpha 10 (PCDHA10), transcript variant 1, mRNA 


NM 015429 


Homo sapiens DKFZP586L2024 protein (NESHBP), mRNA 


NM_031481 


Homo sapiens solute carrier family 25, (mitochondrial carrier), member 18 
(SLC25A18),mRNA 


NM 031442 


Homo sapiens brain cell membrane protein 1 (BCMP1), mRNA 


NM_030762 


Homo sapiens basic helix-loop-helix domain containing, class B, 3 (BHLHB3), 
mRNA 


NM_023035 


Homo sapiens calcium channel, voltage-dependent, P/Q type, alpha 1 A subunit 
(CACNA1 A), transcript variant 2, mRNA 


NM 014487 


Homo sapiens nucleolar cysteine-rich protein (HSA6591), mRNA 


NM 025239 


Homo sapiens programmed death ligand 2 (PDL2), mRNA 


NM 024859 


Homo sapiens hypothetical protein FU21687 (FLJ21687), mRNA 


NM 000575 


Homo sapiens interleukin 1, alpha (ILIA), mRNA 


NM 005348 


Homo sapiens heat shock 90kD protein 1, alpha (HSPCA), mRNA 


NM 006900 


Homo sapiens interferon, alpha 13 (TPNA13), mRNA 


NM 023067 


Homo sapiens forfchead transcription factor FOXL2 (BPES), mRNA 


NM 022552 


Homo sapiens DNA (cytosine-5-)-methyltransferase 3 alpha (DNMT3A), mRNA 


NM 022346 


Homo sapiens chromosome condensation protein G (HCAP-G), mRNA 


NM 022119 


Homo sapiens protease, serine, 22 (PRSS22), mRNA 


NM 022062 


Homo sapiens PBX/knotted 1 homeobox 2 (PKNOX2), mRNA 


NM 018665 


Homo sapiens DEAD-box protein (HAGE), mRNA 


NM 004614 


Homo sapiens thymidine kinase 2, mitochondrial (TK2), mRNA 


NM_020346 


Homo sapiens solute carrier family 17 (sodium-dependent inorganic phosphate 
cotransporter), member 6 (SLC17A6), mRNA 


NM_020309 


Homo sapiens solute carrier family 17 (sodium-dependent inorganic phosphate 
cotransporter), member 7 (SLC17A7), mRNA 


NM 020131 


Homo sapiens chromosome 1 open reading frame 6 (ClorfS), mRNA 


NM 017444 


Homo sapiens chromatin accessibility complex 1 (CHRAC1), mRNA 


NM 016260 


Homo sapiens zinc finger protein, subfamily 1 A, 2 (Helios) (ZNFN1 A2), mRNA 


NM 015510 


Homo sapiens DKFZP566O084 protein (DKFZp566O084), mRNA 


NM 014433 


Homo sapiens rhabdoid tumor deletion region gene 1 (RTDR1), mRNA 


NM 014312 


Homo sapiens cortical thymocyte receptor (X. laevis CTX) like (CTXL), mRNA 


NM 004539 


Homo sapiens asparaginyl-tRNA synthetase (NARS), mRNA 


NM 013284 


Homo sapiens polymerase (DNA directed), mu (POLM), mRNA 
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NM 013274 


Homo sapiens polymerase (DNA directed), lambda (POLL), mRNA 


NM 003235 


Homo sapiens thyroglobulin (TG), mRNA 


NM 001963 


Homo sapiens epidermal growth factor (beta-urogastrone) (EGF), mRNA 


NM 007158 


Homo sapiens NRAS-related gene (D1S155E), mRNA 


NM 007000 


Homo sapiens uroplakin 1A (UPK1A), mRNA 


NM 006947 


Homo sapiens signal recognition particle 72kD (SRP72), mRNA 


NM 006892 


Homo sapiens DNA (cytosine-5-)-methyltransferase 3 beta (DNMT3B), mRNA 


NM 006760 


Homo sapiens uroplakin 2 (UPK2), mRNA 


NM 006691 


Homo sapiens extracellular link domain-containing 1 (XLKD1), mRNA 


NMJW6572 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 13 
(GNA13), mRNA 


NM 006494 


Homo sapiens Ets2 repressor factor (ERF), mRNA 


NM 006352 


Homo sapiens zinc finger protein 238 (ZNF238), mRNA 


NM 006082 


Homo sapiens tubulin, alpha, ubiquitous (K-ALPHA-1), mRNA 


NM_005084 


Homo sapiens phospholipase A2, group VII (platelet-activating factor 
acetylhydrolase, plasma) (PLA2G7), mRNA 


NM 004999 


Homo sapiens myosin VI (MY 06), mRNA 


NM 004937 


Homo sapiens cystinosis, nephropathic (CTNS), mRNA 


NM_004212 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 
member 2 (SLC28A2), mRNA 


NM_004555 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 3 (NFATC3), mRNA 


NM_004554 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 4 (NFATC4), mRNA 


NMJ)00695 


Homo sapiens aldehyde dehydrogenase 3 family, member B2 (ALDH3B2), 
mRNA 


NMJ)00373 


Homo sapiens uridine monophosphate synthetase (orotate phosphoribosyl 
transferase and orotidine-5 '-decarboxylase) (UMPS), mRNA 


NM_003332 


Homo sapiens TYRO protein tyrosine kinase binding protein (TYROBP), 
mRNA 


NM 000367 


Homo sapiens thiopurine S-methyltransferase (TPMT), mRNA 


NM_001250 


Homo sapiens tumor necrosis factor receptor superfamily, member 5 
(TNFRSF5), mRNA 


NM_002880 


Homo sapiens v-raf-1 murine leukemia viral oncogene homolog 1 (RAF1), 
mRNA 


NMJ)03978 


Homo sapiens proline-serine-threonine phosphatase interacting protein 1 
(PSTPIPl),mRNA 


NM 003627 


Homo sapiens prostate cancer overexpressed gene 1 (POV1), mRNA 


NMJJ02557 


Homo sapiens oviductal glycoprotein 1, 120kD (mucin 9, oviductin) (OVGP1), 
mRNA 


NM_002541 


Homo sapiens oxoglutarate (alpha-ketoglutarate) dehydrogenase (hpoamide) 
(OGDH), mRNA 


NM 000406 


Homo sapiens gonadotropin-releasing hormone receptor (GNRHR), mRNA 


NM 001979 


Homo sapiens epoxide hydrolase 2, cytoplasmic (EPHX2). mRNA 


NM 001761 


Homo sapiens cyclin F (CCNF), mRNA 


NM_001190 


Homo sapiens branched chain aminotransferase 2, mitochondrial (BCAT2), 
mRNA 


NM 000485 


Homo sapiens adenine phosphoribosyltransferase (APRT), mRNA 


NM 033514 


Homo sapiens pinch-2 (LOC96626), mRNA 


NM 033495 


Homo sapiens KIAA1309 protein (KIAA1309), mRNA 


NM 022436 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 5 (sterolm 
l)(ABCG5),mRNA 
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NM 016333 


Homo sapiens serin e/arginine repetitive matrix 2 (SRRM2), mRNA 


XTX M f\ 1 f\ A 1 ^ 

NM 012412 


Homo sapiens histone H2AJ7Z vanant (H2AV), mRNA 


NM_001897 


Homo sapiens chondroitin sulfate proteoglycan 4 (melanoma-associated) 
(Cbr(j4), mRNA 


WM U314ZU 


Homo sapiens mitochondrial liposomal protein LA) (MKJrL9), mRNA 


XTX if AOA"5fiO 

NM 020393 


Homo sapiens hypothetical protein bB13167 (LOC571 15), mRNA 


XTX A r\ 1 C C\C £ 

NM 015956 


Homo sapiens mitochondrial ribosomal protein L4 (MRPL4), mRNA 


NM 004537 


TT • | _ V < * • « * •« i /VTAT^nT <\ -VTA 

Homo sapiens nucleosome assembly protein 1-like 1 (NAP1L1), mRNA 


NM 033504 


Homo sapiens CAC-1 (CAC-1), mRNA 


NM 033503 


Homo sapiens Bcl-2 modifying factor (BMF), mRNA 


NM 022059 


Homo sapiens chemokine (C-X-C motif) ligand 16 (CXCL16), mRNA 


NM 022048 


Homo sapiens casein kinase 1, gamma 1 (CSNK1G1), mRNA 


NM 019009 


Homo sapiens Toll-interacting protein (TOLLIP), mRNA 


NM 018058 


Homo sapiens cartilage acidic protein 1 (CRTAC1), mRNA 


NMJH7443 


Homo sapiens polymerase (DNA directed), epsilon 3 (pi 7 subunit) (POLE3), 
mRNA 


NM 007359 


Homo sapiens MLN51 protein (MLN51), mRNA 


NM 030956 


Homo sapiens toll-like receptor 10 (TLR10), mRNA 


NM 020653 


Homo sapiens zinc finger protein 287 (ZNF287), mRNA 


NM 020652 


Homo sapiens zinc finger protein 286 (ZNF286), mRNA 


NM_020365 


Homo sapiens eukaryotic translation initiation factor 2B, subunit 3 (gamma, 
58kD) (EIF2B3), mRNA 


NM_0 13432 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor-like 2 (NFKBIL2), mRNA 


NM_003740 


Homo sapiens potassium channel, subfamily K, member 5 (TASK-2) (KCNK5), 
mRNA 


NM_033311 


Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 
(KCNK4), transcript variant 3, mRNA 


NM_033310 


Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 
(KCNK4), transcript variant 2, mRNA 


NM_016611 


Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 
(KCNK4), transcript variant 1, mRNA 


NM_033360 


Homo sapiens v-Ki-ras2 Kirsten rat sarcoma 2 viral oncogene homolog 
(KRAS2), transcript variant a, mRNA 


NM_004985 


Homo sapiens v-Ki-ras2 Kirsten rat sarcoma 2 viral oncogene homolog 
(KRAS2), transcript variant b, mRNA 


NM_022442 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 3, mRNA 


NM_021988 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 1, mRNA 


XTX if jIA 

NM_003349 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant z, mRlN A 


NM 003546 


Homo sapiens H4 histone family, member K (H4FK), mRNA 


xtxvt rime /i 1 

NM 003541 


Homo sapiens H4 histone family, member D (H4FD), mRNA 


XTX yf AAICI^ 

NM 003536 


Homo sapiens H3 histone family, member K (H3FK), mRNA 


1N1V1 UUjjjj 


nomo sapiens ju msione iamiiy, memoer J yri ir j ) f mtvJN/v 


NM .003533 


Homo sapiens H3 histone family, member F (H3FF), mRNA 


NM 003521 


Homo sapiens H2B histone family, member E (H2BFE), mRNA 


NM 003520 


Homo sapiens H2B histone family, member D (H2BFD), mRNA 


NM 003519 


Homo sapiens H2B histone family, member C (H2BFC), mRNA 


NM 003514 


Homo sapiens H2A histone family, member N (H2AFN), mRNA 


NM 003511 


Homo sapiens H2A histone family, member I (H2AFI), mRNA 
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NM 005322 


Homo sapiens HI histone family, member 5 (H1F5), mRNA 


NM 021066 


Homo sapiens H2A histone family, member E (H2AFE), mRNA 


NM_O0351O 


Homo sapiens H2A histone family, member D (H2AFD), mRNA 


NM 003509 


Homo sapiens H2A histone family, member C (H2AFC), mRNA 


NM_033358 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant E, mRNA 


NM_033357 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant D, mRNA 


NM_033356 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant C, mRNA 


NM 033355 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant B, mRNA 


NMJ)01228 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant A, mRNA 


NM_033340 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant beta, mRNA 


NM 033339 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant gamma, mRNA 


NMJ)33338 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant delta, mRNA 


NM_001227 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant alpha, mRNA 


NM 001005 


Homo sapiens ribosomal protein S3 (RPS3), mRNA 


NM 006013 


Homo sapiens ribosomal protein L10 (RPL10), mRNA 


NM 013368 


Homo sapiens RPA-binding trans-activator (RBT1), mRNA 


NM 002286 


Homo sapiens lymphocyte-activation gene 3 (LAG3), mRNA 


NM 005546 


Homo sapiens IL2-inducible T-cell kinase (ITK), mRNA 


NM 005538 


Homo sapiens inhibin, beta C (INHBC), mRNA 


NM_033257 


Homo sapiens DiGeorge syndrome critical region gene 6 like (DGCR6L), 
mRNA 


NM 001917 


Homo sapiens D-amino-acid oxidase (DAO), mRNA 


NMJ)01629 


Homo sapiens arachidonate 5-lipoxygenase-activating protein (ALOX5AP), 
mRNA 


NM 000024 


Homo sapiens adrenergic, beta-2-, receptor, surface (ADRB2), mRNA 


NM 000683 


Homo sapiens adrenergic, alpha-2C-, receptor (ADRA2C), mRNA 


NM 000682 


Homo sapiens adrenergic, alpha-2B-, receptor (ADRA2B), mRNA 


NM 000681 


Homo sapiens adrenergic, alpha-2A-, receptor (ADRA2A), mRNA 


NM 006179 


Homo sapiens neurotrophin 5 (neurotrophin 4/5) (NTF5), mRNA 


NM_033277 


Homo sapiens lacritin (LACRT), mRNA 


NM 022128 


Homo sapiens ribokinase (RBSK), mRNA 


NM_004823 


Homo sapiens potassium channel, subfamily K, member 6 (TWIK-2) (KCNK6), 
mRNA 


NMJ)02246 


Homo sapiens potassium channel, subfamily K, member 3 (TASK-1) (KCNK3), 
mRNA 


NMJ)32405 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
D, mRNA 


NMJ)32404 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
C,mRNA 


NM_032401 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
B,mRNA 


NM_024022 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
A, mRNA 
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NM 016234 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 5 (FACL5), mRNA 


NM_006883 


Homo sapiens short stature homeobox (SHOX), transcript variant SHOXb, 
mRNA [ 


V T*fc X AAA jI ^ 4 

NMJ)00451 


Homo sapiens short stature homeobox (SHOX), transcript variant SHOXa, 
mRNA 


NM_006476 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit g (ATP5L), mRNA 


NMJ)06356 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit d (ATP5H), mRNA 


NM 024683 


Homo sapiens hypothetical protein FLJ22729 (FLJ22729), mRNA 


NM 033468 


Homo sapiens zinc finger protein 257 (ZNF257), mRNA 


NM 033453 


Homo sapiens inosine triphosphatase (nucleoside triphosphate pyrophosphatase) 
(ITPA), mRNA 


NM 032144 


Homo sapiens RAB6C, member RAS oncogene family (RAB6C), mRNA 1 


NM 031296 


Homo sapiens RAB33B, member RAS oncogene family (RAB33B), mRNA ! 


NM_022570 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 12 (CLECSF12), mRNA 


NM 022825 


Homo sapiens porcupine (MG61), mRNA 


NM 022449 


Homo sapiens RAB17, member RAS oncogene family (RAB17), mRNA 


NM 016322 


Homo sapiens RAB14, member RAS oncogene family (RAB14), mRNA 


NM 006331 


Homo sapiens C2f protein (C2F), mRNA 


NMJ)07066 


Homo sapiens protein kinase (cAMP-dependent, catalytic) inhibitor gamma 
(PKIG), mRNA 


NM_002732 


Homo sapiens protein kinase, cAMP-dependent, catalytic, gamma (PRKACG), 
mRNA 


NM_005055 


Homo sapiens receptor-associated protein of the synapse, 43kD (RAPSN), 
transcript variant 1, mRNA 


NM_032645 


Homo sapiens receptor-associated protein of the synapse, 43kD (RAPSN), 
transcript variant 2, mRNA 


NM 033305 


Homo sapiens chorea acanthocytosis (CHAC), transcript variant A, mRNA 


NM 015186 


Homo sapiens chorea acanthocytosis (CHAC), transcript variant B, mRNA 


NM 004624 


Homo sapiens vasoactive intestinal peptide receptor 1 (VIPR1), mRNA 


NM 030967 


Homo sapiens keratin associated protein 1.1 (KRTAP1.1), mRNA 


NM 015696 


Homo sapiens weakly similar to glutathione peroxidase 2 (CL683), mRNA 


NM_031885 


Homo sapiens Bardet-Biedl syndrome 2 (BBS2), mRNA 


NM 030966 


Homo sapiens keratin associated protein 13 (KRTAP1.3), mRNA 


NMJ)07083 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 6 
(NUDT6), mRNA 


NM_013317 


Homo sapiens lung type-I cell membrane-associated glycoprotein (Tl A-2), 
transcript variant 1, mRNA 


NMJ)06474 


Homo sapiens lung type-I cell membrane-associated glycoprotein (T1A-2), 
transcript variant 2, mRNA 


NM 006275 


Homo sapiens splicing factor, arginine/serine-rich 6 (SFRS6), mRNA 


NM 016041 


Homo sapiens CGI-101 protein (F-LAN-1), mRNA 


NMJ)01954 


Homo sapiens discoidin domain receptor family, member 1 (DDR1), transcript 

vananf O «v»"D XT A 
Veil loll I Z, mKJN/v 


NMJH3994 


Homo sapiens discoidin domain receptor family, member 1 (DDR1), transcript 
variant 3, mRNA 


NMJH3993 


Homo sapiens discoidin domain receptor family, member 1 (DDR1), transcript 
variant 1, mRNA 


NMJ)22117 


Homo sapiens cutaneous T-cell lymphoma-associated tumor antigen se20-4; 
differentially expressed nucleolar TGF-betal target protein (DENTT) (SE2IM) 
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mRNA 


NM_003048 


Homo sapiens solute carrier family 9 (sodium/hydrogea exchanger), isoform 2 
(SLC9A2), mRNA 


NM 001971 


Homo sapiens elastase 1, pancreatic (ELA1), mRNA 


NM 033412 


Homo sapiens hypothetical protein similar to CG7943 (MGC14836), mRNA 


NM 033420 


Homo sapiens hypothetical protein MGC4022 (R32184 3), mRNA 


NM 033408 


Homo sapiens hypothetical protein MBC3205 (MBC3205), mRNA 


NMJU4395 


Homo sapiens dual adaptor of phosphotyrosine and 3-phosphoinositides 
(DAPP1), mRNA 


NM 003918 


Homo sapiens glycogenin 2 (GYG2), mRNA 


NM 001502 


Homo sapiens glycoprotein 2 (zymogen granule membrane) (GP2), mRNA 


NM 006362 


Homo sapiens nuclear RNA export factor 1 (NXF1), mRNA 


NM 033155 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 5, mRNA 


NM 033154 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 4, mRNA 


NM 033153 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 3, mRNA 


NM 033152 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 2, mRNA 


NM 032946 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 1, mRNA 


NM 022052 


Homo sapiens nuclear RNA export factor 3 (NXF3), mRNA 


NM_021808 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptideN- 
acetylgalactosaminyltransferase 9 (GalNAc-T9) (GALNT9), mRNA 


NM 017840 


Homo sapiens mitochondrial ribosomal protein LI 6 (MRPL16), mRNA 


NMJH7417 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptideN- 
acetylgalactosaminyltransferase 8 (GalNAc-T8) (GALNT8), mRNA 


NM 004261 


Homo sapiens 15 kDa selenoprotein (SEP 15), mRNA 


NM 021998 


Homo sapiens zinc finger protein 6 (CMPX1) (ZNF6), mRNA 


NMJ)04570 


Homo sapiens phosphoinositide-3-kinase, class 2, gamma polypeptide 
(PIK3C2G), mRNA 


NM_002646 


Homo sapiens phosphoinositide-3-kinase, class 2, beta polypeptide (PK3C2B), 
mRNA 


NM_004598 


Homo sapiens sparc/osteonectin, cwcv and kazal-like domains proteoglycan 
(testican) (SPOCK), mRNA 


NMJ)33135 


Homo sapiens spinal cord-derived growth factor-B (SCDGF-B), transcript 
variant 2, mRNA 


NM_025208 


Homo sapiens spinal cord-derived growth factor-B (SCDGF-B), transcript 
variant 1, mRNA 


NM_033346 


Homo sapiens bone morphogenetic protein receptor, type II (serine/threonine 
kinase) (BMPR2), transcript variant 2, mRNA 


NMJ)01204 


Homo sapiens bone morphogenetic protein receptor, type II (serine/threonine 
kinase) (BMPR2), transcript variant 1, mRNA 


NM 003933 


Homo sapiens BAH -associated protein 3,(BAIAP3), mRNA 


NM_005467 


Homo sapiens N-acetylated alpha-linked acidic dipeptidase 2 (NAALAD2), 
mRNA 


NMJ)05944 


Homo sapiens antigen identified by monoclonal antibody MRC OX-2 (MOX2), 
mRNA 


NM_002245 


Homo sapiens potassium channel, subfamily K, member 1 (TWK-1) (KCNK1), 
mRNA 


NMJ)05247 


Homo sapiens fibroblast growth factor 3 (murine mammary tumor virus 
integration site (v-int-2) oncogene homolog) (FGF3), mRNA 


NM 002006 


Homo sapiens fibroblast growth factor 2 (basic) (FGF2), mRNA 


NM_000647 


Homo sapiens chemokine (C-C motif) receptor 2 (CCR2), transcript variant A, 
mRNA 


NM 032047 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
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5 (B3GNT5), mRNA 


NM 014256 


Homo sapiens UDP-GlcNAc;betaGal beta-l^-N-acetylglucosaininyltraiisferase 
3 (B3GNT3), mRNA 


NM 015904 


Homo sapiens translation initiation factor IF2 (IF2), mRNA 


NM 005326 


Homo sapiens hydroxyacyl glutathione hydrolase (HAGH), mRNA 


MM_0 13445 


Homo sapiens glutamate decarboxylase 1 (brain, 67kD) (GAD1), transcript 
variant GAD25, mRNA 


NM_033173 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 5, mRNA 


NM_033172 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 4, mRNA 


NM_033171 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 3, mRNA 


NM.033170 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 2, mRNA 


NM_033169 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 4, mRNA 


NM_033168 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 3, mRNA 


NM_033167 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 2, mRNA 


NM_O03781 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 1 , mRNA 


MM.003782 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
4 (B3GALT4), mRNA 


NM_003783 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
2 (B3GALT2), mRNA 


NM_004631 


Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotein 
e receptor (LRP8), transcript variant 1, mRNA 


NM_033300 


Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotein 
e receptor (LRP8), transcript variant 2, mRNA 


NM_0 17522 


Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotein 
e receptor (LRP8), transcript variant 3, mRNA 


NM_033323 


Homo sapiens sodium bicarbonate transporter 4 (NBC4), transcript variant b 
mRNA 


NM 033337 


Homo sapiens caveolin 3 (CAV3), transcript variant 1, mRNA 


NM 001234 


Homo sapiens caveolin 3 (CAV3), transcript variant 2, mRNA 


NM 001233 


Homo sapiens caveolin 2 (CAV2), mRNA 


NM 001753 


Homo sapiens caveolin 1, caveolae protein, 22kD (CAV1), mRNA 


NMJ)33291 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 2 
mRNA 


NM_033290 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 3 
mRNA 


NM_033274 


Homo sapiens a disintegrin and metalloproteinase domain 19 (meltrin beta) 
(ADAM 19), transcript variant 2, mRNA 


NM 023038 

A. ^ATA Vm«/ v^U 


Homo sapiens a disintegrin and metalloproteinase domain 19 (meltrin beta) 
(AD AMI 9), transcript variant 1 , mRNA 


NM_033308 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 7 
(ABCA7), transcript variant 2, mRNA 


NM_019112 
NM 002609 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 7 
(ABCA7), transcript variant 1, mRNA 

Homo sapiens plateletnlerived growth factor receptor, beta polypeptide 
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(PDGFRB), mRNA 


NM.006206 


Homo sapiens platelet-derived growth factor receptor, alpha polypeptide 
(PDGFRA), mRNA 


NMJM3016 


Homo sapiens platelet-derived growth factor beta polypeptide (simian sarcoma 
viral (v-sis) oncogene homolog) (PDGFB), transcript variant 2, mRNA 


NM 000678 


Homo sapiens adrenergic, alpha-ID-, receptor (ADRA1D), mRNA 


NM 000679 


Homo sapiens adrenergic, alpha- 1B-, receptor (ADRA1B), mRNA 


NM 002675 


Homo sapiens promyelocytic leukemia (PML), transcript variant 6, mRNA 


NM 033250 


Homo sapiens promyelocytic leukemia (PML), transcript variant 11, mRNA 


NM 033249 


Homo sapiens promyelocytic leukemia (PML), transcript variant 10, mRNA 


NM 033247 


Homo sapiens promyelocytic leukemia (PML), transcript variant 8, mRNA 


NM 033246 


Homo sapiens promyelocytic leukemia (PML), transcript variant 7, mRNA 


NM 033245 


Homo sapiens promyelocytic leukemia (PML), transcript variant 12, mRNA 


NM 033244 


Homo sapiens promyelocytic leukemia (PML), transcript variant 5, mRNA 


NM 033242 


Homo sapiens promyelocytic leukemia (PML), transcript variant 3, mRNA 


NM 033240 


Homo sapiens promyelocytic leukemia (PML), transcript variant 2, mRNA 


NM 033239 


Homo sapiens promyelocytic leukemia (PML), transcript variant 9, mRNA 


NM 033238 


Homo sapiens promyelocytic leukemia (PML), transcript variant 1, mRNA 


NM_033304 


Homo sapiens adrenergic, alpha- 1A-, receptor (ADRA1 A), transcript variant 4, 
mRNA 


NM_033303 


Homo sapiens adrenergic, alpha- 1A-, receptor (ADRA1A), transcript variant 2, 
mRNA 


NM_033302 


Homo sapiens adrenergic, alpha-1 A-, receptor (ADRA1A), transcript variant 3 
mRNA 


NM 033279 


Homo sapiens ring finger protein 22 (RNF22), transcript variant gamma, mRNA 


NM 033278 


Homo sapiens ring finger protein 22 (RNF22), transcript variant beta, mRNA 


NM 000737 


Homo sapiens chorionic gonadotropin, beta polypeptide (CGB), mRNA 


NM_033295 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant epsilon, mRNA, 


NM_033294 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant delta, mRNA 


NM_033293 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant gamma, mRNA 


NM_033292 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant alpha, mRNA 


NM_001223 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant beta, mRNA 


NM 006771 


Homo sapiens keratin, hair, acidic, 8 (KRTHA8), mRNA 


NM 002280 


Homo sapiens keratin, hair, acidic, 5 (KRTHA5), mRNA 


NM_000526 


Homo sapiens keratin 14 (epidermolysis bullosa simplex, Dowling-Meara 
Koebner) (KRT14), mRNA 


NM 033301 


Homo sapiens ribosomal protein L8 (RPL8), transcript variant 2, mRNA 


NM 000973 


Homo sapiens ribosomal protein L8 (RPL8), franscript variant 1, mRNA 


NM 000661 f 


Homo sapiens ribosomal protein L9 (RPL9), mRNA 


NM 007104 


Homo sapiens ribosomal protein LlOa (RPL10A), mRNA 


NM 033255 


Homo sapiens epithelial stromal interaction 1 (breast) (EPSTI1), mRNA 


NM_021196 


Homo sapiens sodium bicarbonate transporter 4 (NBC4), transcript variant a 
mRNA 


NM 032241 


Homo sapiens ribosomal protein L10 (RPL10), mRNA 


NM_030955 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 12 (ADAMTS12), mRNA 


NM 030765 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
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4 (B3GNT4), mRNA 


NM 014670 


Homo sapiens basic leucine-zipper protein BZAP45 (BZAP45), mRNA 


NM 013379 


Homo sapiens dipeptidylpeptidase 7 (DPP7), mRNA 


NM 006458 


Homo sapiens ring finger protein 22 (RNF22), transcript variant alpha, mRNA 


NM_006057 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 1, mRNA 


NMJ)00648 


Homo sapiens chemokine (C-C motif) receptor 2 (CCR2), transcript variant B, 
mRNA 


NM_000381 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 1, 
mRNA 


NM_002645 


Homo sapiens phosphoinositide-3-kinase, class 2, alpha polypeptide (PIK3C2A), 
mRNA 


NMJW2608 


Homo sapiens platelet-derived growth factor beta polypeptide (simian sarcoma 
viral (v-sis) oncogene homolog) (PDGFB), transcript variant 1, mRNA 


NM 001134 


Homo sapiens alpha- fetoprotein (AFP), mRNA 


NM_000680 


Homo sapiens adrenergic, alpha-1 A-, receptor (ADRA1A), transcript variant 1, 
mRNA 


NM 023929 


Homo sapiens zinc finger protein RJNZF (RINZF), mRNA 


NM 020353 


Homo sapiens phospholipid scramblase 4 (PLSCR4), mRNA 


NM 020359 


Homo sapiens phospholipid scramblase 2 (PLSCR2), mRNA 


NM 018494 


Homo sapiens leucine-rich and death domain containing (LRDD), mRNA 


NM 004998 


Homo sapiens myosin IE (MYOIE), mRNA 


NM_033226 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 12 
(ABCC12),mRNA 


NM_032105 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 2, mRNA 


NM_032104 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 4, mRNA 


NM_032103 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 3, mRNA 


NMJJ02481 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 1, mRNA 


NM 004689 


Homo sapiens metastasis associated 1 (MTA1), mRNA 


NM 006005 


Homo sapiens Wolfram syndrome 1 (wolframin) (WFS1), mRNA 


NMJH5722 


Homo sapiens calcyon; Dl dopamine receptor-interacting protein (CALCYON), 
mRNA 


NM 004184 


Homo sapiens tryptophanyl-tRNA synthetase (WARS), mRNA 


NMJH4228 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, L-proline), 
member 7 (SLC6A7), mRNA 


NM 005823 


Homo sapiens mesothelin (MSLN), transcript variant 1, mRNA 


NM 013404 


Homo sapiens mesothelin (MSLN). transcript variant 2, mRNA 


NM 012341 


Homo sapiens G protein-binding protein CRFG (CRFG), mRNA 


NMJ)02480 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12A 
(PPPlR12A),mRNA 


NM. 003868 


Homo sapiens fibroblast growth factor 16 (FGF16), mRNA 


Xr\yC OA7Q 

iNM vloy/y 


Homo sapiens protein kinase, lysine deficient 1 (PRKWNK1), mRNA 


NMJ)22127 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 
member 3 (SLC28A3), mRNA 


NMJ)05517 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17 
(HMG17),mRNA 


NM 022465 


Homo sapiens zinc finger protein, subfamily 1A, 4 (Eos) (ZNFN1A4), mRNA 


NM 005768 


Homo sapiens putative protein similar to nessy (Drosophila) (C3F), mRNA 
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NM 033199 


Homo sapiens stresscopin-related peptide (SRP), mRNA 


NM_032243 


Homo sapiens thioredoxin domain-containing 2 (spermatozoa) (TXNDC2), 
mRNA 


NM 031433 


Homo sapiens membrane-typ frizzled-related protein (MFRP), mRNA 


NM_022466 


Homo sapiens zinc finger protein, subfamily 1 A, 5 (Pegasus) (PEGASUS), 
mRNA 


NM_004320 


Homo sapiens ATPase, Ca++ transporting, cardiac muscle, fast twitch 1 
(ATP2A1), mRNA 


NM 021047 


Homo sapiens zinc finger protein 253 (ZNF253), mRNA 


NM 020152 


Homo sapiens chromosome 2 1 open reading frame 7 (C21orf7), mRNA 


NM 017447 


Homo sapiens chromosome 21 open reading frame 91 (C21orf91), mRNA 


NM 016154 


Homo sapiens RAB4B, member RAS oncogene family (RAB4B), mRNA 


NM 016308 


Homo sapiens UMP-CMP kinase (UMP-CMPK), mRNA 


NM 016066 


Homo sapiens glutaredoxin 2 (GLRX2), mRNA 


NM_0 16255 


Homo sapiens family with sequence similarity 8, member Al (FAM8A1), 
mRNA 


NM_014781 


Homo sapiens likely ortholog of mouse coiled coil forming protein 1 
(KIAA0203), mRNA 


\T\ AT f\ *t A A f f\ 

NM 014468 


Homo sapiens VENT-like homeobox 2 (VENTX2), mRNA 


NM 013383 


Homo sapiens transcription factor-like 4 (TCFL4), mRNA 


NM 012481 


Homo sapiens zinc finger protein, subfamily 1 A, 3 (Aiolos) (ZNFN1 A3), mRNA 


NM 012230 


Homo sapiens POM (POM121 rat homolog) and ZP3 fusion (POMZP3) mRNA 


NM 012199 


Homo sapiens eukaryotic translation initiation factor 2C, 1 (EIF2C1), mRNA 


NM 005849 


Homo sapiens immunoglobulin superfamily, member 6 (IGSF6), mRNA 


NM 005414 


Homo sapiens SKI-like (SKEL), mRNA 


NM_004245 


Homo sapiens transglutaminase 5 (TGM5), mRNA 


NM_020831 


Homo sapiens megakaryoblastic leukemia (translocation) 1 (MKL1), mRNA 


NM_015870 


Homo sapiens endogenous retrovirus H Dl leader region/integrase-derived 
ORF1, ORF2, and putative envelope protein (HSU88895), mRNA 


NMJ)33330 


Homo sapiens scavenger receptor cysteine-rich type 1 protein Ml 60 precursor 
(M160), mRNA 


NM 033326 


Homo sapiens Sox-6 (HSSOX6), mRNA 


NMJH7829 


Homo sapiens cat eye syndrome chromosome region, candidate 5 (CECR5) 
mRNA 


NM__033256 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 14A 
(PPPlR14A),mRNA 


NM 033213 


Homo sapiens hypothetical protein MGC12466 (MGC12466), mRNA 


NM_033070 


Homo sapiens cat eye syndrome chromosome region, candidate 5 (CECR5), 
mRNA 


NM 032752 


Homo sapiens hypothetical protein MGC15548 (MGC15548), mRNA 


NM 032686 


Homo sapiens hypothetical protem MGC13008 (MGC13008), mRNA 


jNM UJzi/1 


Homo sapiens hypothetical protem MGC15416 (MGC15416), mRNA 


NM UJzJoo 


Homo sapiens hypothetical protein MGC131 14 (MGC13 1 14), mRNA 


NM 032353 


Homo sapiens hypothetical protem MGC10540 (MGC10540), mRNA 


NM 032304 


Homo sapiens hypothetical protem MGC2605 (MGC2605), mRNA 


NM 032259 


nomo sapiens Hypothetical protem DKFZp434F054 (DKFZp434F054), mRNA 


NM 032240 


Homo sapiens hypothetical protem FLJ23519 (FLJ23519), mRNA 


NM 032153 


Homo sapiens zinc family member 4 protein HZIC4 (ZIC4) mRNA 


NM 015064 


Homo sapiens ELKS protein (ELKS), mRNA 


NMJ)31294 


Homo sapiens hypothetical protem DKFZp586Ml 120 (DKFZP586M1 120) 
mRNA 


NM 025213 


Homo sapiens spectrin, beta, non-erythrocytic 4 (SPTBN4), mRNA 
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NM 025267 


Homo sapiens hypothetical protein MGC2744 (MGC2744), mRNA 


NM 025051 


Homo sapiens hypothetical protein FU23022 (FLJ23022), mRNA 


NM 024974 


Homo sapiens hypothetical protein FIJI 1800 (FIJI 1800), mRNA 


NM 024934 


Homo sapiens hypothetical protein FU22659 (FLJ22659), mRNA 


NM 024805 


Homo sapiens hypothetical protein FLJ21 172 (FLJ21 172), mRNA 


NM 024804 


Homo sapiens hypothetical protein FIJI 2606 (FU12606), mRNA 


NM 024052 


Homo sapiens hypothetical protein MGC3048 (MGC3048), mRNA 


NM 024042 


Homo sapiens hypothetical protein MGC2601 (MGC2601), mRNA 


NMJ)20535 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 5 (KIR2DL5), mRNA 


NM_021939 


Homo sapiens hypothetical protein FIJ22041 similar to FK506 binding proteins 
(FLJ22041), mRNA 


NM 020664 


Homo sapiens 2,4-dienoyl CoA reductase 2, peroxisomal (DECR2), mRNA 


NM 018722 


Homo sapiens BWRT protein (HSA404617), mRNA 


NM 020394 


Homo sapiens zinc finger protein SBZF3 (LOC571 16), mRNA 


NM 019013 


Homo sapiens hypothetical protein (FLJ10156), mRNA 


NM 018629 


Homo sapiens hypothetical protein PR02533 (PR02533), mRNA 


NM 018568 


Homo sapiens hypothetical protein PRO0943 (PRO0943), mRNA 


NM 018050 


Homo sapiens hypothetical protein FU10298 (FU10298), mRNA 


NM 018019 


Homo sapiens hypothetical protein FLJ10193 (FLJ10193), mRNA 


NM_017609 


Homo sapiens hypothetical protein DKFZp434A1721 (DKFZp434A1721), 
mRNA 


NM 016332 


Homo sapiens selenoprotein X, 1 (SEPX1), mRNA 


NM 016360 


Homo sapiens clone HQ0477 PRO0477p (LOC51204), mRNA 


NM 016002 


Homo sapiens CGI-49 protein (LOC51097), mRNA 


NM_014913 


Homo sapiens KIAA0863 protein (KIAA0863), mRNA 


NMJM4700 


Homo sapiens KIAA0665 gene product (KIAA0665), mRNA 


NM 014680 


Homo sapiens KIAA0100 gene product (KIAA0100), mRNA 


NM 012248 


Homo sapiens selenophosphate synthetase 2 (SPS2), mRNA 


NM_007222 


Homo sapiens zinc-fingers and homeoboxes 1 (ZHX1), mRNA 


NM 006555 


Homo sapiens SNARE protein (YKT6), mRNA 


NM_006623 


Homo sapiens phosphoglycerate dehydrogenase (PHGDH), mRNA 


NM 006613 


Homo sapiens GRB2-related adaptor protein (GRAP), mRNA 


NM 006659 


Homo sapiens gamma-tubulin complex protein 2 (GCP2) mRNA 


NM 016441 


Homo sapiens cysteine-nch motor neuron 1 (CRIM1), mRNA 


NM_014787 


Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 6 (DNAJC6) 
mRNA h 


NM_004213 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter) 
member 1 (SLC28A1), mRNA 


NMJ)03141 


Homo sapiens Sjogren syndrome antigen Al (52kD, ribonucleoprotein 
autoantigen SS-A/Ro) fSSAl), mRNA 


NM_002607 


Homo sapiens platelet-derived growth factor alpha polypeptide (PDGFA), 
transcript variant 1, mRNA 


NM_033023 


Homo sapiens platelet-derived growth factor alpha polypeptide (PDGFA), 
transcript variant 2, mRNA 




Homo sapiens DiGeorge syndrome critical region gene 6 (DGCR6), mRNA 


NM_016083 


Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant 2 
mRNA 


NM 004053 


Homo sapiens bystin-like (BYSL), mRNA 


NG_000016 


Homo sapiens genomic protocadherin alpha cluster (PCDHA@) on chromosome 


NM 032935 


Homo sapiens metallothionein IV (MTIV), mRNA 
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NM 003695 


Homo sapiens lymphocyte antigen 6 complex, locus D (E48), mRNA 


NM 006787 


Homo sapiens melanoma antigen, family D, 2 (MAGED2), mRNA 


NM 016205 


Homo sapiens platelet derived growth factor C (PDGFC), mRNA 


NM 017913 


Homo sapiens Hsp90-associating relative of Cdc37 (HARC), mRNA 


NM 017701 


Homo sapiens Rho GTPase activating protein 8 (ARHGAP8), mRNA 


NM 015366 


Homo sapiens Rho GTPase activating protein 8 (ARHGAP8), mRNA 


NM 012269 


Homo sapiens hyaluronoglucosaminidase 4 (HYAL4), mRNA 


NM 006207 


Homo sapiens platelet-derived growth factor receptor-like (PDGFRL) mRNA 


NM 004986 


Homo sapiens kinectin 1 (kinesin receptor) (KTN1), mRNA 


NMJ)01840 


Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant 1 
mRNA 


NM 014417 


Homo sapiens Bcl-2 binding component 3 (BBC3), mRNA 


NM_033223 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, gamma 3 
(GABRG3), mRNA 


NM 005762 


Homo sapiens tripartite motif-containing 28 (TRIM28), mRNA 1 


NM^O 15906 


Homo sapiens tripartite motif-containing 33 (TRIM33), transcript variant alpha 
mRNA 


NM_033020 


Homo sapiens tripartite motif-containing 33 (TRIM33), transcript variant beta 
mRNA 


NM 032421 


Homo sapiens cytoplasmic linker 2 (CYLN2), transcript variant 2, mRNA 


NM 031416 


Homo sapiens chromosome 18 open reading frame 2 (C18or£2) mRNA 


NM 014412 


Homo sapiens Siah-interacting protein (SIP), mRNA 


NM 016212 


Homo sapiens TP53TG3 protein (TP53TG3), mRNA 


NM 016552 


Homo sapiens testis specific ankyrin-like protein 1 (LOC51281), mRNA 


NM 015369 


Homo sapiens TP53TG3 protein (TP53TG3), mRNA 


NM 033284 


Homo sapiens transducin beta-like 1 protein (TBL1Y), mRNA 


NMJ)31951 


Homo sapiens NYD-SP1 1 protein (NYD-SP1 1), mRNA 


NMJ)20414 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 24 (DDX24), 
mRNA 


NM 007268 


Homo sapiens Ig superfamily protein (Z39IG), mRNA 


NM 006707 


Homo sapiens butyrophilin-like 3 (BTNL3), mRNA 


NMJ)02491 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3 (12kD 
B12) (NDUFB3), mRNA 


NM_001386 


Homo sapiens dihydropyrimidinase-like 2 (DPYSL2), mRNA 1 


NMJ)00090 


Homo sapiens collagen, type HI, alpha 1 (Ehlers-Danlos syndrome type IV, 
autosomal dominant) (COL3A1), mRNA 


NMJ)33150 


Homo sapiens collagen, type n, alpha 1 (primary osteoarthritis, 
spondyloepiphyseal dysplasia, congenital) (COL2A1), transcript variant 2, 
mRNA 


NM_001844 


Homo sapiens collagen, type II, alpha 1 (primary osteoarthritis, 
spondyloepiphyseal dysplasia, congenital) (COL2A1), transcript variant L 
mRNA 


NM 025245 


* lviuw oapi^iio pic j-j-ucii icuitcmia transcnpnon iactor {r djsA) 9 rnKNA 


NM 004342 


Homo sapiens caldesmon 1 (CALD1), transcript variant 3, mRNA 


NM 033157 


Homo sapiens caldesmon 1 (CALD1), transcript variant 2, mRNA 




Homo sapiens caldesmon 1 (CALD 1 ), transcript variant 5, mRNA [ 


NM 033139 


Homo sapiens caldesmon 1 (CALD1), transcript variant 4, mRNA 


NM 033138 i 


Homo sapiens caldesmon 1 (CALD1), transcript variant 1, mRNA 


NM 032635 
NM_030912 


Homo sapiens seven transmembrane domain protein (NDFTE14), mRNA 


NMJM9849 


Homo sapiens ring finger protein 27 (RNF27), mRNA 

Homo sapiens solute earner family 7, (cationic amino acid transporter, y+ 

system) member 10 (SLC7A10), mRNA 
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NM 017844 


Homo sapiens testis specific ankyrin-like protein 1 (LOC51281), mRNA 


NM 014242 


Homo sapiens zinc finger protein 237 (ZNF237), mRNA 


NM 001715 


Homo sapiens B lymphoid tyrosine kinase (BLK), mRNA 


NM_033158 


Homo sapiens hyaluronoglucosaminidase 2 (HYAL2), transcript variant 2, 
mRNA 


NM_033159 


Homo sapiens hyaluronoglucosaminidase 1 (HYAL1), transcript variant 2 
mRNA 


NM_007312 


Homo sapiens hyaluronoglucosaminidase 1 (HYAL1), transcript variant 1, 
mRNA 


NM_006119 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant B, mRNA 


NM_033165 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant A, mRNA 


NM_033164 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant E, mRNA 


NM_033163 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant F, mRNA 


NM_002009 


Homo sapiens fibroblast growth factor 7 (keratinocyte growth factor) (FGF7) 
mRNA 


NM 021907 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 1, mRNA 


NM 033148 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 3, mRNA 


NM 033147 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 2, mRNA 


NM 015902 


Homo sapiens progestin induced protein (DD5), mRNA 


NM_000777 


Homo sapiens cytochrome P450, subfamily mA (niphedipine oxidase), 
polypeptide 5 (CYP3A5), mRNA 


NM_000764 


Homo sapiens cytochrome P450, subfamily IIA (phenobarbital-inducibie), 
polypeptide 7 (CYP2A7), transcript variant 1 , mRNA 


NM_030589 


Homo sapiens cytochrome P450, subfamily IIA (phenobarbital-inducibie), 
polypeptide 7 (CYP2A7), transcript variant 2, mRNA 


NM_000762 


Homo sapiens cytochrome P450, subfamily HA (phenobarbital-inducibie), 
polypeptide 6 (CYP2A6), mRNA 


NM 01 8957 


Homo sapiens SH3 -domain binding protein 1 (SH3BP1), mRNA 


NM_033258 


Homo sapiens G-protein gamma 8 subunit (GNG8), mRNA 


NM 033260 


Homo sapiens winged helix/forkhead transcription factor (HFH1), mRNA 


NM 018476 


Homo sapiens brain expressed, X-linked 1 (BEX1), mRNA 


NM_022154 


Homo sapiens up-regulated by BCG-CWS (LOC641 16), mRNA 


NM_003773 


Homo sapiens hyaluronoglucosaminidase 2 (HYAL2), transcript variant 1 
mRNA 


NM 032794 


Homo sapiens NG22 protein (NG22), mRNA 


NM_030768 


Homo sapiens integrin-linked kinase-associated serine/threonine phosphatase 2C 
(ILKAP), mRNA 


NM 025257 


Homo sapiens NG22 protein (NG22), mRNA 


NM 020996 


Homo sapiens fibroblast growth factor 6 (FGF6), mRNA 


NM 016543 


Homo sapiens sialic acid binding Ig-like lectin 7 (SIGLEC7), mRNA 


NM 016134 


Homo sapiens plasma glutamate carboxypeptidase (PGCP), mRNA 


NM 014385 


Homo sapiens sialic acid binding Ig-like lectin 7 (SIGLEC7), mRNA 


NMJH3287 


Homo sapiens phosphoprotein enriched in astrocytes 15 (PEA15), mRNA 


NM 006102 


Homo sapiens plasma glutamate carboxypeptidase (PGCP) mRNA 


NM 004112 


Homo sapiens fibroblast growth fector 1 1 (FGF1 1), mRNA 


NM 004465 


Homo sapiens fibroblast growth factor 10 (FGF10), mRNA 


NM_003811 


Homo sapiens tumor necrosis factor (Hgand) superfamily, member 9 (TNFSF9), 
mRNA 



361 



WO 03/074654 



PCT/US03/05028 



NM 003063 


Homo sapiens sarcolipin (SLN), mRNA 


NM 003768 


Homo sapiens phosphoprotein enriched in astrocytes 15 (PEA 15), mRNA 


NM 002010 


Homo sapiens fibroblast growth factor 9 (glia-activating factor) CFGF9), mRNA 


NM_033215 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3F 
(PPPlR3F),mRNA 


NMJB2741 


Homo sapiens l-acylglycerol-3-phosphate O-acyltransferase 1 (lysophosphatidic 
acid acyltransferase, alpha) (AGPAT1), mRNA 


NM 022152 


Homo sapiens PP1201 protein (PP1201), mRNA 


NM 033225 


Homo sapiens CUB and Sushi multiple domains 1 (CSMD1), mRNA 


NM_014505 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 4 (KCNMB4), mRNA 


NM 032559 


Homo sapiens kmesin protein (LOC84643), mRNA 


NM 015394 


Homo sapiens zinc finger protein 10 (KOX 1) (ZNF10), mRNA 


NM 003388 


Homo sapiens cytoplasmic linker 2 (CYLN2), transcript variant 1, mRNA 


NM 032736 


Homo sapiens torsin family 1, member B (torsin B) (TOR1B), mRNA 


NM 032689 


Homo sapiens hypothetical protein MGC 13 071 (MGC13071), mRNA 


NM 032227 


Homo sapiens hypothetical protein FU22679 (FLJ22679), mRNA 


NM 014506 


Homo sapiens torsin family 1, member B (torsin B) (TOR1B), mRNA 


NM 030900 


Homo sapiens cell cycle progression 2 protein (CPR2), mRNA 


NM 030758 


Homo sapiens oxysterol binding protein 2 (OSBP2), mRNA 


NM 017698 


Homo sapiens hypothetical protein FLJ22679 (FLJ22679), mRNA 


NM 018225 


Homo sapiens homolog of C. elegans smu-1 (SMU-1), mRNA 


NM 016285 


Homo sapiens Kruppel-like factor 12 (KLF12), mRNA 


NM 007249 


Homo sapiens Kruppel-like factor 12 (KLF12), mRNA 


NM 006464 


Homo sapiens trans-golgi network protein 2 (TGOLN2), mRNA ! 


NMJ)06411 


Homo sapiens l-acylglycerol-3-phosphate O-acyltransferase 1 (lysophosphatidic 
acid acyltransferase, alpha) (AGPAT1), mRNA 


NM 004749 


Homo sapiens cell cycle progression 2 protein (CPR2), mRNA 


NM_000285 


Homo sapiens peptidase D (PEPD), mRNA 


NM_001467 


Homo sapiens glucose-6-phosphatase, transport (glucose-6-phosphate) protein 1 
(G6PT1), mRNA P *P ;p ini 


NM 033198 


Homo sapiens phosphatidylmositol glycan, class S (PIGS), mRNA 


NMJ)02920 


Homo sapiens regulatory factor X, 4 (influences HLA class II expression) 
(RFX4), mRNA 


NM 018944 


Homo sapiens chromosome 21 open reading frame 45 (C21orf45), mRNA 


NM_033214 


Homo sapiens glycerol kinase pseudogene 2 (GKP2), mRNA 


NM 033089 


Homo sapiens hypothetical protein FLJ221 15 (FLJ221 15), mRNA 


NM_016015 [ 


Homo sapiens leucine carboxyl methyltransferase (LCMT), mRNA 


NM 033209 


Homo sapiens Thy-1 co-transcribed (LOC94105), mRNA 


NM_033093 


Homo sapiens tripartite motif-containing 5 (TRIMS), transcript variant delta, 
mRNA P ' 


NMJ)33092 


Homo sapiens tripartite motif-containing 5 (TRIM5), transcript variant gamma, 
mRNA 


NM_033091 


Homo sapiens tripartite motif-containing 4 (TRIM4), transcript variant beta 
mRNA 


NM_033017 


Homo sapiens tripartite motif-containing 4 (TRIM4), transcript variant alpha, 
mRNA 


NMJ)33034 


Homo sapiens tripartite motif-containing 5 (TRIM5), transcript variant alpha, 
mRNA 


NMJU5318 


Homo sapiens Rho-specific guanine nucleotide exchange factor pi 14 (PI 14- 
RHO-GEF), mRNA 


NM_007204 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 20, 1 03kD | 
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(DDX20), mRNA 


NM 032864 


Homo sapiens hypothetical protein FLJ14936 (FLJ14936), mRNA 


NM 032639 


Homo sapiens phosphoinositol 4-phosphate adaptor protein-2 fFAPP2). mRNA 


NM_032583 


Homo sapiens ATP-binding cassette, sub-family C (CFTRyMRP), member 1 1 
(ABCCll),mRNA 


NM 032284 


Homo sapiens hypothetical protein FU14936 (FU14936), mRNA 


NM 032182 


Homo sapiens hypothetical protein FLJ13614 (FU13614), mRNA 


NM 021727 


Homo sapiens fatty acid desaturase 3 (FADS3), mRNA 


NM_022726 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 
yeastMike 4 (ELOVL4), mRNA 


NM 015162 


Homo sapiens lipidosin (BG1), mRNA 


NM_021176 


Homo sapiens islet-specific glucose-6-phosphatase catalytic subunit-related 
protein (IGRP), mRNA 


NM_019094 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 4 
(NUDT4), mRNA 


NM_019091 


Homo sapiens pleckstrin homology domain-containing, family A 
(phosphoinositide binding specific) member 3 (PLEKHA3), mRNA 


NM 018293 


Homo sapiens hypothetical protein FLJ10997 (FIJI 0997), mRNA 


NM_0 15994 


Homo sapiens ATPase, H+ transporting lysosomal (vacuolar proton pump), 
member M (ATP6M), mRNA 


NM 015952 


Homo sapiens FIDO 13 protein (FIDO 13), mRNA 


NM 015899 


Homo sapiens putative glycolipid transfer protein (LOC5 1054), mRNA 


NM 016309 


Homo sapiens leucine carboxyl methyltransferase (LCMT), mRNA 


NM 013345 


Homo sapiens G protein-coupled receptor (G2A), mRNA 


NM 012228 


Homo sapiens pilin-like transcription factor (PILB), mRNA 


NM_006886 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, 
epsilon subunit (ATP5E), mRNA 


NM 002200 


Homo sapiens interferon regulatory factor 5 (IRF5), transcript variant 1, mRNA 


NM 032643 


Homo sapiens interferon regulatory factor 5 (IRF5), transcript variant 2, mRNA 


NM_004464 


Homo sapiens fibroblast growth factor 5 (FGF5), transcript variant 1, mRNA 


NM 033143 


Homo sapiens fibroblast growth factor 5 (FGF5), transcript variant 2, mRNA 


NM 020638 


Homo sapiens fibroblast growth factor 23 (FGF23), mRNA 


NM_000800 


Homo sapiens fibroblast growth factor 1 (acidic) (FGF1), transcript variant 1 
mRNA 


NM_033137 


Homo sapiens fibroblast growth factor 1 (acidic) (FGF1), transcript variant 3 
mRNA 


NM 032102 


Homo sapiens Splicing factor, arginine/serine-rich, 46kD (SRP46), mRNA 


NM_033136 


Homo sapiens fibroblast growth factor 1 (acidic) (FGF1), transcript variant 2, 
mRNA 


NM 002952 


Homo sapiens ribosomal protein S2 (RPS2), mRNA 


NM_033130 


Homo sapiens sialic acid binding Ig-like lectin 10 (SIGLEC10), mRNA 


NM 020665 


Homo sapiens kidney-specific membrane protein (NX- 17), mRNA 


NM_033180 


Homo sapiens olfactory receptor, family 5 1 , subfamily B, member 2 (OR5 1B2), 
mRNA 


NM_033179 


Homo sapiens olfectory receptor, family 5 1, subfamily B, member 4 (OR51B4), 
mRNA 


NM_033178 


Homo sapiens double homeobox, 4 (DUX4), mRNA 


NM 033049 


Homo sapiens mucin 13, epithelial transmembrane (MUC13), mRNA 


NM 021619 


Homo sapiens PR domain containing 12 (PRDM12), mRNA 


NM 020382 


Homo sapiens PR/SET domain containing protein 07 (SET07), mRNA 


NM 007365 


Homo sapiens peptidyl arginine deiminase, type II (PDI2), mRNA 


NM 015894 


Homo sapiens stathmin-like 3 (STMN3), mRNA 
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NM_032491 

"NFTV/f ft^A^I 
lNivi vzq-jj i 

NM 021830 


Homo sapiens regulatory factor X, 4 (influences HLA class H expression) 
(RFX4), rnRNA J 

Homo sapiens hypothetical protem FLJ21432 (FU21432), mRNA 


NM 017972 
NMJ>20398 

XJA/T mn&m 
INJVl VZVOJ 1 

NM 019113 


Homo sapiens chromosome 10 open reading frame 2 (C10orf2), mRNA 
Homo sapiens hypothetical protem FLJ20689 (FLJ20689), mRNA 
Homo sapiens serine protease inhibitor-like, with Kunitz and WAP domains 1 
(eppin) (SPINLWIXmRNA 

Homo sapiens fibroblast growth factor 22 (FGF22), mRNA 
Homo sapiens fibroblast growth factor 21 (FGF21), mRNA 


NM 017926 

XTfc Jf f\1 £. A A A 

NM 016444 
NM_015966 

NM 015919 


Homo sapiens hypothetical protem FU20689 (FU20689), mRNA 
Homo sapiens zinc finger protein 226 (ZNF226), mRNA 
Homo sapiens serologically defined breast cancer antigen 84 (SDBCAG84) 
mRNA ~ 

Homo sapiens zinc finger protein 226 (ZNF226), mRNA 


NM 015474 
NM_007096 


Homo sapiens SAM domain and HD domain, 1 (SAMHD1), mRNA 

Homo saoiens clathrin liaht nnlvnf»ntir1*» n r»o\ (r^i ta\ : *. . , 

^H^ua viauuui, ugni poiypeptiae {ixaj (OLl A), trans cnpt variant brain- 
specific, mRNA 


NMJW2007 


Homo sapiens fibroblast growth factor 4 (heparin secretory transforming protein 
1 , Kaposi sarcoma oncogene) (FGF4), mRNA 


NMJ)01833 

NM 022143 
iNivi \j\jjLyL 


Homo sapiens clathrin, light polypeptide (Lea) (CLTA), transcript variant 
nonbrain, mRNA 

Homo sapiens NAG 14 protein (NAG14), mRNA 


NM 001371 
NM_0 12276 

NM 012092 

JNJVL U / 

NM 024017 


Homo sapiens G protein-coupled receptor 18 (GPR18) mRNA 

Homo sapiens dynein, axonemal, heavy polypeptide 8 (DNAH8), mRNA 

Homo sapiens leukocyte rmmunoglobulin-like receptor, subfamily A (without 

TM domain), member 4 (ILT7), mRNA 

Homo sapiens inducible T-cell co-stimulator (ICOS), mRNA 

Homo sapiens fibnllin3 (KIAA1776), mRNA 

Homo sapiens homeo box B9 (HOXB9), mRNA 


NM 019558 
NM 032379 
NM 024690 

\n r /\ i Of f O 

NM_0 18558 


Homo sapiens homeo box D8 (HOXD8> mRNA 

Homo sapiens synaptotagmin-hke 2 (SYTL2), transcript variant b, mRNA 
Homo sapiens mucin 16 (MUC16), mRNA 

Homo sapiens gamma-aminobutyric acid (GABA) receptor, theta (GABRQ), 
mR^J.A 


NM_0 14452 
NM 006242 


Homo sapiens tumor necrosis factor receptor superfamily, member 2 1 
(TNFRSF21), mRNA 


NM_006545 


Homo sapiens protem phosphatase 1, regulatory subunit 3D (PPP1R3D) mRNA 
Homo sapiens homologous to yeast nitrogen permease (candidate tumor 
suppressor) (NPR2L), mRNA 


"V TX JT AAT1 AO 

NM_005398 


Homo sapiens protem phosphatase 1, regulatory (inhibitor) subunit 3C 
(PPPlR3C\mRNA 


NM_006645 

NM 032800 
NM 004265 
NM 013402 


Homosapiens serologically defined colon cancer antigen 28 (SDCCAG28), 

Homo sapiens hypothetical protein FLJ14525 (FU14525) mRNA 
Homo sapiens fatty acid desaturase 2 (FADS2), mRNA 

Homo sapiens fattv acid Hp<iafiira<:p 1 A T^QH XT a 


NM 031428 
NM 025243 
NM 024411 
NMJW7368 

NM 003912 


Homo sapiens hypothetical protein FU14525 (FLJ14525), mRNA 

Homo sapiens solute carrier family 19, member 3 (SLC19A3) mRNA 

Homo sapiens prodvnorphin (PDYN), mRNA 

Homo sapiens RAS p21 protein activator (GTPase activating protein) 3 

(Ins(l,3 A5)P4-binding protein) (GAP1IP4BP), mRNA 

Homo sapiens myotubulann related protein 2 (MTMR2) mRNA 
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NM 015984 


Homo sapiens ubiquitin C-terminal hydrolase UCH37 (UCH37), mRNA 


NM 016109 


Homo sapiens angiopoietin-like 4 (ANGPTL4), mRNA 


NM 016156 


Homo sapiens myotubularin related protein 2 (MTMR2), mRNA - 


NMJ)06667 


Homo sapiens progesterone receptor membrane component 1 (PGRMC1), 
mRNA 


NM 006312 


Homo sapiens nuclear receptor co-repressor 2 (NCOR2), mRNA 


NMJ)06320 


Homo sapiens progesterone receptor membrane component 2 (PGRMC2), 
mRNA 


NM 000441 


Homo sapiens solute carrier family 26, member 4 (SLC26A4), mRNA 


NMJB2995 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 4 (ARHGEF4), 
transcript variant 2, mRNA 


NM_015320 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 4 (ARHGEF4), 
transcript variant 1, mRNA 


NM 014448 


Homo sapiens Rho guanine exchange factor (GEF) 16 (ARHGEF16) mRNA 


NM_005435 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 5 (ARHGEF5) 
mRNA 


NM_004723 


Homo sapiens rho/rac guanine nucleotide exchange factor (GEF) 2 (ARHGEF2) 
mRNA 


NM_004706 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 1 (ARHGEF1) 
mRNA 


NM 001031 


Homo sapiens ribosomal protein S28 (RPS28), mRNA 


NM 001030 


Homo sapiens ribosomal protein S27 (metallopanstimulin 1) (RPS27), mRNA 


NM 001029 


Homo sapiens ribosomal protein S26 (RPS26), mRNA 


NM 002913 


Homo sapiens replication factor C (activator 1) 1 (145kD) (RFC1), mRNA 


NMJ305685 


Homo sapiens GTF2I repeat domain-containing 1 (GTF2IRD1), transcript 
variant 2, mRNA 


NM 005117 


Homo sapiens fibroblast growth factor 19 (FGF19), mRNA 1 


NM 001363 


Homo sapiens dyskeratosis congenita 1, dyskerin (DKC1), mRNA 


NMJ)05765 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
membrane sector associated protein M8-9 (APT6M8-9), mRNA 


NM 001848 


Homo sapiens collagen, type VI, alpha 1 (COL6A1), mRNA 


NM 004932 


Homo sapiens cadherin 6, type 2, K-cadherin f fetal kidnev^ (CDH6^ mRNA 


NM_005673 


Homo sapiens solute carrier family 25 (mitochondrial carrier, Graves disease 
autoantigen), member 16 (SLC25A16), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 032943 


Homo sapiens synaptotagmin-like 2 (SYTL2), transcript variant a, mRNA 


NM 006932 


Homo sapiens smoothelin (SMTN). mRNA 


NM_000411 


Homo sapiens holocarboxylase synthetase (biotin-[proprionyl-Coenzyme A- 
carboxylase (ATP-hydrolvsing)l ligase) (HLCS), mRNA 


NMJ)30777 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 10 
(SLC2A10),mRNA 


NM 022897 


Homo sapiens RAN binding protein 17 (RANBP17), mRNA 


NM 015339 


Homo sapiens activity-dependent neuroprotector (ADNP), mRNA 


NM 015024 


Homo sapiens RAN binding protein 16 (RANBP16), mRNA 


NM_022046 


Homo sapiens kallikrein 14 (KLK14), mRNA 


NM_020041 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 9 
(SLC2A9), mRNA 


NM 019851 


Homo sapiens fibroblast growth factor 20 (FGF20), mRNA ' 


NM_0 19555 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 3 (ARHGEF3), 
mRNA 


NM 016277 


Homo sapiens RAB23, member RAS oncogene fomily (RAB23), mRNA 


NM 014629 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 10 (ARHGEF10), 
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NM 006989 
NM 006568 
NM 004841 
NM 004115 


mRNA 

Homo sapiens Ca2+-promoted Ras inactivator (CAPRI), mRNA 

Homo sapiens ceU growth regulatory with ring finger domain (CGR19) mRNA 

Homo sapiens RAS protein activator like 2 (RASAL2), mRNA 


NM 003244 
NM_007285 

NM 006047 
NM 032588 


Homo sapiens fibroblast growth fector 14 (FGF14), mRNA 

Homo sapiens TGFB-induced factor (TALE family homeobox) (TGIF) mRNA 

^^o^sapiens GABA(A) receptor-associated protein-like 2 (GABARAPL2), 

Homo sapiens RNA binding motif protein 12 (RBM12), mRNA 


NM 030766 
NM_022788 

NM 015641 
NM 018144 


Homo sapiens ring finger protein 28 (RNF28), mRNA 

Homo sapiens apoptosis regulator BCL-G (BCLG), mRNA 

Homo sapiens Purinergic receptor P2Y, G protein-coupled, 12 (P2RY12) 

mRNA 

Homo sapiens testis derived transcript (3 LIM domains) (TES) mRNA 


NM 032015 
NM_014713 

NM 020415 
NM 020358 


Homo sapiens Sec61 alpha form 2 (FU10578), mRNA 
Homo sapiens nng finger protein 26 (RNF26), mRNA 

Homo sapiens lysosomal-associated protein transmembrane 4 alpha 1 
(LAPTM4A), mRNA F 
Homo sapiens found in inflammatory zone 3 (FIZZ3), mRNA 


NM 005882 
NM_0 16523 

NM 014141 
NM 006862 
NM 006779 


Homo sapiens ring finger protein 1 8 (RNF18), mRNA 

Homo sapiens macrophage erythroblast attacher (MAEA), mRNA 

Homo sapiens killer cell lectin-hke receptor subfamily F, member 1 (KLRF1) 

mRNA 

Homo sapiens contactin associated protein-like 2 fCNTNAP2) mRNA 
Homo sapiens tudor and KH domain-containing protein (TDRKH) mRNA 


NM 00629? 
NM_006449 
NM_002558 

NM 006712 
NM 0^01 S 

UJJU1J 

NM 025096 


Homo sapiens Cdc42 effector protein 2 (CEP2), mRNA 

Homo sapiens tumor susceptibility gene 101 (TSG101) mRNA 1 
Homo sapiens Cdc42 effector protein 3 (CEP3), mRNA 
Homo sapiens punnergic receptor P2X, ligand-gated ion channel, 1 (P2RX1) 
mRNA " 

Homo sapiens FAST kinase (FASTK), transcript variant 1, mRNA 
Homo sapiens FAST kinase (FASTK), transcript variant 2, mRNA 
Homo sapiens FAST kinase (FASTK). transcript variant 3, mRNA 


NM 003770 
NM_021013 
NMJ)04068 


Homo sapiens transcriptional intermediary factor 1 (TIF1) mRNA 

Homo sapiens keratin, hair, acidic, 7 (KRTHA7), mRNA 

Homo sapiens keratin, hair, acidic, 4 (KRTHA4), mRNA 

Homo sapiens adaptor-related protein complex 2, mu 1 subunit (AP2M1) 

mRNA * '* 


NM_006803 


Homo sapiens adaptor-related protein complex 3, mu 2 subunit (AP3M2) 
mRNA 


NM_005498 

NM 032981 
NM 032980 
NM 032979 
NM 032978 
NM 032975 
NM 001392 
NM 001391 
NM 001390 
NM 001026 
NMJ)33022 


Homo sapiens adaptor-related protein complex 1, mu 2 subunit (AP1M2) 
mRNA 

Homo sapiens dystrobrevin, alpha (DTNA), transcript variant zeta, mRNA 
Homo sapiens dystrobrevin, alpha (DTNA). transcript variant epsilon, mRNA 
Uom ° sapiens dystrobrevin, alpha (DTNA). transcript variant gamma, mRNA 
Homo sapiens dystrobrevin, alpha (DTNM tranonrint vanW iw* tt,dxta 
Homo sapiens dystrobrevin, alpha (DTNA). transcript variant alpha, mRNA 
Homo sapiens dystrobrevin, alpha (DTNAV transcript variant DTN3. mRNA 
Homo sapiens dystrobrevin, alpha fDTNAV transcript variant DTN2, mRNA 
Homo sapiens dystrobrevin, alpha (DTNA). transcript variant DTN1, mRNA 
Homo sapiens nbosomal protein S24 (RPS24), transcript variant 2, mRNA 
Homo sapiens nbosomal protein S24 (RPS24). transcript variant 1, mRNA 
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NMJ)24416 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variant 2, mRNA 


NM_033014 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variant 1, mRNA 


NM_014057 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variant 3, mRNA 


NM 016152 


Homo sapiens retinoic acid receptor, beta (RARB), transcript variant 2, mRNA 


NM 000965 


Homo sapiens retinoic acid receptor, beta (RARB), transcript variant 1 mRNA 


NM_032977 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 
transcript variant D, mRNA 


NM_032976 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 
transcript variant C, mRNA 


NM_032974 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 
transcript variant B, mRNA 


NM_001230 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 
transcript variant A, mRNA 


NM_032992 


Homo sapiens caspase 6, apoptosis-related cysteine protease (CASP6), transcript 
variant beta, mRNA 


NM_001226 


Homo sapiens caspase 6, apoptosis-related cysteine protease (CASP6), transcript 
variant alpha, mRNA 


NM 033133 


Homo sapiens 2 , ,3 , -cyclic nucleotide 3' phosphodiesterase (CNP), mRNA 


NM 033125 


Homo sapiens organic cation transporter OKB 1 (OKB 1), mRNA 


NMJ)20349 


Homo sapiens ankynn repeat domain 2 (stretch responsive muscle) (ANKRD2) 
mRNA 


NM 000540 


Homo sapiens ryanodine receptor 1 (skeletal) (RYR1), mRNA 


NM 016930 


Homo sapiens syntaxin 1 8 (STX1 8), mRNA 


NM 014808 


Homo sapiens KIAA0793 gene product (KIAA0793), mRNA 


NM_005428 


Homo sapiens vav 1 oncogene (VAV1), mRNA 


NM 005747 


Homo sapiens elastase 3 A, pancreatic (protease E) (ELA3A), mRNA 


NM 000922 


Homo sapiens phosphodiesterase 3B, cGMP-inhibited (PDE3B), mRNA 


NM 033069 


Homo sapiens ADG-90 protein (ADG-90), mRNA 


NM 033085 


Homo sapiens fetal and adult testis expressed transcript protein (FATE), mRNA 


NM 015001 


Homo sapiens SMART/HDAC1 associated repressor protein (SHARP) mRNA 


NMJB2984 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 4 
mRNA 


NM_032983 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 3, 
mRNA 


NMJ)32982 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 1, 
mRNA 


NM_032957 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant 1, mRNA 


NM_032945 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant M68C, mRNA 


NMJ)01224 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 2, 
mRNA 


NMJH5647 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant 3, mRNA 


NM 033012 


Homo sapiens tumor necrosis factor fligand) superfamily, member 1 1 
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(TNFSF1 1), transcript variant 2, mRNA 


NM 003701 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 1 1 
(TNFSF1 1), transcript variant 1, mRNA 


NMJJ05409 


Homo sapiens small inducibl cytokine subfamily B (Cys-X-Cys), member 11 
(SCYB11), mRNA 


NM_005035 


Homo sapiens polymerase (RNA) mitochondrial (DNA directed) (POLRMT), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_00698O 


Homo sapiens transcription termination factor, mitochondrial (MTERF), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 001305 


Homo sapiens claudin 4 (CLDN4), mRNA 


NM_032996 


Homo sapiens caspase 9, apoptosis-related cysteine protease (CASP9), transcript 
variant beta, mRNA 


NM_001229 


Homo sapiens caspase 9, apoptosis-related cysteine protease (CASP9), transcript 
variant alpha, mRNA 


NM_004346 


Homo sapiens caspase 3, apoptosis-related cysteine protease (CASP3), transcript 
variant alpha, mRNA 


NM_032991 


Homo sapiens caspase 3, apoptosis-related cysteine protease (CASP3), transcript 
variant beta, mRNA 


NM_O33057 


Homo sapiens olfactory receptor, family 2, subfamily B, member 2 (OR2B2), 
mRNA 


NM 033051 


Homo sapiens thymic stromal co-transporter (TSCOT), mRNA i 


NM 033048 


Homo sapiens CPX chromosome region, candidate 1 (CPXCR1), mRNA 


NM_033007 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant E, mRNA 


NM_033006 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant D, mRNA 


NM_033005 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant C, mRNA 


NMJ)33004 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant A, mRNA 


NM_014922 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant B, mRNA 


NM 000088 


Homo sapiens collagen, type I, alpha 1 (COL1 Al), mRNA 


NM 019105 


Homo sapiens tenascin XB (TNXB), transcript variant XB, mRNA 


NM 033036 


Homo sapiens beta-galactose-3-O-sulfotransferase 3 (GAL3ST2), mRNA 


NM_033029 


Homo sapiens leishmanolysin-like (metallopeptidase M8 family) (LMLN), 
mRNA 


NM 033028 


Homo sapiens Bardet-Biedl syndrome 4 (BBS4), mRNA 


XTA AT A/^ 1 OAT 

NM 021807 


Homo sapiens secretory protein SEC8 (SEC8), mRNA 


NM 020137 


Homo sapiens GRIP-associated protein 1 (GRASP1), mRNA 


NMJ)15133 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 3 
(MAPK8IP3), mRNA 


NM 014006 


Homo sapiens PI-3-kinase-related kinase SMG-1 (SMG1), mRNA 


NM Uzlyl4 


Homo sapiens cofilm 2 (muscle) (CFL2), mRNA 


NM 032520 


Homo sapiens hypothetical protein CAB56184 (CAB56184), mRNA 


NM 032923 


Axviuu ^piwo lrypuuicucai protein MvjOIOUZj (MAjCIoUZj), mKNA 


NM 032917 


Homo sapiens hypothetical protein MGC2848 (MGC2848), mRNA 


NM 032868 


Homo sapiens hypothetical protein FLJ14981 (FLJ14981), mRNA 


NM 032862 


Homo sapiens hypothetical protein FU14926 (FLT14926), mRNA 


NM 032801 


Homo sapiens hypothetical protein FLJ14529 (FLT14529), mRNA 


NM 032753 


Homo sapiens hypothetical protein MGC15631 (MGC15631), mRNA 


NM 032737 


Homo sapiens hypothetical protein MGC2721 (MGC2721), mRNA 
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NM 032668 


Homo sapiens hypothetical protein MGC4771 (MGC4771), mRNA 


NM 032503 


Homo sapiens G protein-coupled receptor sit (SLT), mRNA 


NM 032377 


Homo sapiens hypothetical protein MGC4549 (MGC4549), mRNA 


NM 032326 


Homo sapiens hypothetical protein MGC461 8 (MGC461 8), mRNA 


NM 032306 


Homo sapiens hypothetical protein MGC10974 (MGC10974), mRNA 


NM 032281 


Homo sapiens hypothetical protein DKFZp547J036 (DKFZp547J036), mRNA 


NMJH5650 


Homo sapiens microtubule-interacting protein that associates with TRAF3 (MIP- 
T3), mRNA 


NM 031487 


Homo sapiens hypothetical protein MGC4604 (MGC4604), mRNA 


NM 031470 


Homo sapiens junctional adhesion molecule 3 (JAM3), mRNA 


NM 031304 


Homo sapiens hypothetical protein MGC4293 (MGC4293), mRNA 


NM 031213 


Homo sapiens hypothetical protein MGC:5244, (MGC:5244), mRNA 


NM 031208 


Homo sapiens hypothetical protein DKFZp566J2046 (DKFZP566J2046), mRNA 


NM 030924 


Homo sapiens hypothetical protein PRTD-NY3 (PRTD-NY3), mRNA 


NM 030824 


Homo sapiens hypothetical protein FLJ14356 (FU14356), mRNA 


NM__030631 


Homo sapiens solute carrier family 25 (mitochondrial oxodicarboxylate carrier), 
member 2 1 (SLC25A21 ), mRNA 


NM 024571 


Homo sapiens hypothetical protein FLJ22940 (FLJ22940), mRNA 


NM 025015 


Homo sapiens KIAA0417 gene product (KIAA0417), mRNA 


NM 024103 


Homo sapiens hypothetical protein MGC2615 (MGC2615), mRNA 


NM 030578 


Homo sapiens hypothetical protein MGC4093 (MGC4093), mRNA 


NM 014015 


Homo sapiens MYLE protein (MYLE), mRNA 


NM 025094 


Homo sapiens hypothetical protein FLJ22184 (FLJ22184), mRNA 


NM 025078 


Homo sapiens hypothetical protein FLJ22378 (FU22378), mRNA 


NM 025061 


Homo sapiens hypothetical protein FLJ23420 (FU23420), mRNA 


NM 024967 


Homo sapiens hypothetical protein FIJI 1637 (FIJI 1637), mRNA 


\ ri at j n a a 

NM 024898 


Homo sapiens hypothetical protein FLJ22757 (FLI22757), mRNA 


NM 024877 


Homo sapiens hypothetical protein FLJ13265 (FLJ13265), mRNA 


NM 024726 


Homo sapiens hypothetical protein FU22527 (FU22527), mRNA 


NM 024719 


Homo sapiens hypothetical protein FU22474 (FU22474), mRNA 


NM 024600 


Homo sapiens hypothetical protein FLJ20898 (FU20898), mRNA 


NM 024508 


Homo sapiens hypothetical protein MGC10796 (MGC10796), mRNA 


NM 024341 


Homo sapiens hypothetical protein MGC4054 (MGC4054), mRNA 


NM 024064 1 


Homo sapiens hypothetical protein MGC5363 (MGC5363), mRNA 


*x T\ at r\f% a\ r\ a r\. 

NM 024029 


Homo sapiens hypothetical protein MGC3262 (MGC3262), mRNA 


NM 023078 


Homo sapiens hypothetical protein FU13852 (FLJ13852), mRNA 


NM 023076 


Homo sapiens hypothetical protein FU23360 (FU23360), mRNA 


NM 022842 


Homo sapiens hypothetical protein FU22969 (FLJ22969), mRNA 


NM 022737 


Homo sapiens hypothetical protein FU13055 (FLJ13055), mRNA 


NM_022459 


Homo sapiens hypothetical protein FU13046 similar to exportin 4: KIAA1721 
pr(FU13046),mRNA 


NMJ)22437 


Homo sapiens ATP-bmdmg cassette, sub-family G (WHITE), member 8 (sterolin 
2)(ABCG8),mRNA 


NM 022135 


Homo sapiens popeye protein 2 (POP2), mRNA 


NM_022066 


Homo sapiens likely ortholog of mouse ubiquitin-conjugating enzyme E2-230K 


NM 015480 


Homo sapiens nectin 3 (DKFZP566B0846), mRNA 


NM 004240 


Homo sapiens thyroid hormone receptor interactor 10 (TRIP10), mRNA 


NM 003589 


Homo sapiens cullin 4A (CUL4A), mRNA 


NM 021731 


Homo sapiens hypothetical protein PP3501 (PP3501) mRNA 


NM 020129 


Homo sapiens placental protem 13-like protein (LOC56891), mRNA 


NM 020196 


Homo sapiens HCNP protem; XPA-bmding protein 2 (HCNP), mRNA 
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NM 020224 


Homo sapiens hypothetical protein DKFZp5470146 (DKFZp5470146), mRNA 


mm nion/^i 

1N1V1 V I j U04 


Homo sapiens hypothetical protein (FLJ10832), mRNA 


MM 010017 


Homo sapiens phosphoinositol 3-phosphate-binding protein-2 (PEPP2) mRNA 


MM 01R/tt^ 


Homo sapiens hypothetical protein PRO2900 (PRO2900), mRNA 


NM 01R£R7 


Homo sapiens hepatocellular carcinoma-associated gene TD26 (LOC55908), 
mRNA 


MM 018441 
rilVl_lr 1 044 I 


Homo sapiens peroxisomal trans 2-enoyl CoA reductase; putative short chain 
aiconoi aenydrogenase (HSA25G303), mRNA 


MM 01 


Homo sapiens hypothetical protein HES6 (HES6), mRNA 


MM 0 170£7 


Homo sapiens hypothetical protein FU20850 (FTJ20850), mRNA 


MM 01701/1 


Homo sapiens hypothetical protein FU20640 (FLJ20640), mRNA 


MM 01700^ 


Homo sapiens hypothetical protein FLJ20623 (FU20623), mRNA 


MM ft 17777 
lNXVl Mil 1 LL 


Homo sapiens hypothetical protein FU20244 (FLJ20244), mRNA 


MM 017££R 


Homo sapiens LIS 1 -interacting protein NUDE1, rat homolog (NUDE1), mRNA 


MM 017616 


Homo sapiens hypothetical protein FU20004 (FLJ20004), mRNA 


MM OIRIK^ 


Homo sapiens hypothetical protein FU10704 (FLJ10704), mRNA 


NM 018074 


Homo sapiens hypothetical protein FLJ10374 (FLJ10374) mRNA 


MM 01R0O 


Homo sapiens homolog of rat orphan transporter v7-3 (TSTTTO), mRNA 


MM 0180/10 
1NIV1 u 1 0U4 J 


Homo sapiens hypothetical protein FIJI 0297 (FIJI 0297); mRNA 


NM 018028 


Homo sapiens hypothetical protein FLJ10211 (FU1021 1), mRNA 


MM oisono 


Homo sapiens hypothetical protein FLJ101 16 (FLJ101 16), mRNA 


NM 016510 


Homo sapiens putative selenocysteine lyase (SCLY), mRNA 1 


INIVI^U 10434 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant 2, mRNA 


iNivi uiozsy 


Homo sapiens M025 protein (LOC51719), mRNA 


!NiVl_U 1 OZ04 


Homo sapiens GIOT-2 for gonadotropin inducible transcription repressor-2 
(GIOT-2),mRNA 


MA/f 0 1 6 1 A Q 
XN1YI_U 1 0 141/ 


Homo sapiens protein inhibitor of activated STAT protein PIASy (PIASY), 
mRNA 


MTV/f m^CO*7 

i\ivi_uiDoy / 


Homo sapiens protein inhibitor of activated STAT protein PIASy (PIASY), 
mRNA 


MM 016^81 
INivl VIOJOl 


Homo sap 


lens ECSIT (LOC51295), mRNA 


MM 01 6470 

1M1VX Vl04/y 


Homo sap 


lens hypothetical protein (LOC5 1246), mRNA 


MM 01 647 A 


Homo sap 


lens hypothetical protein (LOC51244), mRNA 


MM 016004 


Homo sap 


lens HSPC042 protein (LOC51 122), mRNA 


NM 01SQ47 


Homo sap 


lens CGI- 12 protein (LOC5 1001), mRNA 


NM 016475 


Homo sap 


lens hypothetical protein (HSPC213), mRNA 


MM 016457 


Homo sap 


iens protein kinase D2 (PKD2), mRNA 


NM 0161 1 1 


Homo sap 


lens KIAA0683 gene product (KIAA0683), mRNA 


NM 01404Q 


Homo sap 


iens NPD002 protein (NPD002), mRNA 


NM 014963 


Homo sap 


iens KIAA0963 protein (KIAA0963), mRNA 


NM 015S71 


Homo sap 


iens SUMO-l-specific protease (SUSP1), mRNA 


NM 01478Q 1 


Homo sap 1 


iens KIAA0628 gene product (KIAA0628), mRNA 


MM 014714 


Homo sapi 


ens KIAA0590 gene product (KIAA0590), mRNA 


NM 014758 


Homo sap: 


iens KIAA0254 gene product (KIAA0254), mRNA 


NM 014065 


Homo sapi 


ens HT001 protein (HT001), mRNA 


NM 014170 


Homo sapi 


ens HSPC135 protein (HSPC135), mRNA 


NM 015462 


Homo sapi 


ens DKFZP586L0724 protein (DKFZP586L0724), mRNA 


NM 015642 


Homo sapi 


ens zinc finder protein 288 (ZNF288), mRNA 


NM 015493 


Homo sapi 


ens DKFZP434N161 protein (DKFZP434N161), mRNA 


NM 014446 


Homo sapi 


ens muscle-specific beta 1 integrin binding protein (MIBP), mRNA 


NM 013314 


Homo sapi 


ens B-cell linker (BLNK\ mRNA 
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1 NM 007086 
NM 006701 
NM_006300 
NM 006477 


1 Homo sapiens AND-1 protein (AND-1), mRNA 

1 Homo sapiens similar to S. pombe diml+ (DIM1), mRNA 

1 Homo sapiens zinc finger protein 230 (ZNF230), mRNA 


NM 006087 
NM 006056 
NM 005815 
NM_005817 

NM 005801 


1 Homo sapiens RAS-related on chromosome 22 (RRP22) mRNA 
1 Homo sapiens tubulin, beta, 5 (TUBB5), mRNA 
1 Homo sapiens G protein-coupled receptor 66 (GPR66), mRNA 
1 Homo sapiens Kruppel-type zinc finger (C2H2) fZKl), mRNA 
1 Homo sapiens cargo selection protem (mannose 6 phosphate receptor bindine 
protein) (TIP47), mRNA 8 


NM_005837 
NM 005776 


noino sapiens putative translation initiation factor (SUI1) mRNA 
1 J^^ sa P iens P0P7 (processing of precursor, S. cerevisiae) homolog (RPP20), 

1 Homo sapiens comichon-like (CNTL), mRNA 


NM_004970 
NM 004945 


1 Homo sapiens insulin-like growth factor binding protein, acid labile subunit 
(IGFALS), mRNA rate summit 

1 Homo sapiens dynamin 2 (DNM2), mRNA 


NM 004283 
NMJ)04548 

NM 004124 
NM 004877 


1 Homo sapiens RAB3D, member RAS oncogene family (RAB3D), mRNA 
numu sapiens iN/vun aenyarogenase (ubiquinone) 1 beta subcomolex 10 
(22kD,PDSW)(NDUFB10).mRNA ' 
xiuuiu bdpicns gna maturation factor, beta (GMFB) mRNA 


NM 004907 
NM_004044 


I Homo sapiens gha maturation factor, gamma fGMFG), mRNA 
Homo sapiens immediate early protein (ETR101), mRNA 
1 Homo sapiens 5-aminoimidazole-4-carboxamide ribonucleotide 
I formyltransferase/IMP cyclohydrolase (ATIC), mRNA 


NM_004315 


Homo sapiens N-acylsphingosine amidohydrolase (acid ceramidase) (ASAH) 
mRNA y ' 


NMJ)04846 

NM 003765 
NM_003110 i 


jiuiuo s>dpiens euicaryotic translation initiation factor 4E-like 3 (EIF4FT TV 
mRNA V h 

nomo sapiens syntaxm 1U (61X10), mRNA 

Homo sapiens Sp2 transcription factor (SP2), mRNA 


NM 003113 1 
NM_000543 


Homo sapiens nuclear antigen SplOO (SP100), mRNA 

Homo sapiens sphingomyelin phosphodiesterase 1, acid lysosomal (acid 

sphingomyelinase) (SMPD1), mRNA 


NMJ)03072 


Homo sapiens SWI/SNF related, matrix associated, aetin Hrnpnrlpnt rpmiiow ^ 
* — ujuuiA (wovwaiwU) ai/Liii ucpcnociii regulator ot 

chromatin, subfamily a, member 4 (SMARCA4), mRNA 


NMJ)02807 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase 1 
(PSMD1), mRNA ' 


NM 002704 

I * . WwA* / V^T 1 

NM 000089 


iivjuiv sapiens pro-piaieiet oasic protein (includes platelet basic protein, beta- 
thromboglobulin, connective tissue-activating peptide EL neutrophil-activatine 
peptide-2) (PPBP), mRNA " ' 


NM_001687 
NM 020168 


VU1U aapiciii uuudgen, type i, aipna z (CULl A2), mRNA 
Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex delta 
subunit (ATP5D), mRNA 

Homo sapiens p21(CDKNl Activated kinase 6 (PAK6"). mRNA 


NM 032657 
NM__032571 


Homo sapiens hypothetical protem MGC10442 (MGC10442), mRNA 

Homo sapiens EGF-like module-containing mucin-like receptor EMR3 CEMB3) 

tXlRJ^/\, tvvwj/wi ^l- T ^lw ilVi-AN — I J j 


NM 032413 
NM. 015093 li 
NM 031947 I 
NM 005563 ] 
! NM_ 024662 | ] 


Homo sapiens normal mucosa of esophagus specific 1 (NMES1) mRNA 
Homo sapiens 1 AKl-binding protein 2 (TAB2), mRNA 
Homo sapiens ornithine transporter 2 (ORNT2), mRNA 
Homo sapiens stathmin 1/oncoprotein 18 (STMN1) mRNA 
Homo sapiens hypothetical protein FU10774 (FU10774), mRNA 
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NM 024637 


Homo sapiens beta-galactose-3 -O-sulfotransferase, 4 (GAL3ST-4), mRNA 


NM 024617 


Homo sapiens hypothetical protein FLJ13409 (FU13409), mRNA 


NM_020796 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic j 
domain, (semaphorin) 6A (SEMA6A), mRNA 


NM 013283 


Homo sapiens methionine adenosyltransferase II, beta (MAT2B) mRNA 


NM 012231 


Homo sapiens PR domain containing 2, with ZNF domain (PRDM2) mRNA 


NM 020428 


Homo sapiens CTL2 gene (CTL2), mRNA 


NM 015866 


Homo sapiens PR domain containing 2, with ZNF domain (PRDM2), mRNA 


NM_014771 


Homo sapiens 95 kDa retinoblastoma protein binding protein; KIAA0661 gene 
pro (KIAA0661), mRNA 


NM 014454 


Homo sapiens p53 regulated PA26 nuclear protein (PA26), mRNA 


NM_0 13447 


Homo sapiens egf-like module containing, mucin-like, hormone receptor-like 
sequence 2 (EMR2), mRNA 


NM_006499 


Homo sapiens lectin, galactoside-binding, soluble, 8 (galectin 8) (LGALS8), 
mRNA 


NM 006031 


Homo sapiens pericentrin 2 (kendrin) (PCNT2), mRNA 


NMJ)22040 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 1, mRNA 


NM_032464 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 4, mRNA 


NM_032463 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 2, mRNA 


NM_014146 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 3, mRNA 


NMJ)31992 


Homo sapiens Williams-Beuren syndrome chromosome region 1 (WBSCR1), 
transcript variant 2, mRNA 


NM_006234 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J (13.3kD) 
(POLR2J), transcript variant a, mRNA 


NM_032959 


Homo sapiens polymerase (RNA) H (DNA directed) polypeptide J (13.3kD) 
(POLR2J), transcript variant b, mRNA 


NM_032958 


Homo sapiens polymerase (RNA) H (DNA directed) polypeptide J (13.3kD) 
(P0LR2J), transcript variant c, mRNA 


NM_002694 


Homo sapiens polymerase (RNA) EL (DNA directed) polypeptide C (33kD) 
(POLR2C), transcript variant alpha, mRNA 


NM_032940 


Homo sapiens polymerase (RNA) H (DNA directed) polypeptide C (33kD) 
(POLR2Q, transcript variant gamma, mRNA 


NM 033011 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 3, mRNA 


NM 000931 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 2, mRNA 


NM 000930 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 1, mRNA 


NMJ)33013 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
transcript variant 3, mRNA 


NM_003889 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
transcript variant 1, mRNA 


NM_022002 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
transcript variant 2, mRNA 


NM 022170 


Homo sapiens Williams-Beuren syndrome chromosome region 1 (WBSCR1), 
transcript variant 1 , mRNA 


NMJ)32408. 


Homo sapiens bromodomain adjacent to zinc finger domain, IB (BAZ1B), 
transcript variant 2, mRNA 


NMJ)23005 


Homo sapiens bromodomain adjacent to zinc finger domain, IB (BAZ1B), 
transcript variant 1 , mRNA 


NM 001024 


Homo sapiens ribosomal protein S21 (RPS21), mRNA 
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iNJVl UlZUo 


Homo sapiens apoptosis antagonizing transcription factor (DED), mRNA 


NM 016343 


Homo sapiens centromere protein F (350/400kD, mitosin) (CENPF), mRNA 


XTK/f AaOQQO 

JNM UJZ>oo 


Homo sapiens transducin (beta)-like 2 (TBL2), transcript variant 2, mRNA 


NM 032052 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 3, mRNA 


NM 032051 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 4, mRNA 


NM 032050 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 2, mRNA 


XTX Jt f\ 1 ^ til 

NM 014323 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 1, mRNA 


NM_033003 


Homo sapiens general transcription factor n, i (GTF2I), transcript variant 5, 
mRNA 


NM_001518 


Homo sapiens general transcription factor II, i (GTF2I), transcript variant 4, 
mRNA 


TTt ^ Ala AA4 

NMJ)33001 


Homo sapiens general transcription factor II, i (GTF21), transcript variant 3, 
mRNA 


NM_O33O0O 


Homo sapiens general transcription factor II, i (GTF2I), transcript variant 2, 
mRNA 


NM_032999 


Homo sapiens general transcription factor II, i (GTF2I), transcript variant 1, 
mRNA 


JNM UU29U4 


Homo sapiens RD RNA-binding protein (RDBP), mRNA 


NM 002755 


Homo sapiens mitogen-activated protein kinase kinase 1 (MAP2K1), mRNA 


NM 012453 


Homo sapiens transducin (beta)-like 2 (TBL2), transcript variant 1, mRNA 


JNM 006347 


Homo sapiens peptidyl prolyl isomerase H (cyclophilin H) (PPIH), mRNA 


XTTV/f AA1 £.1 1 
1NM U01031 


Homo sapiens alkaline phosphatase, intestinal (ALPI), mRNA 


XTXiT AO 1 1 C 1 

InM U211M 


Homo sapiens carnitine O-octanoyltransferase (CROT), mRNA 


XTX/T AACAOA 

JNM UUjUyU 


Homo sapiens phospholipase A2, group IVB (cytosolic) (PLA2G4B), mRNA 


NM_000124 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 6 (ERCC6), mRNA 


NM 020157 


Homo sapiens otoraplin (OTOR), mRNA 


XTX jT niMI*) 

NM 018313 


Homo sapiens polybromo 1 (PB1), mRNA 


NM018165 


Homo sapiens polybromo 1 (PB1), mRNA 


NM 016503 


Homo sapiens mitochondrial ribosomal protein L30 (MRPL30), mRNA 


NM_012139 


Homo sapiens deafness locus associated putative guanine nucleotide exchange f 
(DELGEF), mRNA 


JNM 007061 


Homo sapiens serum constituent protein (MSE55), mRNA 


NM 005379 


Homo sapiens myosin IA (MYOIA), mRNA 


NM_000500 


Homo sapiens cytochrome P450, subfamily XXIA (steroid 2 1 -hydroxylase, 
congenital adrenal hyperplasia), polypeptide 2 (CYP21A2), mRNA 


NM 000063 


Homo sapiens complement component 2 (C2), mRNA 


XTX x r\ 1 A rv*7 o 

NM 014078 


Homo sapiens mitochondrial ribosomal protein L13 (MRPL13), mRNA 


XTX >T A0 1 IOjI 

MM 021134 


Homo sapiens mitochondrial ribosomal protein L23 (MRPL23), mRNA 


XTX if AOAI/in 

NM_02U249 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 9 (ADAMTS9), mRNA 


lNiVl U10U7H 


Homo sapiens Gl to S phase transition 2 (GSPT2), mRNA 


NM 014180 


Homo sapiens mitochondrial ribosomal protein L22 (MRPL22), mRNA 


XTX/f A 1/4 17C 

INIVI UI41 / 3 


Homo sapiens mitochondrial ribosomal protein LI 5 (MRPL15), mRNA 


NM 015385 


Homo sapiens SH3-domain protein 5 (ponsin) (SH3D5), mRNA 


NM 006434 


xiuiiiu oa^icuj) oxij-aomain prorem j (ponsin ) {prLjjjj), mivNA 


NM 000135 


Homo sapiens Fanconi anemia, complementation group A (FANCA), mRNA 


NM 005656 


Homo sapiens transmembrane protease, serine 2 (TMPRSS2), mRNA 


NM_021974 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide F (POLR2F), 
mRNA 


NMJXW167 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA1 5), transcript variant 2, mRNA 
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NM 032965 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA15), transcript variant 3, mRNA 


NM_032964 


Homo sapiens small inducible cytokine subiamily A (Cys-Cys), member Id 
(SCYA15), transcript variant 1, mRNA 


NM 032454 


Homo sapiens serine/threonine kinase 19 (STK19), transcript van ant z, mKJNA 


NM 007057 


Homo sapiens ZW10 interactor (ZWINT), transcript variant 1, mRNA 


NM 032997 


Homo sapiens ZW10 interactor (ZWINT), transcript variant 2, mRNA 


NM 003262 


Homo sapiens translocation protein 1 (TLOC1), mRNA 


NM 032470 


Homo sapiens tenascin XB (TNXB), transcript variant XB-S, mRNA 


NM_004166 


Homo sapiens small inducible cytokine subfiamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 1, mRNA 


NM_032963 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 3, mRNA 


NM_032962 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 2, mRNA 


NM 021219 


Homo sapiens junctional adhesion molecule 2 (JAM2), mRNA 


NM_014456 | 


Homo sapiens programmed cell death 4 (neoplastic transformation inhibitor) 
(PDCD4), mRNA 


NM_004197 


Homo sapiens serine/threonine kinase 19 (STK19), transcript variant 1, mRNA 


NM_007214 


Homo sapiens SEC63, endoplasmic reticulum translocon component (S. 
cerevisiae (SEC63L), mRNA 


NM 006808 


r -r * • a 1 i * 1 1 a— /PTr^^l T">\ T>\T A 

Homo sapiens protem translocation complex beta (SEColB), mKJNA 


NM 001028 


Homo sapiens nbosomal protem S25 (RPS25), mRNA 


NM 001022 


Homo sapiens ribosomal protein S19 (RPS19), mRNA 


NM 001021 


Homo sapiens ribosomal protein S17 (RPS17), mRNA 


NM 001020 


Homo sapiens ribosomal protein S 16 (RPS16), mRNA 


NM 001018 


Homo sapiens ribosomal protein SI 5 (RPS15), mRNA 


NM 001017 


Homo sapiens ribosomal protein S13 (RPS13), mRNA 


NM 012423 


Homo sapiens ribosomal protein LI 3a (RPL13A), mRNA 


NM_002907 


Homo sapiens RecQ protein-like (DNA helicase Ql-like) (RECQL), transcript 
variant 1, mRNA 


NM_032941 


Homo sapiens RecQ protein-like (DNA helicase Ql-like) (RECQL), transcript 
variant 2, mRNA 


NM_021128 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide L (7.6kD) 
(POLR2L), mRNA 


NM_006233 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide I (14.5kD) 
(POLR2I), mRNA 


NM_006232 


Homo sapiens polymerase (RNA) H (DNA directed) polypeptide H (POLR2H), 
mRNA 


NM_002695 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide E (25kD) 
(POLR2E), mRNA 


NM_004805 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide D (POLR2D), 
mRNA 


NM_000937 


Homo sapiens polymerase (RNA) 11 (DNA directed) polypeptide A (220kD) 
(POLR2A), mRNA 


•KjTV/r nn 109*7 


xiomo sapiens eis variant gene o ^iiit^ oncogene j \S2,i v u/, uikjna 


NM 032973 


Homo sapiens protocadherin 22 (PCDH22), transcript variant c, mRNA 


NM 032972 


Homo sapiens protocadherin 22 (PCDH22), transcript variant b, mRNA 


NM 032971 


Homo sapiens protocadherin 22 (PCDH22), transcript variant a, mRNA 


NM 020403 


Homo sapiens protocadherin 9 (PCDH9), mRNA 


NM 022843 


Homo sapiens protocadherin 20 (PCDH20), mRNA 


NM 032949 


Homo sapiens protocadherin 8 (PCDH8), transcript variant 2, mRNA 
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NM_032457 


Homo saniens R H -nrotn csk rfh pnn firr^-in-hM-H^ fT>CT\U"T\ r..~~;~4- • *. 

Alwmu oapiwua ±j±i piuuj^auiicim ^uraHi-neari ) t i L/JJxl / ), tnnscriDt variant c 

mRNA 


NMJB2456 


Homo sani ens RH-TYrntnrarihprfn fhrsnn-h^QT-t^ rppnu^ A t_ 
AAUiuu i>o.pi&iid ajaj. pi u luuctuiici iii ^uimn-nearcj ujjii / transcript variant b 

mRNA 


NMJJ02589 


xiviuu aupicn^ x>n-proiocaanerm ^oram-neartj (rCDii/j, transcript variant a 
mRNA 


NM 016580 


Homo sapiens protocadherin 12 (PCDH12), mRNA 


NMJ)32420 


Homo sanien^ rmntnm rTHpnn 1 /V*arlli**riri Klr*» 1\ /d/tylti\ *.. .... • . . ^ 

xzuiiiu aapicni pruiucaanenn i ^caanenn-UKB 1 J (JrCDHl), transcript variant 2 
mRNA 


NM 032969 


Homo sanien<5 rvrot/vuHJiM-in 1 1 /TPf^rYPfi 1\ immfum'^ < , j nvT * 

iAumu oapicLus pru muaunenn 1 1 (rourii i j, transcript variant d, mRNA 


NM 032968 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant c mRNA 


NM 032967 


nomo sapiens protocaanerm 1 1 (rCDHl 1), transcript van ant b, mRNA 


NMJ)32950 


Homo sapiens matrix metaHoproteinase 28 (MMP28), transcript variant 2, ! 

ii.iJVLX.rv 


NM_024302 


Homo sapiens matrix metalloproteinase 28 (MMP28), transcript variant 1 

rnPXJA * 


NMJ)06575 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 5 

^ivirtjrHivJ ), TTuvINA 


NM_004635 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 3 


NMJ>02587 


numo sapiens protocaanerin i (caanenn-lixe l) (PCDHl), transcnpt vanant I 
mRNA ' 


NMJ)04759 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 2 
^ivj^j. rv^urxvx^, u diibLripi variant i, mKJNA 


NM_032960 


XJ.U1HU txipiciib iruiogen-acnvaiea protein Kinase-activatea protem kinase 2 

fMAPKAPKz^ tran srrint variant 9 ml? XT A 


NM 032515 


i-xwiiAv oayi^iio jjui x. icid-icu o varum Kiiier protein-luce (iiUjv i ,) mRNA 


NM 015166 


Homo sapiens KIAA0027 protein (MLC1), mRNA 


NM_001795 


Homo sapiens cadhenn 5, type 2, VE-cadherin (vascular epithelium) (CDH5), 
mRNA 


NM_001794 


Homo saoiens cadhprm A tvnp 1 1? -mA\\prr\n /"r^oi^ /ytmt/^ t»\t a 

j-xwauk/ oopi&uo uauuwm *+, type i, iv-caanenn ^rennai^ (CJJxi4), mRNA 


NM 001793 


Homo sapiens cadhenn 3, type 1, P-cadherin (placental) (CDH3), mRNA 


NM_ 001792 


nuuiu adpicnb caonerm z, type i, JN-caanenn (neuronal) (CDH2), mRNA 


NM 004360 
NM 006137 


Homo sapiens cadhenn 1, type 1, E-cadherin (epithelial) (CDH1) mRNA 


NM_005864 


numo sapiens k^u i antigen (p4 1 ) (LD7), mRNA 

Homo sapiens signal transduction protein (SH3 containing) (EFS2), transcript 
variant 1, mRNA 


NM_032459 


Homo sapiens signal transduction protem (SH3 containing) (EFS2), transcript 1 
variant 2, mRNA 


NM_032107 


Homo sapiens lethal (3) malignant brain tumor l(3)mbt protein (Drosophila) ho 
(H-L(3)MBT), transcript variant EL mRNA 


NM_015478 
NM 004318 


Homo sapiens lethal (3) malignant brain tumor l(3)mbt protein (Drosophila) ho 
(H-L(3)MBT), transcript variant I, mRNA 

Homo saot^nQ aonaT+ati* tv»ta lvw/J»*/vw~*»l*»rn» ( a cnurv « , - _ • • « . « — .-^ T A 


NM 032468 
NM 032467 


xxuuiu aapicm» cu>pdriaLc Deia-nyaTOxyiase (Abi^H), transcnpt vanant 1, mRNA 
Homo sapiens aspartate beta-hydroxviase (ASPH), transcript variant 2, mRNA 


NM_032466 
NM 020164 


Homo sapiens aspartate beta-hydroxvlase (ASPH), tomsfW variant 4 mRNA 
tiomo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 3, mRNA 


NM_014217 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 5, mRNA 
Homo sapiens potassium channel, subfamily K, member 2 (TREK-1) (KCNK2) 
mRNA 


NM_031498 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 
transducing activity polypeptide 2 (GNGT2), mRNA 
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NM 031311 


numo sapiens caruoxypepuaase, viteilogenic-liKe (CPVL), mRNA 


NM 022768 


Homo sapiens RNA binding motif protein 15 (RBM15), mRNA 


NM 071 797 


nomo sapiens eosinopnil cnemotacuc cytokine (TSA1902), mRNA 


NM_014330 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 15A 

fPPPITM^A^ mPMA 


NM 014522 


Homo sapiens protocadhenn 1 1 (PCDH1 1), transcript variant a, mRNA 


nm 001004 


Homo sapiens secreted and transmembrane 1 (SECTM1), mRNA 


NMJ)02696 


Homo sapiens polymerase (RNA) H (DNA directed) polypeptide G (POLR2G), 
mRNA 


mm oooqir 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide B (140kD) 
(POLR2B), mRNA 


NM 001^79 


Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcript 
variant z, niKJNA 


\nu 0049 1 ^ 


Homo sapiens estrogen receptor binding site associated, antigen, 9 (EBAG9), 
mRNA 


NM 00S1 1 1 


Homo sapiens crystallin, zeta (quinone reductase)-like 1 (CRYZL1), mRNA 


NM 0043 R1 

l^t 1V1 uUHj O 1 


Homo sapiens cAMP responsive element binding protein-like 1 (CREBL1), 
mRNA 


NM 00OS99 


Homo sapiens complement component 4B (C4B), mRNA 


NM 007293 


Homo sapiens complement component 4A (C4A), mRNA 


NM 039603 


Homo sapiens lysyl oxidase-like 3 (LOXL3), mRNA 


NM 093Q37 
i^ivi \j£.jyj 1 


Homo sapiens mitochondrial ribosomal protein L34 (MRPL34), mRNA 


NM 099567 
l^lYl UZZ JO/ 


Homo sapiens nyctalopin (NYX), mRNA 


NM 099467 


Homo sapiens carbohydrate (N-acetylgalactosamine 4-0) sulfotransferase 8 

^rlo i 5 ), mKJN A 


NM_016557 


Homo sapiens orphan seven-transmembrane receptor, chemokine related 

v. v orus^ 1 J, ITlruNA 


NMJ)16116 


Homo sapiens ankyrm repeat and SOCS box-containing 4 (ASB4) mRNA 


NM 0161 14 


Homo sapiens ankynn repeat and SOCS box-containing 1 (ASB1), mRNA 


NM 0161 1 5 


Homo sapiens ankynn repeat and SOCS box-containing 3 (ASB3), mRNA 


NM 0143QR 


Homo sapiens lysosomal-associated membrane protein 3 (LAMP3) mRNA 


NM^O 14434 


Homo sapiens NADPH-dependent FMN and FAD containing oxidoreductase 
rvrp i \ m p\TA 


NMJ)04860 


Homo sapiens fragile X mental retardation, autosomal homolog 2 (FXR2), 

mPXTA 


NM 006RS0 


norao sapiens mterleukin 24 (LL24), mRNA 


NM 006541 


nomo sapiens mioreaoxm-liJce 2 (TXNL2), mRNA 


NMJ>04662 


Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcript 
variant i, mKJNA 


NM_000029 


Homo sapiens angiotensmogen (serine (or cysteine) proteinase inhibitor, clade A 
(alpha-1 antiproteinase, antitrypsin), member 8) (AGT), mRNA 


NM 004050 


Homo sapiens BCL2-like 2 (BCL2L2), mRNA 


NM 004040 


Homo sapiens BCL2-related protein Al (BCL2A1), mRNA 


NM_001623 


Homo sapiens allograft inflammatory factor 1 (AIF1), transcript variant 3, 
mRNA 


NM_032955 


Homo sapiens allograft inf!airiTTiatnrv factor 1 f ATPI^ froTic/M-i^f , m « n „f i 
r ,ww oAiwgAaxi. tiiiiaimiiotuijr iduiui i ^/vut i ) t transcript variant 1 

mRNA 


NG_000010 


Homo sapiens genomic cytochrome P450, subfamily HA (phenobarbital- 
inducible) (CYP2A.2®) on chromosome 19 


NM_004847 


Homo sapiens allograft inflammatory factor 1 (AIF1), transcript variant 2, 
mRNA 


NM 005452 


Homo sapiens chromosome 6 open reading frame 1 1 (C6orfl 1) mRNA 
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xiomo sapiens immunoglobulin supenamiiy receptor translocation associated 1 


NM frt1?R1 


Homo sapiens immunoglobulin superfanuly receptor translocation associated 2 


NM_000767 


Homo sapiens cytochrome P450, subfamily HB (phenobarbital-inducible), 
poiypepuue o \\r i Jr zxso mutviN A 


NM 0701 fiS 


numu sapiens posu cpiicauon repair proiein nxvAL/iop (KAUloJ, mKJNA 


NM 001710 


iiu mo sapiens x5~iacior, properdin [or ), rnrsJN/v 


NM 021800 


xiomo sapiens j domain containing protein i ^juri mKJNA 


NM 020404 


nomo sapiens tumor enaoinenai marKer i precursor vixijyii J, mKNA 


NM 006679 


xiomo sapiens soiute carrier iamiiy ^organic anion transporter), member 7 

^Tr*99A7^ mPMA 


NM OOfrtQR 

l^lAVA VUUJ70 


XlOIIIO oapiCIlo UlUDl(|ulun y\JDU) 9 TJUvlNA 


NM 00S44S 


xiomo sapiens cnonaroinn suuaie proxeogiycan o ^Domacanj ^\^o"Lro}, ttlKJN A 


NM 0174QS 

1>1VA ul /*T7J 


xiomo sapiens seo^L* ^JioiviNAoiiiJj, mKJNA 


NM 0016^7 


xiomo sapiens aiKanne pnospnaiase, placental (Kegan isozyme) (AJurr ), mKNA 


NM 0^077"^ 


X1UIIIO oapiCIlo DCla lUDUlm 1, ClaSS VI ^lUDDl ), mjKJNA 


NM 020643 


Homo sapiens chromosome 11 open reading frame 16 (CI lorfl6), mRNA 


NM 020644 


xiomo sapiens enromosome 1 1 open reading irame ID (.^^ lortl j), mKNA 


NM 020M? 


xiomo sapiens enromosome 1 1 open reaaing trame l / (Cl lortl /), mKNA 


NM 020201 


Homo sapiens 5' nucleotidase, mitochondrial (NT5M), mRNA 


NM 00190^ 


Homo sapiens chromosome 2 open reading frame 3 (C2orf3), mRNA 


INiVi UU /I/O 


Homo sapiens chromosome 8 open reading frame 2 (C8orf2), mRNA 




Homo sapiens cAMP-regulated guanine nucleotide exchange factor II (CAMP- 
GEFH), mRNA 


NM 006^80 


Homo sapiens chromosome 1 open reading frame 2 (Clorf2), mRNA 


NM 00610^ 


Homo sapiens Rapl guanine-nucleotide-exchange factor directly activated by cA 

IXix/Yl^J, nUvLNA 


NM 00S617 


xiomo sapiens synovial sarcoma translocation, enromosome lo (ooloj, mRNA 


NM 0019H 


xiomo sapiens enromosome i open reaaing trame l (C lortl), mKNA 


NM 009^^4 


xiomo sapiens mmor-associatea calcium signal transoucer I (lACoIDl), 
mRNA 


NM 003499 


xiomo sapiens enromosome a open reaaing trame \L (L,Aortl2j, mRNA 


NM 003797 


xiomo sapiens emoryomc ecioaerm aeveiopment vxiJcJJj, mKJNA 


NM 032863 


xiomo bapiens nypomeacai proiein rLJ iwiL / ^riJ 14VZ / ) 9 mbsJNA 


NM_032813 


Homo sapiens hypothetical protein FLJ14624 (FU14624), mRNA 


NM 039S7R 


xiomo sapiens myopaiiaain (rU 1443 /), mKNA 


NM 03238S 


xiomo sapiens enromosome j open reaaing irame 4 vVJ0ri4j, mKNA 


NM 032239 


xiomo bdpicnb nypomeucai proiein ruzjou {tljajo i i ), mKNA 


NM 032012 


xiomo bapiciib i/iiromosome y open reaaing irame j [i^yoTtj), mKNA 


NM 031922 


xioiuu &apiciu> r<j\jL,Dr L proiein (lAA^ojoDyj, niKXNA 


NM 031890 


xiomu ^apiciib cat eye synarome enromosome region, candidate o (CxiCKo), 
mRNA 


NM 0314^6 


xiomo sapiens enromosome l / open reaaing trame 1 A (Cl/orflA), mRNA 


NM 030944 

l^JLVX VJU7TT 


xiomo sapiens enromosome l j open reaaing trame d (CI jort5), mRNA 


NM 030806 


Homo sapiens chromosome 1 onen reading frame 21 CClorfZI^ mPNA 


NM 030790 


Homo sapiens hypothetical protein CDA08 (CDA08), mRNA 


NM 018312 


Homo sapiens chromosome 1 1 open reading frame 23 (CI lorf23), mRNA 


NM_024298 


Homo sapiens malignant cell expression-enhanced gene/tumor progression- 
enhanc (LENG4), mRNA 


NM 022458 


Homo sapiens chromosome 7 open reading frame 2 (C7or£2), mRNA 


NM 022338 


Homo sapiens chromosome 1 1 open reading frame 24 (CI lorf24), mRNA 
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NM 022163 


Homo sapiens chromosome 15 open reading frame 4 (C15orf4), mRNA 


NM 022107 


Homo sapiens chromosome 6 open reading frame 9 (C6orf9), mRNA 


NM 006781 


Homo sapiens chromosome 6 open reading frame 10 (C6orfl0) mRNA 


NM 019895 


Homo sapiens chromosome 3 open reading frame 4 (C3orf4), mRNA 


NM 012265 


Homo sapiens chromosome 22 open reading frame 3 (C22ovG) mPNA 


NM 021254 


Homo sapiens chromosome 21 open reading frame 59 (C21orf59) mRNA 


NM 020645 


Homo sapiens chromosome 11 onen reading frame 14 (CA]nrttd\ mRNA 


NM 012112 


Homo sapiens chromosome 20 open readme frame 1 fC20orfn mRNA 


NM 018555 


Homo sapiens zinc finger protein 33 1 : zinc finger trrotein 4ftt fZNF^n mPWA 


NM 019106 


Homo sapiens septin 3 (SEPT3), mRNA 


NM 020375 


Homo sapiens chromosome 12 onen readme frame 5 (CA 2arf?\ mRNA 


NM 020374 


Homo sapiens chromosome 12 open reading frame 4 fC12orf4^ mRNA 


NM 020373 


Homo sapiens chromosome 12 onen reading frame 3 (CA 2nrfl\ mRNA 


NM 020367 


Homo sapiens chromosome 12 open reading frame 6 (C 12orf6> mRNA 


NM 020130 


Homo sapiens chromosome 8 open readine frame 4 (C8orf4 , > mRNA 


NM 019596 


Homo sapiens chromosome 21 onen reading frame 62 (C2A nrf^ mRNA 


NM 019063 


Homo sapiens chromosome 2 open reading frame 2 (C2orf2) mRNA 


NM 018956 


Homo sapiens chromosome 9 open reading, frame 9 (C.QnrM) mRNA 


NM 017586 


Homo sapiens chromosome 9 oDen reading frame 7 (C9nrfT> mRNA 


NM 018691 


Homo sapiens chromosome 5 open reading frame 3 (C5orf3), mRNA 


NM 006134 


Homo sapiens chromosome 2 1 open reading frame 4 (C2 1 orf4^ mRNA 


NM 016940 


Homo sapiens chromosome 21 onen reading frame 6 (C0\ nrfM mRNA 


NM 017438 


Homo sapiens chromosome 21 onen reading frame 1 8 (CI 1 nrfl X\ mRNA 


NM 013265 


Homo sapiens chromosome 1 1 open reading frame2 (CI lorf2), mRNA 


NM 016190 


Homo sapiens chromosome 1 onen readincr frame 1 O (C 1 1 orfl cw mPWA 


NM_015927 


Homo sapiens transforming erowth fartnr Ketn 1 ■inHnr»#>H fra-nc^-i-rk* i 
(TGFB1I1), mRNA 


NM 016564 


Homo sapiens BM88 antigen (BM88), mRNA 


NM 016348 


Homo sapiens chromosome 5 onen reading frame 4 (CSnrf/Ti mRNA 


NMJ)14009 


Homo sapiens immune dvsregulation nolvendocrmrmathv enternnami/ y 
linked (IPEX), mRNA 


NM 015524 


Homo sapiens chromosome 6 ODen readine frame 5 fCfinrfSI mPNA 


NM 006345 


Homo sapiens chromosome 4 open reading frame 1 fC4orfn mRNA 


NM 015373 


Homo sapiens chromosome 22 open reading frame 2 (C22orf2), mRNA 


NM 014205 


Homo sapiens chromosome 1 1 open reading frame 5 (CI lorfS^ mRNA 


NM_012264 


Homo sapiens chromosome 22 ODen reading frame 5 (CJJnrfW mRNA 


NM 012111 


Homo sapiens chromosome 14 open reading frame 3 (C14orf3), mRNA 


NM_ 007211 


Homo sapiens chromosome 12 onen readme frame 2 fni9nrfT\ mPisJA 


NM 007176 


Homo sapiens chromosome 14 open reading frame 1 (C14orfl), mRNA 


NMJ)06706 


Homo sapiens TATA box binding nrotein fTRP'UaccnrMafWi fantnr p\ta 
polymerase n, S, 150kD (TAF2S) mRNA 


NM 006382 


Homo sapiens chromosome 17 onen readme frame 1 A (CI 7nrfl A\ mRNA 


NM_005967 


Homo sapiens NGFI-A binding nrotein 2 fFGR 1 hindintr «rnt#»in o\ n\JA rt\ 
mRNA 


NM__005966 


Homo sapiens NGFI-A binding nrotein 1 fEGR1 hinHin tmrnt*»m nojARn 
mRNA 


NM 005663 


Homo sapiens Wolf-Hirschhom syndrome candidate 2 (WHSC2), mRNA 


NM 005491 


Homo sapiens chromosome X open reading frame 6 (CXorfS), mRNA 


NM 005128 


Homo sapiens chromosome 21 open reading frame 5 (C21orf5), mRNA 


NM 004928 


Homo sapiens chromosome 21 open reading frame 2 (C21orf2), mRNA 


NM 004894 


Homo sapiens chromosome 14 open reading frame 2 (C14orf2), mRNA 


NM 004872 


Homo sapiens chromosome 1 open reading frame 8 (ClorfS), mRNA j 
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NM 004709 


Homo sapiens chromosome X open reading frame 1 (CXorfl), mRNA 


NM 004337 


Homo sapiens chromosome 8 open reading frame 1 (C8orfl) mRNA i 


NM 004913 


Homo sapiens chromosome 16 open reading frame 7 (C16orf7) mRNA 


NM_000956 


Homo sapiens prostaglandin E receptor 2 (subtype EP2V 53kD (PTGER2} 
mRNA 


NM 001586 


Homo sapiens chromosome X open reading frame 2 (CXorf2Y mRNA 


NM 001585 


Homo sapiens chromosome 22 open reading frame 1 (C22orfl) mRNA | 


NM 001214 


Homo sapiens chromosome 16 open reading frame 3 (C16orf3), mRNA 


NM 001584 


Homo sapiens chromosome 1 1 open reading frame 8 (CI lorfift mRNA 


NM 003475 


Homo sapiens chromosome 1 1 open reading frame 13 (CI lorfl3), mRNA 


NM 032496 


Homo sapiens rho-etoase activating orotein ARHOAPO f ARwnAPQ"! tWrwa 


NM 007234 


Homo sapiens dvnactin 3 (n22) tramerint variant i mUMA 


NM 024348 


Homo sapiens dynactin 3 (p22) (DCTN3), transcript variant 2, mRNA 


NMJ>21246 


Homo sapiens meeakarvocvte-enhanced crpnp trancrrmt 1 nrr»tp»in nwrcrsxi \ 
mRNA " 


NM 013291 


Homo sapiens cleavage and nolvadenvlation specific factor 1 1 fiovn cnVnmit ! 
(CPSF1), mRNA 


NM 014500 


Homo sapiens HIV TAT specific factor 1 (HTATSF1) mRNA 


NMJ)05567 


Homo sapiens lectin, galactoside-binding, soluble, 3 binding protein 
(LGALS3BP), mRNA 


NM 005711 


Homo sapiens EGF-like repeats and discoidin I-like domains 1 fRDIT X\ mRNA 


NM 016593 


Homo sapiens oxysterol 7alpha-hydroxylase (CYP39A1), mRNA 


NM 021048 


Homo sapiens melanoma antigen, familv A 10 fMAGEAl (V> mRNA 


NM 021049 


Homo sapiens melanoma antieen. familv A 5 fiVf AGEA5^ mRNA 


NM 019602 


Homo sapiens butyrophilin-like 2 (MHC class n associated^ fRTNT 9^ mPNA 


NM 018002 


Homo sapiens oxidation resistance 1 (OXR1) mRNA 


NM 013392 


Homo sapiens nuclear receptor binding protein fNRBP^ mRNA 


NMJH2396 


Homo sapiens pleckstrin homologv-like domain familv A. member 3 
(PHLDA3), mRNA 


NM 006492 


Homo sapiens aristaless-like homeobox 3 (ALX3), mRNA 


NM 005365 


Homo sapiens melanoma antigen, familv A. 9 fMAGEA<ft mRNA 


NM 005364 


Homo sapiens melanoma antigen, familv A. 8 (MAGEAfO mRNA 


NM 005366 


Homo sapiens melanoma antigen, familv All (MAGE A 1 11 mRNA 


NM_024490 


Homo sapiens ATPase, Class V, type 10C (ATP10O mRNA 1 

i 7 w y f v ax/ ix x x X. XV/ / 9 X XXX Vx ^1 xx 


NM 020354 


Homo sapiens lysosomal apvrase-like protein 1 fLALPH mRNA 


NM 018655 


Homo sapiens lens epithelial protein (LENEP), mRNA 


NM 016448 


Homo sapiens RA-regulated nuclear matrix-associated protein (RAMP), mRNA 


NM 014763 


Homo sapiens mitochondrial ribosomal protein LI 9 (MRPL191 mRNA 


NM_006099 


Homo sapiens protein inhibitor of activated STAT3 (PIAS3), mRNA 


NM 004221 


Homo sapiens natural killer cell transcript 4 fNK41 mRNA 


NM_002949 


Homo sapiens mitochondrial ribosomal protein T 1 2 fMRPT 1 ?1 mRNA 


NM 016239 


Homo sapiens myosin XVA (MYO 1 5 A) mRNA 


NM_005094 


Homo sapiens solute carrier familv 27 ffattv arid tranonnrtpri mpmKpr a 
(SLC27A4). mRNA 


NMJ) 15077 


Homo Sapiens Sterile aloha and HEAT/Armadilln mntif nrntpin nrthrAno nf 

Drosophila (SARM), mRNA 


NM 013239 


Homo sapiens protein phosphatase 2A 48 kDa regulatory subunit (PR48), mRNA 


NM 022363 


Homo sapiens LIM homeobox protein 5 (LHX5), mRNA 


NM 031966 


Homo sapiens cyclin Bi (CCNB1), mRNA 


NM 015559 


Homo sapiens SET binding protein 1 (SETBP1), mRNA 


NM 007178 


Homo sapiens unr-mteracting protein (UNRIP), mRNA 


NM 005367 


Homo sapiens melanoma antigen, family A, 12 (MAGEA12), mRNA 
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NM 031275 


xiuiiiu aapiciia i ub cAprcoocu sequence iz { l r-A i m-KiNA 


NM 032403 

A^IAtA wJAtwJ 


xiumu bdpicnb protocaancrin gamma SUDiaimiy J ^rCUxlvjCiJ, transcript 
variant 3 mRNA 


NM 032402 


Womn sanipns TxrcAnm Hhprrn era mm a diK-famili? O 7 /T>/~ T rvLrf"»f"i'i\ »««n»j.i 
xxuxuu dapicua piuLui/dUiicnn gamina suoiamiiy l.,, J ^I^^IJiiljLoJ, transcript 

variant 2, mRNA 


NM 002588 


TTnmn QsmptiQ TYrotnr»ffhpr"m <rommo cuKfomiKr f* *2 /"D/T"\TJV , /- i 'i\ i • i 

xiuixiu ddpiciib piuLuuduiicnn gamnia suoiamiiy L*, d \JC\AJa\j\^D) 9 transcript 

variant 1, mRNA 


NM 014583 


nuiiiu bdpicnb i-riivi ana cysieine-ncn aomains l (JLJVlCJJl), mRNA 


NM 001389 


Homo sapiens Down syndrome cell adhesion molecule (DSCAM), mRNA 


NM 031RQ4 


nomo sapiens ierntm, neavy polypeptide-like 17 (JK1HL17), mRNA 


NM_032098 


Homo sapiens protocadherin gamma subfamily B, 4 (PCDHGB4), transcript 
variant 2, mRNA 


NM_003736 


Homo sapiens protocadherin gamma subfamily B, 4 (PCDHGB4), transcript 
variant i , itlkina 


NM ft39Q^R 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 3, 


NM 004489 


norao sapiens u protein patnway suppressor 2 (Or62), transcript variant 2, 
mRNA 


NM 032442 


xiumu bdpicnb vj proiem pain way suppressor z .(or oz), transcript variant 1 
mRNA 


NM 001887 


TTntTIA ^anipnc rrvctallin Vi^to m /Y"* r D 1 ^ mD\TA 

aauiiiu oapidio oiyauuuii, ucLd joi \V^xv i r5r> 1 J, mKJNA 


NM 005208 


TTnmn <»anipnQ rrvctnllin K^>fa A 1 ^PDVD A l\ ~,D\r a 


NM 001889 


xxuiuu aapidi£> uiybuuiiii, zeid ^qumone reauciasej (UJKi zV), mKNA 


NMJ)22132 


oapicua iiicuiyiurotonoyi-v^o enzyme a carDoxyiase z ^oetaj (MCUC2), 
mRNA 


NM 001288 


Homo SanienS chloriHp intra rv»llnlar r»"h5»r»n#»l 1 /T^T TP'I^ tyVDXTA 


NM 021624 


Homo saniens hi<;taminp TT4 TRrpntnr /TTP 11A\ ml? XT A 


NM 032527 


xivrinu aapiciKs iiypuuiCLit/dX proiem rJLJlHy/Z ^J^lAAlo^/j, mKlNA 


NM 005560 


Homo saniens laminm alnhn S rr AA/TA V\ mPXTA 


NM 032931 


Homo *?am*PTl^ livnntnpHrfll rirr^tpin \A CXC^ 1 1'} 1 0 /TV>T/^/^l n i o\ ^t>\t a 

•Lj.iMj.iu oapiciib iiypuLiicauai proiem xvisj^i jZiy (JYLvjUl jZiy), mKlNA 


NM 032924 


Homo Qflr\ipnc Tivnnthplipal -nrr\f^in 1 C\KC S C^'\ CC\A (\\ -.tjxta 
iiuiuu aapicLLa iiypuuicilLdi proiem lVXvjrv^ 1 OUhU ^1MVjO10U4U), mRNA 


NM 032920 


xaumu £>iipiciis> nypomcucai protein ivivjc lj<s 15 (JVIvjOiDo /J), mRNA 


NM 032913 


Homf> ^flnipflC Tivnnthpfir»al nrnfpin \A ClC* 1 A A £ Q r\/tni~*\ A AZO\ n\TA 

xiKjiiLKj aapiciib nypomcucai proiem jmlljv^144jo (iV1Vj\-/144jo), mRNA 


NM 032893 


Homo QflntpTTN Iwrwfhpfipal nrntpin A /f 1 / 7 T /C A/f^ni /< o <5 /r\ t»xt a 

iiuuiu aapicii& iiypyincut/di proiem ivivjrv^i'f jjo (JVIUO 14336), mRNA 


NM 032889 


Homo saniens hvnnthptiral nrntpin \AC^C > \ 1 /TVjrn/~M 1 < 2AO\ _ -t>xt a 


NM 032815 


Homo saniens hvnntfiptfral nrntpin PT IIA&IQ A7T T1/1#C1Q\ ~,"dxt a 


NM_032798 


Homo saniens hvnnthptinfll nrntpin Pf T14^fn /ttt ti/i<a < j\ «mI>xta 

** v "* v/ , >»« a pa^iao liypuuiuiiiyai piULCui i? iwrJ IHjuj ^JriUJ l*f3\J J J, mKJNA 


NM 032793 


Homo saniens hvnnthptiral nrntpin FT Ti AAon rcj T1/!/10O^ ™t)xta 


NMJ)32791 


Homo saniens hvnothetiral nrntpin l*i 114477 fFT T1A>177^ wTsxta 


NM 032789 


Homo Saniens hvnothetical nrntpin FT TI AAfiA H7T 1\AAfiA\ ml? XT A 


NM 032769 


Homo Saniens hvnothetical nrntein MTfr* 1 ^9 1 7 /TVif fVI <7 1 7^ *«i>xt a 


NM 032760 


Homo Saniens hvnnthptiral nrntpin MfnC % ')AQ&6. /TV/ff^PM AQC£\ «,b\ta 


NM 032696 


Homo saniens hvnnthptiral nrntpin A/ff^fl 77£7 /TV/moi oo>co\ _-t>xta 
aaviuv/ oa^itna iiy puuxcuud.1 pruicm ivivjv^izzoz ^ JVIvjv^ 1 ZZOZ J , mKNA 


NM_032665 


Homo sapiens hypothetical protein MGC4640 (MGC4640), mRNA 


NM 032662 


Homo Saniens hvnnthptiral TYMtpin 1 C\£Lf\(\ A//viA/CrtA\ ,mr a 

oopicu^ xiypuincucai proiem iyivjCIUoUU (^IVlUOlUoUUj, mRNA 


NM 032655 


Homo sapiens hypothetical protein MGC10997 rMGClOQ97^ nYRNA 


NM 032625 


Homo sapiens hypothetical brain protein my040 (MY040), mRNA 


NM 032621 


Homo sapiens X-linked protein (DJ79P1 1 .1), mRNA i 


NM 032525 


Homo sapiens tubulin beta-5 (TUBB5), mRNA 


NM_005485 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase)- 
like 3 (ADPRTL3), mRNA 


NM 005484 


Homo sapiens ADP-ribosvltransferase (NAD+; poly(ADP-ribose) polymerase)- 1 
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like 2 (ADPRTL2), mRNA 


NM 005447 


nomo sapiens pepuayigiycme aipna-ami dating monooxygenase COOH-tenninal 
interactor (PAMCI), mRNA 


NM 000137 


xxvriuu dapi^ud luuKuyiauciuawciaic nyaroiase ^iiLmarylacetoacetase) (FAH) 
mRNA 


NM 001888 


Homo sapiens crystallin, mu fCRYM), mRNA 


NM 032608 
NM 032607 


Homo sapiens hypothetical protein bkl25H2. 1 (BK125H2. 1) mRNA 
Homo sapiens CREB/ATF family transcription factor (CREB-H) mRNA 


NM 032602 
NM 032598 


Homo sapiens connexin 62 (CX62), mRNA 

Homo sapiens testes development-related NYD-SP20 (NYD-SP20) mRNA 


NM 032597 
NM 032581 


Homo sapiens 1 -aminocyclopropane- 1 -carboxylate synthase (PHACS) mRNA 


NM_032579 
NM 032570 


Homo sapiens down-regulated by Ctnnbl, a (DRCTNNB1A), mRNA 

Homo sapiens colon and small intestine-specific cysteine-rich protein precursor 

similar to HZZ2/resistin-like protein (HXCP2), mRNA 


NM_032565 


Homo sapiens NPC-related protein NAG73 (NAG73), mRNA 

Homo sapiens emopamil binding related protein, delta8-delta7 sterol isomerase 

related protein (EBRP), mRNA 


NM 032561 
NM 032555 


Homo sapiens EVG1 protein fEVGl), mRNA 
Homo sapiens P143 protein (P143), mRNA 


NM_032549 

NM 032548 
NM 015080 
NM 005676 


Homo sapiens inner mitochondrial membrane peptidase 2 like (TMMP2L} 
mRNA h 
-nuuiu bdpiens protein (xJrUZ.), mRNA 
Homo sapiens neurexin 2 (NRXN2), mRNA 


NM 032526 
NM 032483 
NM_032094 


Homo sapiens RNA binding motif protein 10 fRBMlO), mRNA 
Homo sapiens cytosolic nucleotidase I (CN-I), mRNA 
nomo sapiens n i rAr protein (H I PAP), mRNA 

Homo sapiens protocadhenn gamma subfamily A, 12 (PCDHGA12), transcript 
variant 2, mRNA 


NM_003735 

NM 031887 
NM 032461 


Homo sapiens protocadhenn gamma subfamily A, 12 (PCDHGA12), transcript 

variant 1 mPMA 

vaiiai.il 1, IIlx\_lN/\ 

Homo sapiens pro-melanin-concentrating hormone-like 1 fPMCHLl) mRNA 
nomo sapiens i>PANX family, member Bl (SPANXB1), mRNA 


NM 006986 
NM 00546? 
NM_002375 


Homo sapiens melanoma antigen, family D, 1 (MAGED1) mRNA 
Homo sapiens melanoma antigen, family C, 1 (MAGEC1), mRNA 
Homo sapiens microtubule-associated protein 4 (MAP4), transcript variant 1 , 
mRNA 


NM_030983 


Homo sapiens microtubule-associated protein 4 (MAP4), transcript variant 4 


NM_030885 


Homo sapiens microtubule-associated protein 4 (MAP4), transcript variant 3 


NM_030884 


Homo sapiens microtubule-associated protein 4 (MAP4), transcript variant 2 


NM_002374 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 1 
mRNA ' 


NM_031847 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 4 
mRNA 9 


NM_031846 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 3, 
mRNA * 


NM_031845 

NM 032446 
NM 032417 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 2 
mRNA 

Homo sapiens MEGF10 protein (MEGF10), mRNA 

Homo sapiens SPANX family, member D (SPANXD), mRNA 
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NM 013453 

X vXTX V X «/*T«/ J 


nomo sapiens sperm protein associated witn tne nucleus, X chromosome, family 
member Al (SPANXA1), mRNA 


NM 020690 


jxomo sapiens jnja/\iuoD protein ^IsJLAAIUoj}, mKiNA 


NM_012121 


Homo sapiens Cdc42 effector protein 4; binder of Rho GTPases 4 (CEP4) 

ml? MA 


NM 001019 

XiXtX 


nomo sapiens noosomai protein MDa (KroljA), mRNA 


NM 022551 


Homo sapiens ribosomal protein S18 (RPS18), mRNA 


inivi_uu j y \jy 


Homo sapiens microtubule-associated protein IB (MAP1B), transcript variant 1, 
mRNA 


IN JV1_V J 1 u 


Homo sapiens microtubule-associated protein IB (MAP1B), transcript variant 2, 
mRNA 




Homo sapiens microtubule-associated protein 1 A (MAPI A), mRNA 


NM_031366 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3) 
transcript variant 6, mRNA 


NM_031365 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 5, mRNA 


NM_031364 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 4, mRNA 


NM_031363 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 3, mRNA 


NM_031362 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 2, mRNA 


NM_000091 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant l , mKIN A 




Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 
variant i , itlkin a 


NM 031?ftt 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 

variant 7 »iD\TA 

van an t j, itikjn/y 


NM 03126? 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript j 

variant'? ml?\FA J 
vail dill JL y xxuvlNrl 


NM 032414 


Homo sapiens prokineticin 1 precursor (PROK1), mRNA 


NM 003214 

x^xvx vV/JX, l *-r 


Homo sapiens TtA domain family member 3 (TEAD3), mRNA 


NM 015613 


nomo sapiens uisa«z,x J 4J4KUyl protein (PAL), mRNA 


NM 030643 


numo sapiens aponpoprotein L, 4 (APOL4), inRNA 


NM 022064 


nomo sapiens nypotneucal protem rU 12565 (rU 12565), mRNA 


NM 017971 


Homo sapiens mitochondrial ribosomal protein L20 (MRPL20) mRNA 


NM 016504 


Homo sapiens mitochondrial ribosomal protein L27 (MRPL27) mRNA 


NM 014050 


Homo sapiens mitochondrial ribosomal protein L42 (MRPL42) mRNA 


NM 000014 


nomo sapiens aipna-z-macroglobulin (A2M), mRNA 


NM 004891 


nomo sapiens mitocnondnal ribosomal protein L33 (MRPL33) mRNA 


NM 004864 


nomo sapiens prostate cnnerentiation factor (PLAB), mRNA 


NM 000454 


Homo sapiens superoxide dismutase 1, soluble (amyotrophic lateral sclerosis 1 
CaduItYl f SCYTHE mPMA 


NM 032391 


Homo sapiens small nuclear protein PRAC (PRAC), mRNA 


NM 032382 


numo bdpiens Hypothetical protein MJ22315 (FU22315X mRNA 


NM 032365 


Homo sapiens hypothetical protein MGC5254 (MGTS?S4) mRNA 


NM 032363 


Homo sapiens HliiL2 protein (HEIL2), mRNA 


NM 032335 


Homo sapiens hypothetical protein MGC14797 (MGC14797) mRNA 


NM_032276 


Homo sapiens hypothetical protein DKFZp547E052 (DKFZp547E052), mRNA 


NM_032272 


Homo sapiens hypothetical protein DKFZp586Gl 123 (DKFZp586Gl 123) 
mRNA * 


NMJ)32260 


Homo sapiens hypothetical protein DKFZp434P144 (DKFZp434P144) mRNA 
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rNJVl UJZZJ/ 


xiomo sapiens hypothetical protein FU23356 (FU23356), mRNA 


1N1VI UJZZ/U 


Homo sapiens hypothetical protein FLJ22283 (FLJ22283), mRNA 


NM 032219 


Homo sapiens hypothetical protein FLJ22269 (FU22269), mRNA 


iNM UJZZU4 


Homo sapiens hypothetical protein FLJ21588 (FLJ21588), mRNA 


NM 032203 


Homo sapiens hypothetical protein FU21423 (FLJ21423), mRNA 


INM UJZzUz 


Homo sapiens hypothetical protein FU21404 (FLJ21404), mRNA 


NM 032173 


Homo sapiens hypothetical protein FU12747 (FU12747), mRNA 


XTTV M A1 r\ r 1 

NM 032157 


Homo sapiens hypothetical protein FIJI 1531 (FU1 1531), mRNA 


NM_032150 


Homo sapiens hypothetical protein DKFZp434P1735 (DKFZP434P1735), 
mRNA 


NM_021005 


Homo sapiens nuclear receptor subfamily 2, group F, member 2 (NR2F2), 
mRNA 


NM_020159 


Homo sapiens hypothetical protein DKFZp762K2015 (DKFZp762K2015), 
mRNA 


NM 015449 


Homo sapiens DKFZP586G1722 protein (DKFZP586G1722), mRNA 


XTTV K A1 Cil^il 

NM 015424 


Homo sapiens DKFZP586N2124 protein (DKFZP586N2124) mRNA ' 


XTTV Jt Alf Ailf 

NM_015235 


Homo sapiens likely ortholog of mouse variant polyadenylation protein CSTF- 
64; KIAA0689 protein (KIAA0689), mRNA 


NM 015068 


Homo sapiens paternally expressed 10 (PEG10), mRNA 


NM 014599 


Homo sapiens EH-domain containing 4 (EHD4), mRNA 


X TTV Jt A 1 A A 1 1 

NM_014411 


Homo sapiens brain and nasopharyngeal carcinoma susceptibility protein (NSG- 
X), mRNA 


XTAyf AA*71/IO 

INM U0/14o 


Homo sapiens zinc finger protein 179 (ZNF179), mRNA 


iNiVL_UU/ZOO 


Homo sapiens XPA binding protein 1 ; putative ATP(GTP)-binding protein 
(JN 1 PBP), mRNA 


NM 006313 


Homo sapiens ubiquitin specific protease 15 (USP15), mRNA 


INM UUj /Zo 


Homo sapiens Ts translation elongation factor, mitochondrial (TSFM), mRNA 


NM_005277 


Homo sapiens glycoprotein M6A (GPM6A), mRNA 


xnv x aac /in 

NM 005437 


Homo sapiens nuclear receptor coactivator 4 (NCOA4), mRNA 


XTTV >f A A 1 Ann 

NM 001439 


Homo sapiens exostoses (multiple)-like 2 (EXTL2), mRNA 


NM_001287 j 


Homo sapiens chloride channel 7 (CLCN7), mRNA 


NM_021194 


Homo sapiens solute earner family 30 (zinc transporter), member 1 (SLC30A1), 
mRNA 


XTTV/f A10AQ/T 

JNM^Uljyeo 


Homo sapiens Ewmg sarcoma breakpoint region 1 (EWSR1), transcript variant 
EWS-b, mRNA 


INJVL UU 1U1J 


Homo sapiens nbosomal protein S9 (RPS9), mRNA 


NM 005617 


Homo sapiens nbosomal protein S14 (RPS 14), mRNA 


NM 006361 


Homo sapiens homeo box B13 (HOXB13), mRNA 


XTTV K AAA A A A 

IMM 000990 


Homo sapiens nbosomal protein L27a (RPL27A), mRNA 


JNM 005821 


Homo sapiens NBR2 (NBR2), mRNA 


XTTV K A AO >l no 

NM_003483 


Homo sapiens high-mobility group (nonhistone chromosomal) protein isoforai I- 
C (HMGIC), mRNA 


JNM_UUZlz9 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 2 
(HMG2), mRNA 


VTX/f AA^QCA 

INM vvDyjy 


Homo sapiens melatonin receptor IB (MTNR1B), mRNA 


NM 005958 


Homo saniens mplatntii-n wMnr 1 a rMT\rp i a\ yWdtvta 


NM 004739 


Homo sapiens metastasis-associated 1-like 1 (MTA1L1), mRNA 


NM_021644 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3) 
transcript variant 2H9A. mRNA 


NMJU2207 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9. mRNA 


NM 019597 


Homo sapiens heterogeneous nuclear ribonucleoprotein H2 (H*) (HNRPH2) 
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NMJ)31203 


IraRNA 

Homo sapiens heterogeneous nuclear ribonucleoprotein M (HNRPM) transcript 
vanant 2, mRNA F 


NM 005968 

NM 004966 
NM 032093 


I vStTJSNA ter ° gene0US nUdear ribonucle °P rotein M (HNRPM), transcript 
I Homo sapiens heterogeneous nuclear ribonnolpoTn-ntpm V iTTMppta ^dma 
Homo sapiens pregnancy-associated interferon (HTTFN) mRNA 1 


NM 020236 
NM 016050 
NM 005520 

NM 002226 


Homo sapiens mitochondrial ribosomal protein LI (MRPL1) mRNA 
1 Homo sapiens mitochondrial ribosomal nmtpin Til /tv>tdt>t i i\ dxta 

1 Homo sapiens heterogeneous nuclear ribonucleoprotein HI (H) (HNRPH1) 
mRNA '* 

Homo sapiens jagged 2 (]AG7\ nVRNA ' - — 


NM 006805 
NMJ)05463 


J Homo sapiens heterogeneous nuclear ribonucleoprotein AO (HNRPA0) mRNA 
Homo sapiens heterogeneous nuclear ribonucleoprotein D-like fflNRFDL) 
transcript variant 1, mRNA " 


NMJ)31372 
NM 031313 


1 Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDD 

transcript variant 2, mRNA 
IHomo sapiens alkaline phosphatase, placental-like 2 (ALPPL2) mRNA 


NM 005080 
NMJ)31267 


1 Homo Sapiens X-box biriHin&r\r/Yfr»ir» 1 /YDD1 \ t>xt a " ■ — 

i v ^ uuiuuiK proiein 1 \J\Ajr i) y mRNA 

iiomo sapiens cell division cycle 2-like 5 (cholinesterase-related cell division ~ 
controller) (CDC2L5^ tran^mW vaWotif o ^dxta 


NM_003718 


Homo sapiens cell division cycle 2-like 5 (cholinesterase-related cell division 
controller) (CDC2L5) transcrint variant l mPWA 

' u.aiio^ii|ji Variant 1, ITLKJN A. 


NMJ)00106 


Homo sapiens cytochrome P450, subfamily IBD (debrisoquine, sparteine, etc - 
metabolizing), polypeptide 6 (CYP2D6). mRNA 


inM_u31862 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 3, mRNA 


NM_031858 


Homo sapiens membrane corrmrmpnt rfirmriricstmA n „ r \ — r - : : 

^ luiuwwittuc wmponeni, cnromosome 17, surface marker 2 (ovarian 

^carcinoma antigen CA125) (M17S2), transcript variant 2, mRNA 


NMJ)05899 
NM 032018 


Homo Sapiens membrane rnirmnnprir r»V<™r^ rt o^.~,~ n i~ ^ — ■ 

iiicuiwaiiL component, chromosome 1 /, surface marker 2 ( ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 1. mRNA 

Homo Sapiens hVDOthetical nmtpin TWV7rk^A*7KinAi mvPTnfiTVTA^v — 


NM J) 14469 


* u /y uuj gu^i proiem JJisj^^p^4/NU43 (DKFZP547N043) mRNA 

™n teS ?xr1 PeClfiC heteio ^ eaous ^clear ribonucleoprotein G-T 
(HNRNPG-T), mRNA 


NM_002137 


Homo sapiens heterogeneous nuclear ribonucleoprotein A2/B1 (HNRPA2Rn 
transcript variant A2, mRNA * 


NM_031243 


Homo sapiens heterogeneous nuclear rihnniiripnnrA^it, a o/t> i /mmn * ^ -. x 

r ««*v 6 vuwuo uu^icai i luunucieoproiein f\s.f\y\ (HNRPAzRl i 

transcript variant Bl. mRNA nwi J> 


NM031157 i 

NM 009585 ! 
NMJ)32049 ! 
NM 031850 I 


Homo sapiens heterogeneous nuclear ribonucleoprotein Al (HNRPA1) 
transcript variant 2. mRNA 

Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 2. mRNA 

Homo sapiens angiotensin rerpntnr 1 anTDn • ^ — 

TT r . — t>* wLwAj ^ A it^cpim i ^vjijvij, transcript vanant 5, mRNA 

Homo sapiens angiotensin receptor 1 (AGTR1). transcript variant 4. mRNA 


NM_004835 
NM 000685 
NM_003965 
NMJJ06641 

I 


Homo sapiens angiotensin rrrpntnT 1 f a ryn? 1 \ f*™„ -l* • — ~ — ;rrn 

r b x^cptur 1 i/YuiKij, transcript vanant 3 T mRNA 

Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 1. mRNA 

Homo sapiens cnemokme fC-C motif) receptor-like 2 fCCRT.5) ™rn A 

Homo^ sapiens cnemokme (C-C motif) receptor 9 (CCR9), transcript variant B, 


NM 031200 ] 
l 


Homo. sapiens cnemokme (C-C motif) receptor 9 (CCR9), transcript variant A, 


NM_031409 ] 
t 


^sapiens cnemokine (C-C motif) receptor 6 (CCR6), transcript variant 2, _ 
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NMJJ04367 

NM 031371 
NM 016374 


Homo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 1 
mRNA * 

Homo sapiens RBPl-like protein (BCAA), transcript variant 2 mRNA 


XTA/f AA/IOOl 

iNJYL UU4zol 

NM_032048 
NM 032046 


- Homo sapiens RBPMike protein (BCAA), transcript variant 1, mRNA 
Homo sapiens BCL2-associated athanogene 3 (BAG3) mRNA 
Homo sapiens extracellular glycoprotein EMILIN-2 precursor (EMILIN-2) 
mRNA h 


NM_032045 
NM 032044 


Homo sapiens mosaic serine protease (MSP), mRNA | 
Homo sapiens krmgle^ontaining transmembrane protein; kringle-codine gene 
marking the eye and the nose (KREMEN), mRNA 


NM 032041 
NM_032039 

NM 032038 


Homo sapiens regenerating gene type IV (REG-IV), mRNA 
Homo sapiens neurocalcin delta (NCALD), mRNA 

Hc^osapiens hypothetical protein DKFZp761D021 1 (DKFZP761D021 1), 


NMJ)32020 
NM 032016 


Homo sapiens spmster-hke protein (LOC83985), mRNA 

Homo saniens hvnntVipHrfll -nmi^^ Ayf/^oi it a *i I « . , — 

Ax^ixAu^upiwib uypoweutdi piuicm MCjC1314 smular to fucosidase, atoha-L- 1 

tissue (MGC13 14), mRNA P 9 


NM_000323 


- lx " lllv aapicxis nypotnencai protein MOC325 1 (MCiC325 1), mRNA 
Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 
.yium carcinoma i, Hirschsprung disease) (RET), transcnpt variant 1. mRNA 


NMJ)20975 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 
thyroid carcinoma 1, Hirschsprung disease) (RETT), transcript variant 9 m iWA 


NM_020630 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 
tftyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 4 ™pm! 


NMJ)20629 


Homo SaDiens ret tYrotn-rmrrKw»n^ ^mnitiniQ j am • \ : r* ■ — 

: , p p OW) onco 5 en e (multiple enaocrme neoplasia and medullary 

thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 3. mRNA 


NM016817 
NM 006187 


Homo saDiens 2 t -5 , -fiHo'naH# :k Tiviat/» ermfk^vInZ o fcc\ *7i i tn\ //-^ a r^^z " — 

^^xxo ^ ^ -vuguaucuyidie synmeiase z (&y-71 kD) (OAS2) transcriot 

vanant 1, mRNA K 


NMJ)02535 


Homo sapiens 2 , -5'-oli K oadenylate synthetase 3 (100 kD) (OAS3) mRNA 
Homo sapiens 2'-5'-ohgoadenylate synthetase 2 (69-71 kD) (OAS2) transcript * 
vanant 2, mRNA ' oiwwipi 


NMJ)02342 


^TOR7^n^A 1UPUUlU;Un DCia rCCept ° r 1 1 " W1, " K ^P erfamil y» member 3) 


NMJ)02136 
NM 001885 


Homo sapiens heterogeneous nuclear ribonucleoprotein Al (HNRPA1) 
transcript variant 1 , mRNA 

Homo sapiens crystallin. alpha B (CRYAB), mRNA 


NMJ)15139 


Homo sapiens UDP-glucuronic acidAJDP-N.acetylgalactosamine dual 
transporter (UGTREL7). mRNA 


NMJ)24333 

NM 017947 
NM 017934 
NM 016492 
NM 014185 
NM 031965 
NM_031952 

lNlvl uj 1 SOU 

NM„031949 
NMJ)31945 ] 
NM 031943 ] 
NMJ)31942 M 
NM_031941 |] 


Homo sapiens fibronectm type 3 and SPRY domain-containing protein (FSD1), 

Homo sapiens molybdenum cofactor sulfurase (HMCS), mRNA 

Homo sapiens pleckstrin homology domain interacting protein (mm mRNA 

Homo sapiens ftomoIoeofveastMOGl fMOGl), mRNA 

Homo sapiens homoloe of yeast MOG1 (MOG1), mRNA 

Homo sapiens nasoin (GSG2), mRNA ' ~~ 

Homo sapiens NYD-SP16 protein (NYD-SP16), mRNA 

Homo sapiens Ksp37 protein (KSP37). mRNA 

Homo sapiens NYD-TSPG protein (NYD-TSPG), mRNA 
Homo sapiens oculospanin (OCSP). mRNA 

Homo sapiens 1FP38 (IFP38). mRNA ' 

Eiomo sapiens c-Myc target JPOl (JPOl). mRNA 

iomo sapiens AIE-75 binding protein protein (MCC2), mRNA 
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NM 031938 
NM 031937 
NM 031921 
NM 031915 
NM_031911 


Homo sapiens putative b^arotene^lO'-dioxyeenase (B-DIOX-IR mRNA 

Homo sapiens EBP50-PD7 mtpmrtnr rS aa t-n /ttdt£/i\ \~r>xTA " — ~ 

Homo sapiens AAA-ATPase TOB3 aOB3l mRNA 
Homo sapiens CLLL8 protein (CLLD8), mRNA 

Homo sapiens complement-clq tumor necrosis factor-related protein 7 (CTRP?} 
mRNA v Jy 


NMJ)31910 


Homo sapiens complement-clq tumor necrosis factor-related protein 6 (CTRP6P 
mRNA v " 


NMJ)31909 

NM 031904 
NM 031903 


hmxxxvj oa^Acu^ vAJuipicment-ciq uimor necrosis factor-related protein 4 (CTRP4) 
mRNA v r k j, 

Homo sapiens hypothetical protein FKSG44 (FKSG44) mRNA 


NM 031900 
NMJ)31897 


Homo sapiens mitochondrial ribosomal protein L32 (MRPL32) mRNA 
Homo sapiens alanine-glyoxylate aminotransferase 2 (AGXT2) mRNA 
Homo sapiens calcium channel, voltage-dependent, gamma subunit 6 
(CACNG6), mRNA 


NMJ)31896 
NM 031939 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 7 
(CACNG7), mRNA * 

Homo sapiens B29 protein (B29), mRNA 


NM 031886 

NM 020992 
NM 031407 
NM 030582 
NM 020390 


Homo sapiens potassium voltage-gated channel, shaker-related subfamilv 
member 7 (KCNA7), mRNA * 
Homo sapiens PDZ and LIM domain 1 felfin) (PDLIM1) mRNA 
Homo sapiens upstream regulatory element binding protein 1 (UREB1), mRNA 

Homo saniens collacen tvrw* ya/ttt oinVn i /wvr i o a n n \T * — 

oa^riciia Lrfjiidgeii, type a. vlu, aipna 1 (COJL18A1), mRNA 


NM 018980 
NM 018417 
NM 016945 
NM_004775 


Homo sapiens eukaryotic translation imtiation factor 5A2 (EIF5A2) mRNA 
xiouiu idpicns taste receptor, type 2, member 5 (TAS2R5), mRNA 
Homo sapiens soluble adenylyl cyclase (SAC), mRNA 
Homo sapiens taste receptor, type 2, member 16 (TAS2R16). mRNA 

6 S°GALTa , mR^A al:betaG1CNAC ^ S alacto ^^ fera ^ Polypeptide 


NMJ)03778 


4 SSgS ^5 al:betaGlcNAc beta »> 4 - galactosyltransferase, polypeptide 


NM_003779 
NM 001296 


f S4GAL13) :betaGlcNAc beta 1,4 ~ galactosyltransferase, polypeptide 


XTXvf AA1 Af\l 

NM_001497 

NM 014451 
NM 031265 
NM 031264 
NM 017717 
NM_021924 


Homo sapiens chemokine binding protein 2 (CCBP2), mRNA 

1 CMGALT ^,'SA al:betaG1CNAC bCta ! ' 4 " g alactos y ltransfer ^. Polypeptide 

Homo sapiens PTH-responsive osteosarcoma Bl protein ffil), mRNA 

Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 4. mRNA 

Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 3. mRNA 

Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 2. mRNA 


NM 019855 
NM 016367 
NM 031204 
NM 005201 
NMJW0786 


» T w» mw,ui aim caanenn-nice (MULDHL), transcript variant 1. mRNA 
tiomo sapiens calcium binding protein 5 (CABP5), mRNA 
Homo sapiens calcium binding protein 3 (CABP3), mRNA 
iiomo sapiens calcium binding protein 2 (CABP2), transcript variant 2. mRNA 
Homo sapiens cnemokine fC-C motif) receptor 8 (CCR8\ mRNA 
Homo sapiens cytochrome P450, 51 (lanosterol 14-alpha-demethvlase) fCYP5n 


NM_030908 

NM 001009 
NM 001032 
NM 001014 


Homo sapiens olfactory receptor, family 2, subfamily A, member 4 (OR2A4) " 
mRNA 

Homo sapiens ribosomal protein S5 (RPS5), mRNA 
Homo sapiens ribosomal protein S29 (RPS29), mRNA 

Homo sapiens nbosomal protein S10 (RPS10), mRNA | 
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NM 000991 
NM_000782 


1 XWA "- U oafjiraia iiouwnidi protein JLZo [JtfJrLu.o) i mKNA 

1 Homo sapiens cytochrome P450, subfamily XXIV (vitamin D 24-hydroxylase) 
(CYP24), mitochondrial protein encoded by nuclear gene mRNA 


NM__031226 


iiomo sapiens cyiuOuuwe P43U, subtamily XiA (aromatization of androgens) 
(CYP1 9), transcript variant 2, mRNA ' 


NM_000103 


,™™,i^ picua ^"chrome ^ 4i0 » subfamily XIX (aromatization of androgens') 
(CYP19), transcript variant 1, mRNA ' 


NM_000498 


1 Homo sapiens cytochrome P450, subfamily XIB (steroid 1 1-beta-hydroxvlase^ 
polypeptide 2 (CYrl 1B2), mitochondrial protein encoded by nuclear gene 
mRNA " 9 


NM 000102 


uwno sapiens uyluchrome JM50, subtamily XVII (steroid 17-alpha- 
hydroxylase), adrenal hyperplasia CCYP17), mRNA 


NM_000497 


1 Homo sapiens cytochrome P450, subfamily XIB (steroid 1 1-beta-hvdroxvlasrf 
polypeptide 1 (CYP1 1B1), mitochondrial protein encoded by nuclear gene 
mRNA ' 


NMJ) 17460 


nomo sapiens uylouhrume F4i0, subtamily 111A (niphedipine oxidase) 
polypeptide 4 (CYP3A4). mRNA J ' 


NM_0 18482 
NM 016366 


1101110 sapieiiii dcvclupment and ditierentiation enhancing factor 1 (DDEF1) 
mRNA h 


NMJ)07255 


Homo sapiens calcium binding protein 2 (CABP21 transcript variant 1, mRNA 
1101110 sapiens, jiylosylprotem beta 1,4-galactosyl transferase, polypeptide 7 
(galactosyltransferaseD(B4GALT7),mRNA 


NMJ)06668 


1 ™°,S Pie ^ cvtochrome P4 50. subfamily 46 (cholesterol 24-hydroxylase) 
| (CrP4o), mRNA 


NM_000781 
NM 000579 


Homo sapiens cytochrome P450, subfamily XIA (cholesterol side chain 
cleavage) (CYP11A), nuclear gene encoding mitochondrial protein, mRNA 
Homo sapiens chemokine (C-C motif) receptor 5 (CCR5) mRNA 


NM 001295 
NMJ)31492 

NM 031488 \ 


Homo sapiens chemokine fC-C motif) receptor 1 (CCR1) mRNA 

hj ^°* etlcal P rotein similar to RNA-binding protein lark 
(MGC10871), mRNA 

Homo sapiens hypothetical protein DKFZd761I141 (DKFZP761I14n mBMA " 


NM_031469 
NM 031468 


Homo sapiens btii domam binding glutamic acid-rich protein like 2 

(SH3BGRL2), mRNA 

Homo sapiens calneuron 1 (CALN1), mRNA 


NM_031462 

NM 031458 
NM 031445 
NM_031440 j 
NM 031429 


H^raosapiens hypothetical protein DKFZp761H2024 (DKFZP761H2024), 

Homo sapiens B aggressive lymphoma gene (BALY mRNA 
Homo sapiens hypothetical protein MGC4268 (MGC4268) mRNA 

wuw o«piwio uausmemDrane protein / (lJVLbM7), mRNA 
Homo sapiens retbmdin fRTBDN), mRNA " 


NM 031427 ! 
NM 031426 
NM 031422 
NM_031415 j 


um " aa Picns nypomencal protein MUC12435 (MGC1243S). mRNA 
Homo sapiens hypothetical protein FU12783 (FXJ12783) mRNA 
xiumo sapiens uauNAi;-4-sullorransierase 2 (UALNAC4ST-2) mRNA 
nomo sapiens melanoma-denved leucine zipper, extra-nuclear factor (MT.ZF.) 
mRNA v " 


NM__031413 

I 


Homo sapiens cat eye syndrome chromosome region, candidate 2 fCFrim 


NM_022719 ] 
Jj 


Homo sapiens DiGeorge syndrome critical region gene DGSI; likely ortholoe of 
mouse expressed sequence 2 embryonic lethal (DGSI), mRNA 


NMJ)00669 ] 
\( 

NM 000667 | ] 


Worno sapiens alcohol dehydrogenase 1C (class I), gamma polypeptide 
AlJxilC), mRNA 

femo sapiens alcohol dehydrogenase 1A (class D, alpha polypeptide (ADH1 AY 
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mpMA "~~ " " ' — " 




nomo sapiens transporter 2, ATr -bin ding cassette, sub-family B (MDR/TAP) 
(TAP2), transcript variant 2, mRNA 


X^IXYX UUUJ*rt 


nomo sapiens transporter 2, ATP-binding cassette, sub-family B (MDR/TAP) 
^i/vrzj, iranscnpt variant 1, mRNA 


nm oflfl^oi 

x^ixvx 


HATHA ^^rM^tnf* »m nw-jmi ji 1 A * 1 *I > 1_ * t • j . « * « - - . 

nomo sapiens transporter 1, ATP-binding cassette, sub-family B (MDR/TAP) 


NM 004678 


Homo sapiens vanable charge, Y chromosome, 2 (VCY2), mRNA 


NM 0193Q9 

X^XYA V l£,Jj?£, 


nomo sapiens rnf protein with a long N-terminal hydrophobic domain Cneflin) 
(PEF), mRNA 


NM 031308 


nomo sapiens epipiaian l (JirrKl), mRNA 


NM 031299 


Homo sapiens hypothetical protein MGC2577 (MGC2577), mRNA 


XNxVx UlZ'toU 


Homo sapiens zinc finger protein 73 (Cosl2) (ZNF73), mRNA j 


NM rnnc q 1 


Homo sapiens JJJbAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 17 (72kD) 
(DDX17), transcript variant 2, mRNA 


xNxVJL__UUO J O 0 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 17 (72kD) 
(DDX17), transcript variant 1, mRNA 


NM_003587 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 16 (DDX16), 
mRNA 


NM 000478 


Homo sapiens alkaline phosphatase, liver/bone/kidney (ALPL), mRNA 




Homo sapiens cytochrome P450, subfamily VHB (oxysterol 7 alpha- 
hydroxylase), polypeptide 1 (CYP7B1), mRNA 


NM 000780 


Homo sapiens cytochrome P450, subfamily VHA (cholesterol 7 alpha- 
monooxygenase), polypeptide 1 (CYP7A1), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 016166 


nomo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box binding protein 1 

\LJUJ\J5r 1 J, rnJKJNA 


NM 016373 


Homo sapiens WW domain-containing oxidoreductase (WWOX) mRNA i 


NM 024164 


Homo sapiens tiyptase beta 2 (TPSB2), mRNA 


NM 003294 


nomo sapiens xryptase beta 1 (IPSBl), mRNA 


NM 031310 


nomo sapiens tenestrated-endothelial linked structure protein; PV-1 orotein 
n>vn mRNA y 


NM 031302 


nomo sapiens gycosyitransterase (LUC83468), mRNA 


NM 031300 


nomo sapiens Hypothetical protein MGC2383 (MGC2383), mRNA 


NM 031997 

XlXYX V/J 1^7 / 


nomo sapiens nypotneticai protein DKFZp761H1710 (DKPZP761H1710), 
liiRN^A 


NM 031287 


nomo sapiens nypotneucal protem MGC3133 (MGC3133), mRNA 


NM 031286 


nomo sapiens onj±5LrKL3-liKe protem (SH3BGRL3), mRNA 


NM 031285 


numu i>dpicn£» nypoineucai protein IT 1057 (PP1057), mRNA 1 


NM 031279 


Homo sapiens alanine-glvoxylate aminotransferase 2-like 1 (AGXT2L1) mRNA 


NM 030970 


Homo sapiens hypothetical protein MGC3771 (MGC3771), mRNA 


NM 014357 1 


nomo sapiens sKm-specinc protem (XP5), mRNA 


NM 030500 


Homo sapiens matrilin 4 (MATN4), transcript variant 2, mRNA 


NM 031246 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 2 (PSG2), mRNA 


NM 017422 

A ^AYX Ml/ *TZ.^ 


Homo sapiens calmodulin-like skin protein (CLSP), mRNA j 


NM_005956 


Homo sapiens methvlenetetrahvdrofolate dehvdi-oaenase fNAr>p+ rU«<^/i<*«^ 

•T *»*iivkvi*ttiijrui uiviiUG uviijrvU ugbiiaou ^l>/vJU/x i llCp cnQ-Cn I J , 

methenyltelrahydrofolate cyclohydrolase, formyltetrahydrofolate synthetase 
(MTHFD1), mRNA 


NM 005906 


Homo sapiens male germ cell-associated kinase (MAK), mRNA 


NM 006389 


Homo sapiens oxygen reflated protein (150kD) (ORP150), mRNA 


NM 004803 


Homo sapiens organic cationic transporter-like 4 (ORCTL4), mRNA 


NM 030984 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamilv 
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V) ( 1 KXaS 1 ^ transcnnt variant TY^-TT mPMA 


NM 001061 


numu oapicii^ uirumDOAane a symnase i (platelet, cytochrome P450, subfamily 
\T) (TBXASn transcriDt variant TY^-T mPWA 


NM_000773 


xiuiiiu dapicua uyiuuuiuinc r*tju, suDianiiiy jLLti (etnanoi-mauciDle) (CYP2E) 
mRNA % . 


NM 030592 


Homo RaniPTiQ matnlm A fTv/T A TKMA fronrorinf im« n «* o .^t>xt a ^ 

xxviiiu oajjicus uidixum *t jivia i iN*f ) s uaiiscnpi variant J, mKJNA 


NM 003833 


Homo sapiens matrilm 4 (MATN4), transcript variant 1 , mRNA 


NM 005355 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 2, mRNA 


NM 03061 5 


nomo sapiens Kmesin-iiKe 3 (KiNbLj), transcript variant 1, mRNA 


NM 004523 


Homo sapiens kinesin-like 1 (KNSL1), mRNA 


NM OOSOflft 


nomo sapiens INaDH dehydrogenase (ubiqmnone) 1 alpha subcomplex, 5 
(13kD, B13) (NDUFA5), nuclear gene encoding mitochondrial protein, mRNA 




nomo sapiens in Aim dehydrogenase (ubiquinone) 1 alpha subcomplex, 1 
(7.5kD, MWFE) (NDUFA1), nuclear gene encoding mitochondrial protein 

rnRMA 


NM_000771 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase) 
poiypepuae y ^uirzcyj, mKJNA 


NMJ)00772 


Homo sapiens cytochrome P450, subfamily EC (mephenytoin 4-hydroxylase), 

nnlvnpntirlp 1 £ fCWOCI Q\ «,d\ta 


NM 017778 


Homo sapiens Wolf-Hirschhora syndrome candidate 1-like 1 (WHSC1L1), 

tran^frririt variant cVim-t mPMA 

LicuioviijjL V ill La. Li 1 MlUn, IIIIyINA. 


NM_023034 


Homo sapiens Wolf-Hirschhorn syndrome candidate 1-like 1 (WHSC1L1), 

Iran CPT*1T^t \TCk T"~i ont rr mDXTA 

uoiiouipL Yalld.ni long, mKJNA 


NM_000766 


Homo sapiens cytochrome P450, subfamily HA (phenobaibital-inducible), 
poiypepuae lj ^irzAlij, mKJN A 


NM 006646 


Homo sapiens WAS protem family, member 3 (WASF3), mRNA 


NM 018560 


Homo sapiens WW domain-containing oxidoreductase (WW OX) mRNA 


NM_014110 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 8 (PPP1R8), 
mRNA 


NM_004109 


Homo sapiens ferredoxin 1 (TOX1), nuclear gene encoding mitochondrial 

piULClIl, IIUVIN A \ : f 


NM_030671 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
uanscnpi variant d, mKJN A 


NM_030670 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), | 
u di lb crip i variant o, mKJN A 


NM_030669 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 

tronoprint lrorionf 1 mD\TA 

udnscnpL variant j, rriKJNA 


NM 030668 


nomo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 4, mRNA 


NM 030667 


Homo sapiens protein tyrosine phosphatase, receptor type, 0 (PTPRO), 
transcript variant 1, mRNA 


NM_002848 


nuiuu sapiens proiem tyrosine phosphatase, receptor type, O (PTPRO) 

tran^erint variant 9 mDMA - » 


NM 021979 


xiuiuu bdpiens neax snocK /UKi/ protem z (Hor A2), mRNA 


NM 024005 


nomo sapiens uhAjj/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 (DDX3), 
transcript variant 1, mRNA 


NMJKH356 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 (DDX3), 
transcript variant 2, mRNA 


NM 020216 


Homo sapiens arginyl ammopeptidase (aminopeptidase B) (RNPEP), mRNA 


NM 006990 


Homo sapiens WAS protem family, member 2 (WASF2), mRNA 


NM 012467 


Homo sapiens tryptase gamma 1 (TPSG1), mRNA 


NM 007317 


Homo sapiens kinesin-like 4 (KNSL4), mRNA 
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NM 004256 


Homo sapiens organic canonic transporter-like 3 (ORCTL3), mRNA 


NM_000774 


Homo sapiens cytochrome P450, subfamily OF, polypeptide 1 (CYP2F1), 
mRNA 


NM_000769 


Homo sapiens cytochrome P450, subfamily EC (mephenytoin 4-hydroxylase), 
polypeptide 19 (CYP2C19), mRNA 


NM 031220 


Homo sapiens PYK2 N-tenmnal domam-interactmg receptor 1 (NIR1), mRNA 


NM 031212 


Homo sapiens hypothetical protein NPD016 (NPD016), mRNA 


NM 031211 


Homo sapiens LAT1-3TM protein (LAT1-3TM), mRNA 


NM 031209 


Homo sapiens tRNA-guanine transglycosylase (TGT), mRNA 


NM 031206 


Homo sapiens hypothetical protein FLJ12525 (FLJ12525), mRNA 


NMJ)06904 


Homo sapiens protein kinase, DNA-activated, catalytic polypeptide (PRKDQ, 
mRNA 


NM_030963 


Homo sapiens hypothetical protein DKFZp43401427 (DKFZP43401427), 
mRNA 


NM 030931 


Homo sapiens epididymal secretory protein ESP 13. 2 (ESP 13. 2), mRNA 


NM_030905 


Homo sapiens olfactory receptor, family 2, subfamily J, member 2 (OR2J2), 
mRNA 


NM_030903 


Homo sapiens olfactory receptor, family 2, subfamily W, member 1 (OR2W1), 
mRNA 


NM 012377 


Homo sapiens olfactory receptor, family 7, subfamily C, member 2 (OR7C2), 
mRNA 


NM 030981 


Homo sapiens small GTP-binding protein (RAB1B), mRNA 


NM_030974 


Homo sapiens hypothetical protein DKFZp434N1923 (DKFZP434N1923), 
mRNA 


NM 030973 


Homo sapiens hypothetical protein TCBAP0758 (TCBAP0758), mRNA 


NM_030968 


Homo sapiens G protein coupled receptor interacting protein, complement-clq 
tumor necrosis factor-related (ZSIG37), mRNA 


\T» / /\ ^ /\/"V A r 

NM_030945 


Homo sapiens complement-clq tumor necrosis factor-related protein; likely 
ortholog of mouse CORS26 (collagenous repeat-containing sequence of 26-kDa 
protein) (CTRP3), mRNA 


NM_030936 


Homo sapiens hypothetical protein DKFZp434C135 (DKFZP434C135*), mRNA 


NM 030935 


Homo sapiens TSC-22-like (THG-1), mRNA 


NM 030926 


Homo sapiens integral membrane protein 3 (TTM3), mRNA 


NM 030893 


Homo sapiens CD IE antigen, e polypeptide (CD1E), mRNA 


NM 014067 


Homo sapiens LRP16 protein (LRP16), mRNA 


NM 030661 


Homo sapiens homeo box A3 (HOXA3), mRNA 


NM_030879 


Homo sapiens Small evolutionary conserved RNA, resembling C/D box small 
nucleolar (X102), mRNA 


NM_0l2373 


Homo sapiens olfactory receptor, family 3, subfamily A, member 3 (OR3 A3), 
mRNA 


MM U15U72 


Homo sapiens KIAA0998 protein (KIAA0998), mRNA 


JNJVL UJUoo2 


Homo sapiens apolipoprotem L, 2 (APOL2), mRNA 


xnv at Ani^H 

NM 002623 


Homo sapiens prefoldin 4 (PFDN4), mRNA 


NM 022167 


Homo sapiens xylosyltransferase II (XT2), mRNA 


NM_0 17506 


Homo sapiens olfactory receptor, family 7, subfamily C, member l (OR7C1), 


NM 003372 


Homo sapiens von Hippel-Lindau binding protein l (VBPl), mRNA 


NM 016097 


Homo sapiens HSPC039 protein (HSPC039), mRNA I 


NM 014646 


Homo sapiens lipin 2 (LPIN2), mRNA 


NM_005880 


Homo sapiens DnaJ (Hsp40) homolog, subfamily A, member 2 (DNAJA2), 
mRNA 


NM 006755 


Homo sapiens transaldolase l (TALDOl), mRNA 
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NM 005137 


Homo sapiens DiGeorge syndrome critical region gene 2 (DGCR2), mRNA 


NM 000022 


Homo sapiens adenosine deaminase (ADA), mRNA 


NM 003215 


Homo sapiens tec protein tyrosine kinase (TEC), mRNA 


NM 018425 


Homo sapiens phosphatidylinositol 4-kinase type II (PI4KII), mRNA 


NM 025238 


Homo sapiens BTB (POZ) domain containing 1 (BTBD1), mRNA 


NM 004248 


Homo sapiens G protein-coupled receptor 10 (GPR10), mRNA 


NM 001642 


Homo sapiens amyloid beta (A4) precursor-like protein 2 (APLP2), mRNA 


NM 030821 


Homo sapiens group XII secreted phospholipase A2 (PLA2G12), mRNA 


NM 030820 


Homo sapiens hypothetical protein DKFZp564B052 (DKFZp564B052), mRNA 


NM_030816 


Homo sapiens hypothetical protein DKFZp566D1346 (DKFZP566D1346), 
mRNA 


NM 030807 


Homo sapiens glucose transporter protein 10 (GLUT10), mRNA 


NM_030798 


Homo sapiens hypothetical protein DKFZp434D0421 (DKFZP434D0421), 
mRNA 


NM_030797 


Homo sapiens hypothetical protein DKFZp566A1524 (DKFZP566A1524), 
mRNA 


NM 030788 


Homo sapiens DC-specific transmembrane protein (LOC81501), mRNA 


NM 030787 


Homo sapiens factor H-related protein 5 (FHR5), mRNA 


NM 030786 


Homo sapiens intermediate filament protein syncoilin (SYNCOILIN), mRNA 


NM 030785 


Homo sapiens ortholog of mouse radial spokehead-like 1 (RSHL1), mRNA 


NM_030784 


Homo sapiens brain expressed G-protein-coupled receptor PSP24 beta 
(PSP24B), mRNA 


NM 030783 


Homo sapiens phosphatidylserine synthase 2 (PTDSS2), mRNA 


NM 030779 


Homo sapiens Eag-related gene member 2 (ERG2), mRNA 


NM 030774 


Homo sapiens prostate specific G-protein coupled receptor (PSGR), mRNA 


NM 030772 


Homo sapiens connexin 59 (GJA10), mRNA 


NM_030764 


Homo sapiens SH2 domain-containing phosphatase anchor protein 1 (SPAP1), 
mRNA 


NM_030763 


Homo sapiens nucleosomal binding protein 1 (NSBP1), mRNA 


NM 030757 


Homo sapiens makorin, ring finger protein, 4 (MKRN4), mRNA 


NM_021813 


Homo sapiens BTB and CNC homology 1 , basic leucine zipper transcription 
factor 2 (BACH2), mRNA 


NM 020819 


Homo sapiens KIAA141 1 protein (KIAA141 1), mRNA 1 


NM_030751 


Homo sapiens transcription factor 8 (represses interleukin 2 expression) (TCF8), 
mRNA 


NM 030754 


Homo sapiens serum amyloid A2 (SAA2), mRNA ! 


NM 030752 


Homo sapiens t-complex 1 (TCP1), mRNA 


NM_030756 


Homo sapiens transcription factor 7-like 2 (T-cell specific, HMG-box) 
(TCF7L2), mRNA 


NM 006010 


Homo sapiens arginine-rich, mutated in early stage tumors (ARMET), mRNA 


NM_001182 


Homo sapiens aldehyde dehydrogenase 7 family, member Al (ALDH7A1), 
mRNA 


NM_000382 


Homo sapiens aldehyde dehydrogenase 3 family, member A2 (ALDH3 A2), 
mRNA 


NM_003486 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 5 (SLC7A5), mRNA 


NM_000694 


Homo sapiens aldehyde dehydrogenase 3 family, member B 1 (ALDH3B1), 
mRNA 


NM_000693 


Homo sapiens aldehyde dehydrogenase 1 family, member A3 (ALDH1 A3), 
mRNA 


NM_030381 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 3, 
mRNA 
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NM 030380 


Homo sapiens GLI-Rruppel family member GLI2 (GLI2), transcript variant 2, 
mRNA 


NM_030379 


Homo sapiens GLI-Kmppel family member GLI2 (GLI2), transcript variant 1, 
mRNA 


NMJ)20166 


Homo sapiens methylcrotonoyl-Coenzyme A carboxylase 1 (alpha) (MCCC1), 
mRNA 


NM_005270 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 4, 
mRNA 


NM 002381 


Homo sapiens matrilm 3 (MATN3) precursor, mRNA 


NM 030583 


Homo sapiens matrilin 2 (MATN2) precursor, transcript variant 2, mRNA 


NM 002380 


Homo sapiens matrilin 2 (MATN2) precursor, transcript variant 1, mRNA 


NM 002379 


Homo sapiens matrilin 1, cartilage matrix protein (MATN1), mRNA 


NMJ)00168 


Homo sapiens GLI-Kruppel family member GLD (Greig cephalopolysyndactyly 
syndrome) (GLD), mRNA 


NM 003462 


Homo sapiens dynein, axonemal, light intermediate polypeptide (P28), mRNA 


NM 017493 


Homo sapiens Hin-1 (HSH1N1), mRNA 


NMJ)05602 


Homo sapiens claudin 1 1 (oligodendrocyte transmembrane protein) (CLDN1 1), 
mRNA 


NM 001195 


Homo sapiens beaded filament structural protein 1, filensin (BFSP1), mRNA 


NM 004987 


Homo sapiens LIM and senescent cell antigen-like domains 1 (LIMS1), mRNA 


NM 000412 


Homo sapiens histidine-rich glycoprotein (HRG), mRNA 


NM_024494 


Homo sapiens wingless-type MMTV integration site family, member 2B 
(WNT2B), transcript variant WNT-2B2, mRNA 


NM 004993 


Homo sapiens Machado- Joseph disease (spinocerebellar ataxia 3, 
olivopontocerebellar ataxia 3, autosomal dominant, ataxin 3) (MJD), transcript i 
variant 1, mRNA ! 


NM_004185 


Homo sapiens wingless-type MMTV integration site family, member 2B 
(WNT2B), transcript variant WNT-2B 1, mRNA 


NM 024415 


Homo sapiens VASA protein (VAS A), transcript variant 2, mRNA 


NM_004398 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 10 (RNA 
helicase) (DDX10), mRNA 


NM 004397 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 6 (RNA 
helicase, 54kD) (DDX6), mRNA 


NM_004396 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 5 (RNA 
helicase, 68kD) (DDX5), mRNA 


NMJ)30588 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 9 (RNA 
helicase A, nuclear DNA helicase II; leukophysin) (DDX9), transcript variant 2, 
rnRNA 


NM 001357 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 9 (RNA 
helicase A, nuclear DNA helicase II; leukophysin) (DDX9), transcript variant 1, 
mRNA 


NMJ)04660 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide, Y 
chromosome (DBY), mRNA 


NM 019039 


Homo sapiens VASA protein (VASA), transcript variant 1, mRNA 


NM 012382 


Homo sapiens osmosis responsive factor (OSRF), mRNA 


NM_000387 


Homo sapiens solute carrier family 25 (carnitine/acylcarnitine translocase), 
member 20 (SLC25A20), mitochondrial protein encoded by nuclear gene, 
mRNA 


NM 007240 


Homo sapiens dual specificity phosphatase 12 (DUSP12), mRNA 


NMJW4940 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 7 (RNA 
helicase, 52kD) (DDX7), mRNA 


NM 004939 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 (DDX1), 
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mRNA 


NM 013366 


Homo sapiens anaphase-promoting complex subunit 2 (APC2), mRNA 


NM_003791 


Homo sapiens membrane-bound transcription factor protease, site 1 (MBTPS1), 
mRNA 


NM_002251 


Homo sapiens potassium voltage-gated channel, delayed-rectifier, subfamily S, 
member 1 (KCNS1), mRNA 


NM 006903 


Homo sapiens inorganic pyrophosphatase (SID6-306), mRNA 


NM 020956 


Homo sapiens penaxin (KIAA1620), mRNA 


NM 015435 


Homo sapiens double ring-finger protein, Dorfin (DORFIN), mRNA 


NM 014338 


Homo sapiens phosphatidyiserine decarboxylase (PISD), mRNA 


NM 021954 


Homo sapiens gap junction protein, alpha 3, 46kD (connexin 46) (GJA3), mRNA 


NM 023068 


Homo sapiens sialoadhesin (SN), mRNA 


NM_022821 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 
yeast>like 1 (ELOVL1), mRNA 


NM 021126 


Homo sapiens mercaptopyruvate sulfurtransferase (MPST), mRNA 


NM_030666 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 1 (SERPINB1), mRNA 


NM 024014 


Homo sapiens homeo box A6 (HOXA6), mRNA 


NM 030665 


Homo sapiens retinoic acid induced 1 (RAI1), mRNA 


NM 030663 


Homo sapiens mitochondrial capsule selenoprotein (MCSP), mRNA 


NM 030664 


Homo sapiens phosphotriesterase related (PTER), mRNA 


NM 030662 


Homo sapiens mitogen-activated protein kinase kinase 2 (MAP2K2), mRNA 


NM 024896 


Homo sapiens hypothetical protein FU23309 (FLJ23309), mRNA 


NM 002183 


Homo sapiens interleukin 3 receptor, alpha (low affinity) (IL3RA), mRNA 


NM_021244 


Homo sapiens Rag D protein; hypothetical GTP-binding protein 
DKFZp761H171 (RAGD), mRNA ! 


NMJ)05088 


Homo sapiens DNA segment on chromosome X and Y (unique) 155 expressed 
sequence (DXYS155E), mRNA 


NM 016090 


Homo sapiens RNA binding motif protein 7 (RBM7), mRNA 


NM 013306 


Homo sapiens sorting nexin 15 (SNX15), mRNA 


NMJ)18362 


Homo sapiens likely ortholog of mouse LIN-7C; mammalian LIN-7 protein 3 
(LIN-7-C), mRNA 


NM 018300 


Homo sapiens zinc finger protein 83 (HPF1) (ZNF83), mRNA 


NM 014754 


Homo sapiens phosphatidyiserine synthase 1 (PTDSS1), mRNA 


NMJ)06140 


Homo sapiens colony stimulating factor 2 receptor, alpha, low-affinity 
(granulocyte-macrophage) (CSF2RA), mRNA 


NM 004043 


Homo sapiens acetylserotonin O-methyltransferase (ASMT), mRNA 


NMJ)02414 


Homo sapiens antigen identified by monoclonal antibodies 12E7, F21 and 013 
(MIC2), mRNA 


NM 002186 


Homo sapiens interleukin 9 receptor (EL9R), mRNA 


NM_030657 


Homo sapiens lens intrinsic membrane protein 2 (19kD) (LIM2), mRNA 


NM 014349 


Homo sapiens apolipoprotein L, 3 (APOL3), mRNA 


NM 022566 


Homo sapiens mesoderm development candidate 1 (MESDC1), mRNA 


NM 020727 


Homo sapiens zinc finger protein 295 (ZNF295), mRNA 


NM 012074 


Homo sapiens cer-d4 (mouse) homolog (CERD4), mRNA 


NM 000861 


nomo sapiens nistamme receptor HI (HRH1), mRNA 


NM_006273 


Homo sapiens small inducible cytokine A7 (monocyte chemotactic protein 3) 
(SCYA7), mRNA 


NM_002395 


Homo sapiens mahc enzyme 1, NADP(+>dependent, cytosolic (ME1), mRNA 


NM_024165 


Homo sapiens PHD finger protein 1 (PHF1), transcript variant 2, mRNA 


NM 002636 


Homo sapiens PHD finger protein 1 (PHF1), transcript variant 1, mRNA 


NM 001082 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 2 (CYP4F2), 
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mRNA 


JNM_UU /ZDi 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 8 (CYP4F8), 
mKJNA 


XJN/T fifiAT7Q 

jnmjiiuu/ /y 


Homo sapiens cytochrome P450, subfamily IVB, polypeptide 1 (CYP4B1), 

tWDKTA 
mKINA 


INM UUlDl^f 


Homo sapiens general transcription factor TTR (GTF2B), mRNA 


INM UUhIZ/ 


Homo sapiens G protein pathway suppressor 1 (GPS1), mRNA 


JNM Uz44ZJ 


Homo sapiens desmocollin 3 (DSC3), transcript variant Dsc3b, mRNA 


NM 001941 


Homo sapiens desmocollin 3 (DSC3),transcript variant Dsc3a, mRNA 


NM 004949 


Homo sapiens desmocollin 2 (DSC2), transcript variant Dsc2b, mRNA 


NM 024422 


Homo sapiens desmocollin 2 (DSC2), transcript variant Dsc2a, mRNA 


NM 004948 


Homo sapiens desmocollin 1 (DSC1), transcript variant Dsclb, mRNA 


NM 024421 


Homo sapiens desmocollin 1 (DSC1), transcript variant Dscla, mRNA 


NM 001923 


Homo sapiens damage-specific DNA binding protein 1 (127kD) (DDB1), mRNA 


NMJ)00425 


Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis of aqueduct of 
Sylvius 1, MAS A (mental retardation, aphasia, shuffling gait and adducted 
thumbs) syndrome, spastic paraplegia 1) (LI CAM), transcript variant 1, mRNA 


NMJ)24003 


Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis of aqueduct of 
Sylvius 1, MAS A (mental retardation, aphasia, shuffling gait and adducted 
thumbs) syndrome, spastic paraplegia 1) (L1CAM), transcript variant 2, mRNA 


\T» m~ f\ A A 1 -i A 

NM 004H0 


Homo sapiens ferredoxin reductase (FDXR), transcript variant 2, nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0244l7 


Homo sapiens ferredoxin reductase (FDXR), transcript variant 1, nuclear gene 
encoding mitochondrial protein, mRNA 


XTX Jf t\*\ 1 A A A 

NM 023944 


Homo sapiens cytochrome P450 isoform 4F12 (CYP4F12), mRNA 


NMJ)22845 


Homo sapiens core-binding factor, beta subunit (CBFB), transcript variant 1, 
mRNA 


XT>jT ATI A A 1 

NM 022041 


Homo sapiens giant axonal neuropathy (gigaxonin) (GAN), mRNA 


NM_02ll87 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 11 (CYP4F1 1), 
mRNA 


XTX £ a 1 a r f\r\ 

NM 019599 


Homo sapiens taste receptor, type 2, member 1 (TAS2R1), mRNA 


NM_017579 


Homo sapiens deleted in malignant brain tumors 1 (DMBT1), transcript variant 
3, mRNA 


NM 015670 


Homo sapiens sentrin/SUMO-specific protease 3 (SENP3), mRNA 


XTX jT A 1 ^Aft/ 

NM_0l2096 


Homo sapiens adaptor protein containing pH domain, PTB domain and leucine 
zipper motif (APPL), mRNA 


JNM 005392 


Homo sapiens PHD finger protein 2 (PHF2), mRNA 


NM_UUUo96 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 3 (leukotriene B4 
omega hydroxylase) (CYP4F3), mRNA 


JNM UZZOol 


Homo sapiens SPANX family, member C (SPANXC), mRNA 


NM 022573 


Homo sapiens TSPYql (TSPYQ1), mRNA 


JNM UZZUiSy 


Homo sapiens putative ATPase (HSA9947), mRNA 


INM UZjZzo 


Homo sapiens hypothetical protein dJ434014.3 (DJ434014.3), mRNA 


iNM UZjUIj 


Homo sapiens KIAA1031 protein (KIAA1031), mRNA 


INM UZjUZ/ 


Homo sapiens hypothetical protein FLJ14260 (FLJ14260), mRNA 


NM 022102 


Homo Samens hvnntfietipjil nrntpin T7T T900^8 /T7T T'>no^C\ «,DMA 


NMJ)21724 


Homo sapiens nuclear receptor subfamily 1, group D, member 1 (NR1D1), 
mRNA 


NM_O3057O 


Homo sapiens hypothetical protein MGC10902 (MGC10902), mRNA 


NM 025135 


Homo sapiens hypothetical protein FU22297 (KIAA1695), mRNA 


NM 024317 


Homo sapiens immunoglobulin-like transcript 10 (ILT10), mRNA 


NM 021822 


Homo sapiens phorbolin-like protein MDS019 (MDS019), mRNA 
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NM 017509 


Homo sapiens ACO for serine protease homologue (HSRNASPH), mRNA 


NM 005583 


Homo sapiens lymphoblastic leukemia derived sequence 1 (LYL1), mRNA 


NM 020070 


Homo sapiens immunoglobulin lambda-like polypeptide 1 (IGLL1), mRNA 


NM_002383 


Homo sapiens MYC-associated zinc finger protein (purine-binding transcription 
factor) (MAZ), mRNA 


NM 016944 


Homo sapiens taste receptor, type 2, member 4 (TAS2R4), mRNA 


NM 016943 


Homo sapiens taste receptor, type 2, member 3 (TAS2R3), mRNA 


NM 000378 


Homo sapiens Wilms tumor 1 (WT1), transcript variant A, mRNA 


NM 024426 


Homo sapiens Wilms tumor 1 (WT1), transcript variant D, mRNA 


NM 024425 


Homo sapiens Wilms tumor 1 (WT1), transcript variant C, mRNA 


NM 024424 


Homo sapiens Wilms tumor 1 (WT1), transcript variant B, mRNA 


NM_000765 


Homo sapiens cytochrome P450, subfamily IIIA, polypeptide 7 (CYP3A7), 
mRNA 


NM 021570 


Homo sapiens BarH-like homeobox 1 (BARX1), mRNA 


NMJ)00068 


Homo sapiens calcium channel, voltage-dependent, P/Q type, alpha 1 A subunit 
(CACNA1A), transcript variant l s mRNA 


NM 030574 


Homo sapiens hypothetical protein MGC10327 (MGC10327), mRNA 


NM 030573 


Homo sapiens hypothetical protein MGC10963 (MGC10963), mRNA 


NM 024867 


Homo sapiens hypothetical protein FU23577 (FU23577), mRNA 


NM 002739 


Homo sapiens protein kinase C, gamma (PRKCG), mRNA 


NM_020548 


Homo sapiens diazepam binding inhibitor (GAB A receptor modulator, acyl- 
Coenzyme A binding protein) (DBI), mRNA 


NM 025176 


Homo sapiens KIAA0980 protein (KIAA0980), mRNA 


NM 003789 


Homo sapiens TNFRSF1 A-associated via death domain (TRADD), rnRNA 


NM 017541 


Homo sapiens crystallin, gamma S (CRYGS), mRNA 


NM 006891 


Homo sapiens crystallin, gamma D (CRYGD), mRNA 


NM 020989 


Homo sapiens crystallin, gamma C (CRYGC), mRNA 


NM 005210 


Homo sapiens crystallin, gamma B (CRYGB), mRNA 


NM_014617 


Homo sapiens crystallin, gamma A (CRYGA), mRNA 


NM_002396 


Homo sapiens malic enzyme 2, NAD(+)-dependent, mitochondrial (ME2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 025268 


Homo sapiens hypothetical protein MGC4659 (MGC4659), mRNA 


NM 025244 


Homo sapiens testis specific, 10 (TSGA10), mRNA 


NM 025240 


Homo sapiens B7 homolog 3 (B7-H3), mRNA 


NM 025237 


Homo sapiens sclerostin (SOST), mRNA 


NMJ)25236 


Homo sapiens HZFwl protein (HZFW1), mRNA 


NM 025235 


Homo sapiens tankyrase 2 (TNKL), mRNA 


NM_025233 


Homo sapiens nucleotide binding protein (NBP), mRNA _j 


NM 025232 


Homo sapiens hypothetical protein FU22246 (FLJ22246), mRNA 


NM 025218 


Homo sapiens UL16-binding protein 1 (ULBP1), mRNA 


NMJ)25217 


Homo sapiens UL16-binding protein 2 (ULBP2), mRNA 


NM 025215 


Homo sapiens pseudouridine synthase 1 (PUS1), mRNA 


NM 025214 


Homo sapiens CTCL tumor antigen se57-l (SE57-1), mRNA 


NM_025212 


Homo sapiens Dvl-binding protein IDAX (inhibition of the Dvl and Axin 
complex) (IDAX), mRNA 


INJYL Uzdz 1U 


Homo sapiens type 1 protein phosphatase inhibitor (1-4), mRNA 


NM_ 025209 I 


Homo sapiens enhancer of polycomb 1 (EPC1), mRNA 


NM 025205 


Homo sapiens hypothetical protein DKFZp434N185 (DKFZP434N185), mRNA 


NM 025198 


Homo sapiens transcription termination factor-like protein (LOC80298), mRNA 


NM_025193 


Homo sapiens 3 beta-hydroxy-delta 5-C27-steroid oxidoreductase (C(27> 
3BETA-HSD), mRNA 


NM 025180 


Homo sapiens hypothetical protein FLJ13386 (FLJ13386), mRNA 
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XTK A AO C 1 C 1 

NM 025161 


Homo sapiens hypothetical protem FLJ22175 (FLJ22175), mRNA 


XTX JS AO C 1 C O 

NM 025 13o 


Homo sapiens hypothetical protein FU22251 (FLJ22251), mRNA 


XTA>T AO<1>10 

NM OzjIho 


Homo sapiens hypothetical protem FU12986 (FLJ12986), mRNA 


XTTVVT AOC1 0*7 

NM U25137 


Homo sapiens hypothetical protem FU21439 (FU21439), mRNA 


XTX vT AO CI 1 /T 

NM 025116 


Homo sapiens hypothetical protem FLJ12781 (FLJ12781), mRNA 


xnv >r ao<t i i>i 

NM 025114 


Homo sapiens hypothetical protein FLJ13615 (FLJ13615), mRNA 


NM 025083 


Homo sapiens hypothetical protein FU21 128 (FLJ21 128), mRNA 


XTH iT AlfAf jI 

NM 025054 


Homo sapiens hypothetical protein FU23 132 (FU23 132), mRNA 


xtx if rticnn 

NM 025017 


Homo sapiens hypothetical protein FLJ13892 (FU13892), mRNA 


NM 025011 


Homo sapiens hypothetical protem FLJ13744 (FU13744), mRNA 


XTX K AlilAAr 

NM 024995 


Homo sapiens hypothetical protein FU12616 (FLJ12616), mRNA 


NM 024987 


Homo sapiens hypothetical protein FLJ12345 (FLJ12345), mRNA 


XTfc if AUAAA 

NM 024900 


Homo sapiens hypothetical protem FLJ22479 (FIJ22479), mRNA 


XTX Jf f\*>AO^A 

NM 024874 


Homo sapiens hypothetical protein FLJ14225 (FU14225), mRNA 


NM 024873 


Homo sapiens hypothetical protein FLJ2 1 162 (FU2 1 1 62), mRNA 


NM 024861 


Homo sapiens hypothetical protein FIJ22671 (FLJ22671), mRNA 


XTX A" ft^ A O** ^ 

NM 024836 


Homo sapiens hypothetical protein FLJ22301 (FLJ22301), mRNA 


NM 024822 


Homo sapiens hypothetical protein FLJ22601 (FLJ22601), mRNA 


XTX A* r\*\ iOI A 

NM 024819 


Homo sapiens hypothetical protein FU22955 (FLJ22955), mRNA 


XTX f jl n 1 ^ 

NM 024816 


Homo sapiens hypothetical protein FU23282 (FLJ23282), mRNA 


XTX A~ A ftrt^ 

NM 024803 


Homo sapiens hypothetical protein FLJ21 665 (FLJ21665), mRNA 


NM 024795 


Homo sapiens hypothetical protein FU22800 (FLJ22800), mRNA 


XTX JC A T f~l 

NM 024767 


Homo sapiens hypothetical protein FU21 120 (FLJ21 120), mRNA 


XTX Jt t\*\A^£t\ 

NM 024760 


Homo sapiens hypothetical protein FLJ14009 (FLJ14009), mRNA 


XTX K AO A *T yl 1 

NM 024741 


Homo sapiens hypothetical protein FLJ12827 (FLJ12827), mRNA 


XTX /T AOinAO 

NM 024723 


Homo sapiens hypothetical protein FLJ23471 (FU23471), mRNA 


XTX X ft./l>1T^/\ 

NM 024720 


Homo sapiens hypothetical protein FU23510 (FLJ23510), mRNA 


NM 024698 


Homo sapiens hypothetical protein FIJI 3044 (FIJI 3044), mRNA 


XTX JT /\1 A /T\r\ 

NM 024692 


Homo sapiens hypothetical protein FU2 1 069 (FLJ2 1 069), mRNA I 


XTX Jf A £Of\ 

NM 024689 


Homo sapiens hypothetical protein FLJ14103 (FLJ14103), mRNA 


XTX jT A i^OH 

NM 024687 


Homo sapiens hypothetical protein FU23049 (FLJ23049), mRNA 


XTX X /"X^ A f A Ci 

NM 024648 


Homo sapiens hypothetical protein FU22222 (FLJ22222), mRNA 


NM_024622 


Homo sapiens hypothetical protein FU21901 (FU21901), mRNA 


XTX JT /\0 >< 1 1 

NM 0246H 


Homo sapiens hypothetical protein FIJI 1 896 (FLJH896), mRNA 


NM 024591 


Homo sapiens hypothetical protein FIJI 1749 (FIJI 1749), mRNA 


XTX jT /"V* A C S~ 1 

NM_0245ol | 


Homo sapiens hypothetical protein FLJ22054 (FLJ22054), mRNA 


NM 024540 


Homo sapiens hypothetical protein FU20917 (FLJ20917), mRNA 


NM 024518 


Homo sapiens ULl6-binding protein 3 (ULBP3), mRNA 


XTX if /\0 4 f 1 f 

NM 024515 


Homo sapiens hypothetical protein MGC4645 (MGC4645), mRNA 


NM 024504 


Homo sapiens PR domain containing 14 (PRDM14), mRNA 


XTX JT AA il f A1 

NM 024501 


Homo sapiens homeo box Dl (HOXD1), mRNA 


XTX JT AA^OAI 

NM 006821 ; 


Homo sapiens peroxisomal long-chain acyl-coA thioesterase (ZAP 128), mRNA 


XTX K AA^^OA 

NM_006680 


Homo sapiens malic enzyme 3, NADP(+)-dependent, mitochondrial (ME3), 
mRNA 


NM 001944 


nurao sapiens aesmogiein j yjempnigus vulgaris antigen) (DoOij, mKNA 


NM .001943 


Homo sapiens desmoglein 2 (DSG2), mRNA 


NM 001942 


Homo sapiens desmoglein 1 (DSG1), mRNA 


NM 024500 


Homo sapiens likely ortholog of mouse polydom (POLYDOM), mRNA 1 


NM 024498 


Homo sapiens zinc finger protein 117 (HPF9) (ZNF117), mRNA 


NM 018943 


Homo sapiens tubulin, alpha-like 2 (TUBAL2), mRNA 


NM 015640 


Homo sapiens PAI-1 mRNA-bindinR protein ffAI-RBPl), mRNA 
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NM 015332 


Homo sapiens KIAA1068 protein (KIAA1068), mRNA 


XTX r ao^aai 

NM 022001 


Homo sapiens SMAD in the antisense orientation (DAMS), mRNA 


XTX K A^IIAO 

NM_021708 


Homo sapiens leukocyte-associated Ig-like receptor 1 (LAIR1), transcript variant 
d, mRNA 


iNM_02170o 


Homo sapiens leukocyte-associated Ig-like receptor 1 (LAIR1), transcript variant 
b, mRNA 


NM_002287 


Homo sapiens leukocyte-associated Ig-like receptor 1 (LAIR1), transcript variant 
a, mKJN A 


XTK/f f\(\A A OA 
JNm 


Homo sapiens E4F transcription factor 1 (E4F1), mRNA 


NM 018834 


Homo sapiens matrin 3 (MATR3), mRNA 


NM Ul/oiO 


Homo sapiens ovarian carcinoma immunoreactive antigen (OCIA), mRNA 


NM 006926 


Homo sapiens surfactant, pulmonary-associated protein A2 (SFTPA2), mRNA 


NM 005411 


Homo sapiens surfactant, pulmonary-associated protein Al (SFTPA1), mRNA 


NM 024492 


Homo sapiens apolipoprotem (a) related gene C (APOARGC), mRNA 


NM 024491 


Homo sapiens plO-binding protein (BITE), mRNA 


XTTV M t\ 1 C A 

NM_0 15472 


Homo sapiens transcriptional co-activator with PDZ-binding motif (TAZ) 
(TAZ), mRNA 


NM 017797 


Homo sapiens BTB (POZ) domain containing 2 (BTBD2), mRNA 


NM 002826 


Homo sapiens quiescin Q6 (QSCN6), mRNA 


NMJ)24010 


Homo sapiens 5-methyltetrahydrofolate-homocysteine methyltransferase 
reductase (MTRR), transcript variant 2, mRNA 


XTTV K f\f\ A 

NM 004972 


Homo sapiens Janus kinase 2 (a protein tyrosine kinase) (JAK2), mRNA 


NM__000761 


Homo sapiens cytochrome P450, subfamily I (aromatic compound-inducible), 
polypeptide 2 (CYP1A2), mRNA 


NM_000104 


Homo sapiens cytochrome P450, subfamily I (dioxin-inducible), polypeptide 1 
(glaucoma 3, primary infantile) (CYP1B 1), mRNA 


NM 000499 


Homo sapiens cytochrome P450, subfamily I (aromatic compound-inducible), 
polypeptide 1 (CYP1A1), mRNA 


XTX /T rvo <1 1 o 

NM 024318 


Homo sapiens immunoglobulin-like transcript 8 (ILT8), mRNA 


NM 021806 


Homo sapiens 2.19 gene (2.19), mRNA 


XTX jT AA^AO 

NM_006208 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 1 (ENPP1) ! 

T» "VTA 

mRNA 


NM 00/076 


Homo sapiens Huntingtin interacting protein E (HYPE), mRNA 


XTX K A10CT1 

NM 0 18571 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 
candidate 2 (ALS2CR2), mRNA 


NM_015049 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 
candidate 3 (ALS2CR3), mRNA 


NM 023036 


Homo sapiens dynein intermediate chain 2 (DNAI2), mRNA 


XTX /f AOini 

NM 022171 


Homo sapiens T-cell leukemia translocation altered gene (TCTA), mRNA 


XTX /C AliClOO 


Homo sapiens coat protein gamma-cop (LOC5 1137), mRNA 


XTX/f AO 1 AAA 


Homo sapiens integral membrane protein 2B (TTM2B), mRNA 




Homo sapiens thymosin, beta, identified in neuroblastoma cells (TMSNB) ! 
mRNA 




Homo sapiens zinc finger protein 277 (ZNF277), mRNA 


NM 007257 


Homo sapiens paraneoplastic antigen MA2 (PNMA2), mRNA 


NM 021972 


HomO SaniPTIQ QnVimcrAC-t-np Irinocxk 1 /CPTJTST^ mPXTA 
AAV/ - Ll - l * J oo^itua apuuigo&llic Kinase 1 ^ox xlJv 1 ), m.KIN/\ 


NM 021976 


Homo sapiens retinoid X receptor, beta (RXRB), mRNA 


NM 021963 


Homo sapiens nucleosome assembly protein 1-like 2 (NAP1L2), mRNA 


NM 021978 


Homo sapiens suppression of tumorigenicity 14 (colon carcinoma, matriptase, 
epithin)(ST14),mRNA 


NM_021977 


Homo sapiens solute carrier family 22 (extraneuronal monoamine transporter), 
member 3 (SLC22A3), mRNA 
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lNiVI UZ 1V04 


xiomo sapiens zinc linger protein 148 (pHZ-52) (ZNr 148), mRNA 


NM 021966 


Homo sapiens T-cell leukemia/lymphoma 1 A (TCL1A), mRNA 


JNM UlZloo 


Homo sapiens lorknead box E3 (FOXE3), mRNA 


NM 012182 


Homo sapiens forkhead box Bl (FOXB1), mRNA 


NM 006893 


Homo sapiens ligatin (LGTN), mRNA 


NM 021955 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 
transducing activity polypeptide 1 (GNGT1), mRNA 


NM_021959 


Homo sapiens protein phosphatase 1, regulatory (iiihibitor) subunit 1 1 
(PPPlRli),mRNA 


NM_021951 


Homo sapiens doublesex and mab-3 related transcription factor l (DMRTl), 
mRNA 


NM_021960 


Homo sapiens myeloid cell leukemia sequence I (BCL2-related) (MCLl), 

DXT A ^ 

mRNA 


NM_021952 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 4 (Hu 
antigen D) (ELAVL4), mRNA 


NM_021949 


Homo sapiens ATPase, Ca-H- transporting, plasma membrane 3 (ATP2B3), 
mRNA 


NM 021953 


Homo sapiens forkhead box Ml (FOXMl), mRNA 


NM 021956 


Homo sapiens glutamate receptor, ionotropic, kainate 2 (GRJK2), mRNA 


NM_004886 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 3 
(XI I -like 2) (APBA3), mRNA 


NM_006557 


Homo sapiens doublesex and mab-3 related transcription factor 2 (DMRT2), 
mRNA 


NM_002253 


Homo sapiens kinase insert domain receptor (a type HI receptor tyrosine kinase) 
(KDR), mRNA 


xnvvf Amno 
JNM UUZl7o 


Homo sapiens insulin-like growth factor binding protein 6 (IGFBP6), mRNA 


XTA k nniocn 


Homo sapiens succinate-CoA ligase, ADP-forming, beta subunit (SUCLA2), 

mD XT A 

mKINA 


xT7v/f aaqca'j 


Homo sapiens myosin, heavy polypeptide 13, skeletal muscle (MYH13), mRNA 


inm uuosoo 


Homo sapiens zinc finger protein 16 (KOX 9) (ZNP16), mRNA 


iNiVl UUOojZ 


Homo sapiens tousled-like kinase 2 (TLK2), mRNA 


iNivi uzizzy 


Homo sapiens netrm 4 (IN fN4), mRNA 


XJA/f ni ^71 0 
INM UlD/lo 


Homo sapiens INADPH oxidase 3 (NOX3), mRNA 


NM_015003 


Homo sapiens golgin-67 (KIAA0855), mRNA 1 


JNiVL UU6178 


Homo sapiens N-ethylmaleimide-sensitive factor (NSF), mRNA 


XITVyf AA'S 1 1 *C 

JNM Willo 


Homo sapiens sperm associated antigen 4 (SPAG4), mRNA 


JNM U18/Z4 


Homo sapiens interleukin 20 (TL20), mRNA 


NM 019083 


Homo sapiens hypothetical protein (FLJ10287), mRNA 


XTA/f f\f\1 1 1 A 

JNM U03114 


Homo sapiens sperm associated antigen 1 (SPAG1), mRNA 


XTTVjf AO 1 Am 

JNM^UZIUy / 


Homo sapiens solute carrier family 8 (sodium/calcium exchanger), member 1 

/PT /"'O A 1 \ r> XT A 

(6LC8A1), mRNA 


NM 021102 


Homo sapiens serine protease inhibitor, Kunitz type, 2 (SPINT2), mRNA 


XTTV/f AO 1 1 A1 

JNM U211U1 


Homo sapiens claudin 1 (CLDN1), mRNA 


NMJ)21095 


Homo sapiens solute carrier family 5 (sodium-dependent vitamin transporter), 
member 6 (SLC5A6), mRNA 


NM 021076 


nomo sapiens neuroniament, Heavy polypeptide (ZuUlcL/J (JNfcrril, mRNA 


NM 001751 


Homo sapiens cysteinyl-tRNA synthetase (CARS), mRNA 


NM_021074 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 2 (24kD) 
(NDUFV2), mRNA 


NM_020998 


Homo sapiens macrophage stimulating 1 (hepatocyte growth factor-like) 
(MST1), mRNA 


NM_003147 


Homo sapiens synovial sarcoma, X breakpoint 2 (SSX2), mRNA 
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NM 021964 


Homo sapiens zinc finger protein 148 (pHZ-52) (ZNF148), mRNA 


NM 021966 


Homo sapiens T-cell leukemia/Iymphoma 1 A (TCL1A), mRNA 


NM 012186 


Homo sapiens forkhead box E3 (FOXE3), mRNA 


NM 012182 


Homo sapiens forkhead box Bl (FOXB1), mRNA 


NM 006893 


Homo sapiens ligatin (LGTN), mRNA 


NM_02l955 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 
transducing activity polypeptide 1 (GNGT1), mRNA 


NM_02l959 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 1 1 
(PPPlRlD.mRNA 


NM_02l95l 


Homo sapiens doublesex and mab-3 related transcription factor 1 (DMRT1) 
mRNA 


NM_02l960 


Homo sapiens myeloid cell leukemia sequence 1 (BCL2-related) (MCL1) 
mRNA 


NM_02l952 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 4 (Hu 
antigen D) (ELAVL4), mRNA 


NM_02l949 


Homo sapiens ATPase, Ca-H- transporting, plasma membrane 3 (ATP2B3) 
mRNA ^ 


NM 021953 


Homo sapiens forkhead box Ml (FOXM1), mRNA 


NM 021956 


Homo sapiens glutamate receptor, ionotropic, kainate 2 (GRIK2), mRNA 


NM_004886 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 3 
(XI Hike 2) (APBA3), mRNA 


NM_006557 


Homo sapiens doublesex and mab-3 related transcription factor 2 (DMRT2) 
mRNA 


NM__002253 


Homo sapiens kinase insert domain receptor (a type m receptor tyrosine kinase) 
(KDR), mRNA 


NM 002178 


Homo sapiens insulin-like growth factor binding protein 6 (IGFBP6), mRNA 


NMJJ03850 


Homo sapiens succinate-CoA hgase, ADP-forming, beta subunit (SUCLA2), 
mRNA 


NM 003802 


Homo sapiens myosin, heavy polypeptide 13, skeletal muscle (MYH13), mRNA 


NM 006958 


Homo sapiens zinc linger protein 16 (KOX 9) (ZNF16), mRNA 


NM 006852 


Homo sapiens tousled-like kinase 2 (TLK2), mRNA 


XTA X A1 1 

JNM 021229 


Homo sapiens netrin 4 (NTN4), mRNA 


NM 015718 


Homo sapiens NADPH oxidase 3 (NOX3), mRNA 


NM 015003 


Homo sapiens golgin-67 (KIAA0855), mRNA 


NM 006178 


Homo sapiens N-ethylmaleimide-sensitive factor (NSF), mRNA 


NM 003116 


Homo sapiens sperm associated antigen 4 (SPAG4), mRNA 


NM 018724 


Homo sapiens interleukin 20 (IL20), mRNA 


NM 019083 


Homo sapiens hypothetical protein (FLJ10287), mRNA 


NM 003 1 14 


Homo sapiens sperm associated antigen 1 (SPAG1), mRNA 


NM_021097 


Homo sapiens solute earner family 8 (sodium/calcium exchanger), member 1 
(SLC8A1), mRNA 


NM 021102 


Homo sapiens serine protease inhibitor, Kunitz type, 2 (SPINT2), mRNA 


NM 02H01 


Homo sapiens claudin 1 (CLDN1), mRNA 


NMJ)2l095 


Homo sapiens solute carrier family 5 (sodium-dependent vitamin transporter) 
member 6 (SLC5A6), mRNA 


NM 021076 


Homo sapiens neurofilament, heavy polypeptide (200kD) (NEFH), mRNA 


NM 001751 


Homo sapiens cysteinyl-tRNA synthetase (CARS), mRNA 1 


NM_021074 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 2 (24kD) 
(NDUFV2), mRNA 


NM_020998 


Homo sapiens macrophage stimulating 1 (hepatocyte growth factor-like) 
(MST1), mRNA * 


NM 003147 


Homo sapiens synovial sarcoma, X breakpoint 2 (SSX2), mRNA 
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NMJH5392 


Homo sapiens neural proliferation, differentiation and control, 1 (NPDC1) 
mRNA 


NM 020482 


Homo sapiens activator of CREM in testis (ACT), mRNA 


NM 014509 


Homo sapiens kraken-like (BK126B4.1), mRNA 


NM_005132 


Homo sapiens Rec8p, a meiotic recombination and sister chromatid cohesion 
phosphoprotein of the rad21p family (REC8), mRNA 


NMJ)18896 


Homo sapiens calcium channel, voltage-dependent, alpha 1G subunit 
(CACNA1G), mRNA 


NM 005329 


Homo sapiens hyaluronan synthase 3 (HAS3), mRNA 


NM 015193 


Homo sapiens activity-regulated cytoskeleton-associated protein (ARQ, mRNA 


NMJU6203 


Homo sapiens protein kinase, AMP-activated, gamma 2 non-catalytic subunit 
(PRKAG2), mRNA 


NM_000627 


Homo sapiens latent transforming growth factor beta binding protein 1 (LTBP1), 
mRNA 


NMJ)02454 


Homo sapiens 5-methyltetrahydrofolate-homocysteine methyltransferase 
reductase (MTRR), transcript variant 1 , mRNA 


NM_001091 


Homo sapiens amiloride binding protein 1 (amine oxidase (copper-containing)) 
(ABP1), mRNA 


NM 024016 


Homo sapiens homeo box B8 (HOXB8), mRNA 


NM 024015 


Homo sapiens homeo box B4 (HOXB4), mRNA 


NM 015227 


Homo sapiens KIAA0958 protein (KIAA0958), mRNA 


NMJ)24430 


Homo sapiens proline-serine-threonine phosphatase interacting protein 2 
(PSTP3P2), mRNA 


NM 003588 


Homo sapiens cullin 4B (CUL4B), mRNA 1 


NM 016059 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 1 (PPIL1), mRNA 1 


NM 014432 


Homo sapiens interleukin 20 receptor, alpha (IL20RA), mRNA 


NM 000270 


Homo sapiens nucleoside phosphorylase (NP), mRNA 


NM_003021 


Homo sapiens small glutamine-rich tetratricopeptide repeat (TPRVcontainine 
(SGT), mRNA 1 ' g 


NMJ)02038 


Homo sapiens interferon, alpha-inducible protein (clone IFI-6-16) (G1P3), 
transcript variant 1, mRNA > 1 


NM_022873 


Homo sapiens interferon, alpha-inducible protein (clone IFI-6-16) (G1P3), 
transcript variant 3, mRNA 


NM_022872 | 


Homo sapiens interferon, alpha-inducible protein (clone IFI-6-16) (G1P3), 
transcript variant 2, mRNA 


NM_022803 


Homo sapiens uncoupling protein 3 (mitochondrial, proton carrier) (UCP3), 
transcript variant short, nuclear gene encoding mitochondrial protein, mRNA 


NMJ)03356 


Homo sapiens uncoupling protein 3 (mitochondrial, proton carrier) (UCP3), 
transcript variant long, nuclear gene encoding mitochondrial protein, mRNA 


NMJ)22810 


Homo sapiens solute carrier family 25 (mitochondrial carrier, brain), member 14 
(SLC25A14), transcript variant short, nuclear gene encoding mitochondrial 
protein, mRNA 


NMJ)03355 


Homo sapiens uncoupling protein 2 (mitochondrial, proton earner) (UCP2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_021833 


Homo sapiens uncoupling protein 1 (mitochondrial, proton carrier) (UCP1), 
nuclear gene encoding mitochondrial protein, mRNA 


NMJW2231 


Homo sapiens kangai 1 (suppression of tumorigenicity 6, prostate; CD82 antigen 
(R2 leukocyte antigen, antigen detected by monoclonal and antibody IA4)) 
(KAI1), mRNA 


NM_004967 


Homo sapiens integrin-binding sialoprotein (bone sialoprotein, bone sialoprotein 
n)OBSP),mRNA 


NM 000490 


Homo sapiens arginine vasopressin (neurophysin H antidiuretic hormone 
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diabetes insipidus, neurohypophyseal) (AVP), mRNA 


NM.022877 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
variant c, mRNA 


JNM^UzZo /O 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
van ant b, mRNA 


NMJ)22875 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
van ant a, mRNA 


NM_017411 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
van ant d, mRNA 


NM 005474 


Homo sapiens histone deacetylase 5 (HDAC5), mRNA 


NM UUoU37 


Homo sapiens histone deacetylase 4 (HDAC4), mRNA 


NM_003474 


Homo sapiens a disintegrin and metalloproteinase domain 12 (meltrin alpha) 
(ADAM12), transcript variant 1, mRNA 


NM_000344 


Homo sapiens survival of motor neuron 1, telomeric (SMN1), transcript variant 
d, mRNA 


NM_022874 


Homo sapiens survival of motor neuron 1, telomeric (SMN1), transcript variant 
b, mRNA 


NM 006400 


Homo sapiens dynactm 2 (p50) (DCTN2), mRNA 


NM_021969 


Homo sapiens nuclear receptor subfamily 0, group B, member 2 (NR0B2), 
mRNA 


NM 021967 


Homo sapiens small EDRK-nch factor 1A (telomeric) (SERF1A) mRNA 


NM_001515 


Homo sapiens general transcription factor IIH nolvnentiHp- i (aa\,t\ cl..-^ 
(GTF2H2), mRNA 


NM_003951 


Homo sapiens solute earner family 25 (mitochondrial earner, brain), member 14 
(SLC25A14), transcript variant long, nuclear gene encoding mitochondrial 
protein, mRNA 


NM_004277 
NM 004536 


Homo sapiens uncoupling protein 4 (UCP4), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_000346 


Homo sapiens baculoviral IAP repeat-containing 1 (BIRC1) mRNA 
Homo sapiens SRY (sex determining region Y)-box 9 (campomelic dysplasia 
autosomal sex-reversal) (SOX9), mRNA 


NM_003645 
NM 024409 


Homo sapiens fatty-acid-Coenzyme A liease verv Ions-chain 1 fFAPVT n 
mRNA 

Homo sapiens natriuretic peptide precursor C (NPPC) mRNA 


"MM (Y1AA 1 A | 

NM_004180 

NM 024332 
NM 024324 


Homo sapiens outer dense fibre of sperm tails 1 (ODF1), mRNA 

Homo sapiens TRAF family member-associated NFKB activator (TANIO 

mRNA 

Homo sapiens c6.1A (C6.1A), mRNA 


NM 02431 5 
NM 02431 1 


Homo sapiens hypothetical protein MGC1 1256 (MGC1 1256), mRNA 
Homo sapiens hypothetical protein MGC4175 (MGC4175), mRNA 
Homo sapiens hypothetical protein ET (ET), mRNA 


NM. 024309 
NM 024306 


Homo sapiens hypothetical protein MGC4289 (MGC4289), mRNA 


NM_024300 


Homo sapiens fatty acid hydroxylase (FAAH), mRNA 

Homo sapiens hypothetical protein MGC2217 (MGC2217), mRNA 


NM_024294 


Homo sapiens hypothetical protein MGC1203 (MGC1203), mRNA 
Homo sapiens hypothetical nrotein MfiPdfil d ^(^^"{as yWdtct a 


NM 024292 


Homo sapiens ubiquitin-like 5 OJBL5), mRNA 


NM 024012 
NM 024123 


Homo sapiens 5-hydroxvtryptamine (serotonin) receptor 5A (HTR5A), mRNA 


NMJ)21904 


Homo sapiens putative Ly-6 superfamily member (G6E), mRNA j 
Homo sapiens gamma-ammobutyric acid (GABA) B receptor, 1 (GABBR1), 
transcript variant 3, mRNA 


NM 021903 


Homo sapiens gamma-aimnobutyric acid (GABA) B receptor, 1 (GABBR1) ~ 
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NM 001470 



NM 001858 



transcript variant 2, mRNA 



Homo sapiens gamma-aminobutyric acid (GABA) B receptor 1 fGABBR n 
transcript variant 1, mRNA l^ABBRl), 



NM 023004 



NM 023033 



NM 023032 
NM 014289 



NM 023088 



NM 023087 



NM 023086 



NM 023085 



NM 023084 
NM 023083 



NMJ)23028 



Homo sapiens fibroblast growth factor receptor 2 (bact eria-expressed kinase 
kerataocyte growth factor receptor, craniofacial dUstosfsTSoSn 



Homo sapiens fibroblast growth fac tor receptor 2 (bacteria-expressed kinase " 
keratmocyte growth factor receptor, craniofacial dysoSiTSn 



NM_022976 



NM_022975 



NM_022974 



NM_022973 



NM 022972 



Homo sapiens fibroblast growth facto r receptor 2 (bacteria-expressed kinase " 
S^ff 4 fa ?* -eptor, cramofacial d^osis l! Qoufon ' 
SS^' J-WWeiss syndrome) (FGFR2), transcript 



Homo sapiens fibroblast growth factor receptor 2 (bact eria-expressed kinase 
Syndr ° me ' Jackson - Weiss ^ome) (FGFR2), transcript 



Homo sapiens fibroblast growth factor receptor 2 (bacteria- expressed kinase ' 
StTnSf Jackson - Weiss (FGFItt^cript 



S^^l/^ fa ?° rreCeptor ' ^facial dysostosis 1, Cronzon 
^e^syndrome, Jackson-Weiss syndrome) (FGFR2)Zscri P t 



Homo sapiens fibroblast growth factor receptor 2 (bactena-expressed InW 
k^toocyte growth factor receptor, cramXial dysosSsTS ^ ' 

Homo sapiens fibr ^kstgow^fa ctor recep tor 2 (bacteria-exDresse ^P^ 
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keratinocyte growth factor receptor, craniofecial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 5, mRNA 


NM_022971 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofecial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 4, mRNA 


NM 022970 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 3, mRNA ' 


NM_022969 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 2, mRNA 


NM_015850 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2 
Pfeiffer syndrome) (FGFR1), transcript variant 2, mRNA 


NMJ)23111 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 9, mRNA 


NM 023110 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2 
Pfeiffer syndrome) (FGFR1), transcript variant 8, mRNA 


NM_023109 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2 
Pfeiffer syndrome) (FGFR1), transcript variant 7, mRNA 


NM_023029 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 11, mRNA 


NM_023108 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2 
Pfeiffer syndrome) (FGFR1), transcript variant 6, mRNA 


NM_000141 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 1, mRNA F 


NM_023107 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tvrosine kinase 2 
Pfeiffer syndrome) (FGFR1), transcript variant 5, mRNA 


NM 023106 


Homo sapiens fibroblast growth factor recentnr l Cfmc rMat^sf \^ ~ 

t- uwui,w *' givvYui iai/ lui icvcpiur i ^ims-reiaiea tyrosine Kinase 2 

Pfeiffer syndrome) (FGFR1), transcript variant 4 f mRNA 


NMJ)23105 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2 
Pfeiffer syndrome) (FGFR1), transcript variant 3, mRNA 


NM_000604 

NM 024018 
NM 017614 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2 

Pfeiffer syndrome) (FGFR1), transcript variant 1, mRNA 

Homo sapiens butyrophilin, subfamily 2, member A3 (BTN2A3), mRNA 


NM_005434 
NM_000351 

NM 024105 1 
NM 024098 
NM_024096 
NM 024095 
NM 024091 
NM 024089 


Homo sapiens betaine-homocvsteine methyltransferase 2 (BHMT2), mRNA 
Homo sapiens BENE protein (BENE). mRNA 

Homo sapiens steroid sulfatase (microsomal), arylsulfatase C, isozyme S (STS) 
mRNA 

Homo sapiens hypothetical protein MGC3136 (MGC3136), mRNA 
Homo sapiens hypothetical protein MGC2574 (MGC2574), mRNA 
Homo sapiens hypothetical protein MGC5627 (MGC5627), mRNA 
Homo sapiens hypothetical protein MGC5540 (MGC5540), mRNA 
Homo sapiens hypothetical protein MGC5297 (MGC5297), mRNA 
Homo sapiens hypothetical protein MGC5302 (MGC5302), mRNA 
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I NM_022844 



NM_001755 



mmo sapiens myosm, heavy polypep tide 1 1, smooth muscle (MYH1 1) 
transcript variant SM3. mRNA K 



nom^sapiens core-binding fector, beta subumt (CEFB), transcript variant 2, 
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NM 015062 


Homo sapiens KIAA0595 protein (KIAA0595), mRNA ^ 


NM 019100 


Homo sapiens DNA methyltransferase 1-associated protein 1 (DMAP1) mRNA 


NM 015442 


Homo sapiens hypothetical protein FLJ12890 (EUT12890), mRNA 


NMJ)23948 


Homo sapiens hypothetical protein AF053356_CDS3 (AF053356 CDS3), 
mRNA 


NM_022036 


Homo sapiens G protein-coupled receptor, family C, group 5, member C 
(GPRC5C), transcript variant 1, mRNA 


NM_0 18653 


Homo sapiens G protein-coupled receptor, family C, group 5, member C 
(GPRC5C), transcript variant 2, mRNA 


NM 000707 


Homo sapiens arginine vasopressin receptor IB (AVPR1B), mRNA 


NM 000706 


Homo sapiens arginine vasopressin receptor 1 A (AVPR1 A), mRNA 


NM 021923 


Homo sapiens fibroblast growth factor receptor-like 1 (FGFRL1) mRNA 


NM_002011 


Homo sapiens fibroblast growth factor receptor 4 (FGFR4), transcript variant 1 
mRNA 


NMJ)22963 


Homo sapiens fibroblast growth factor receptor 4 (FGFR4), transcript variant 2 
mRNA 


NMJ)22965 


Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric 
dwarfism) (FGFR3), transcript variant 2, mRNA 


NMJ)00142 


Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric 
dwarfism) (FGFR3), transcript variant 1 , mRNA 


NM 022336 


Homo sapiens ectodysplasm 1, anhidrotic receptor (EDAR), mRNA 


NMJ) 18654 


Homo sapiens G protem-coupled receptor, family C, group 5, member D 
(GPRC5D), mRNA 


NM_002534 


Homo sapiens 2 , ,5'-ohgoadenylate synthetase 1 (40^6 kD) (OAS1), transcript 
variant E16, mRNA 


NMJ>16816 


Homo sapiens 2 , ,5*-ohgoadenylate synthetase 1 (40-46 kD) (OAS1), transcript 
variant El 8, mRNA 


NM 014501 


Homo sapiens ubiquitin carrier protein (E2-EPF), mRNA 


NM 000595 


Homo sapiens lymphotoxin alpha (TNF superfamily, member 1) (LTA) mRNA 


NM 007040 


Homo sapiens ElB-55kDa-associated protein 5 (E1B-AP5), mRNA 


NM 001232 


Homo sapiens calsequestrin 2 (cardiac muscle) (CASQ2), mRNA 


NM_001231 


Homo sapiens calsequestrin 1 (fast-twitch, skeletal muscle) (CASQ1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 003925 


Homo sapiens methyl-CpG binding domain protein 4 (MBD4), mRNA 


NM 002059 


Homo sapiens growth hormone 2 (GH2), transcript variant 1, mRNA 


NM UZ2558 


Homo sapiens growth hormone 2 (GH2), transcript variant 3, mRNA 


NM 022557 


Homo sapiens growth hormone 2 (GH2), transcript variant 2. mRNA 


NM 022556 


Homo sapiens growth hormone 2 (GH2), transcript variant 4, mRNA 


NM 022562 


Homo sapiens growth hormone 1 (GH1), transcript variant 5, mRNA 


NM 022561 


Homo sapiens growth hormone 1 (GH1), transcript variant 4, mRNA 


NM 022560 


Homo sapiens growth hormone 1 (GH1), transcript variant 3, mRNA 


NM 022559 


Homo sapiens growth hormone 1 (GH1), transcript variant 2, mRNA 


NM 000515 


Homo sapiens growth hormone 1 (GH1), transcript variant 1, mRNA 


NM 021801 


Homo sapiens matrix metalloproteinase 26 (MMP26), mRNA 


NM_022718 


Homo sapiens matrix metalloproteinase 25 (MMP25), transcript variant 2, 
mRNA 


NM_022468 


Homo sapiens matrix metalloproteinase 25 (MMP25), transcript variant 1 , 
mRNA 


NM_006690 


Homo sapiens matrix metalloproteinase 24 (membrane-inserted) (MMP24) 
mRNA h 


NM 004771 
NM 002423 


Homo sapiens matrix metalloproteinase 20 (enamelysin) (MMP20), mRNA 
Homo sapiens matrix metalloproteinase 7 (matrilysin, uterine) (MMP7), mRNA 
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NM_002422 


Homo saniens matrix metallonroteifiase *\ ( ^tromplv^rin 1 nrn otA ati™ aro\ 
(MMP3), mRNA 


NMJ)05941 


Homo saoiens matrix metallonroteinase 16 fmemhranp-fnsprrp.rn fX/fA/TPi k\ 
transcript variant 1, mRNA 


NM_022564 


Homo saniens matrix metallonroteinase 1 6 fmprnKmnp-incprfprl^ fMA^Pi 
transcript variant 2, mRNA 


NM_002421 


Homo saoien*; matrix metal 1nnrotpinac.p 1 fintf*rctifiQl r»r»11arw»n»ioo\ /TvvrAvrDix. 

ixv/iixts oapiwio nxauiA lUwuuiuj^lULvlllaov I ^IHLCI oLILlal COllaficnaSCJ I i V 1 j VI r 1 J 

mRNA 


NM 004995 


Homo sanien*! matrix m pt a 1 1 nnrnfpi nacp 1 A ( mpmKrona incorfa/T\ /Tvatv^tdi >i\ 
lAuiiiu aapiciio liiauiA lucuuiupiULClIldbC iH ^ITlCiTl DlanC "inScITCQ ) ( 1 VI lvl r [**} 

mRNA 


NM 002427 


xiuiiiu pi ciio liiauiA meianoproieinase i j (conagenase 3) ^IVJJVLrljJ, mRNA 


NM 005940 


Homo sapiens matrix metalloproteinase 1 1 (stromelysin 3) (MMP1 1), mRNA 


NM 022792 


xiuiuu iwipiciib matrix meianoproieinase iy ^iviiVLr li/j, transcript variant rasi-9 
mRNA * ' 


NM 022791 


nvuiv bapicub iiidLiiA rneiaiioproieinase iy ^ivuvir^iyj, transcript variant rasi-6 
mRNA 1 ' 


NM 022790 


nuinu bapicns ma. lux meianoproieinase iy (MMr transcript variant rasi-3 
mRNA 


NM_002429 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-1 
mRNA 


NMJ)04530 


Homo sapiens matrix metalloproteinase 2 (gelatinase A, 72kD gelatinase, 72kD 
tvoe IV collaeenase^ HvTMP? i nVRNA 


NM_004994 


Homo sapiens matrix metalloproteinase 9 (gelatinase B, 92kD gelatinase, 92kD 
tvoe IV collaeenase^ fMMP9A mRNA 


NM 004142 


Homo Saoiens matrtY mpta11nnrntpir»5icR_lilrf» 1 fKAKAVX 1\ mUMA 


NMJ)02424 


Homo sapiens matrix metalloproteinase 8 (neutrophil collagenase) (MMP8), 
mRNA 


NM_002428 


Homo sapiens matrix metalloproteinase 15 (membrane-inserted) (MMP15), 
mRNA 


NM_002426 


Homo sapiens matrix metalloproteinase 12 (macrophage elastase) (MMP12) 
mRNA ~ 


NM 002425 


Homo sapiens matrix metalloproteinase 10 (stromelysin 2) (MMP10), mRNA 


NM 022804 


nuinu bdpiens ojnxsitn upstream reaamg rrame (bNUKr ), transcript variant 2, 
mRNA 


NM 005678 


xzuiiiu s>dpienb oiNxvriN up sir earn reaamg name ( UKr ), transcript variant 1 % 
mRNA 


NM 003097 


Hnmn poni f*n C email nuplpsr riVti^mtnlaAvwAtAaM t_ \t /o"V TT» t*\"X t\ 

xiumu sapiens smaii nuciear riDonucieoprotem polypeptide N (SNRPN), 
transcript variant 1, mRNA 


NM_022808 


Homo cam pn q email nnplpaT Til>/\Tiii/»lAi-*^t*rt4-A*« nAlimfl«^j« XT /c\tt» t>xt\ 

iauiiiu aapicua Milan iiuuicdx nDonucieoproiem poiypepnoe v% ^oiNlvrr^), 
transcript variant 5, mRNA 


NM_022807 


Homo fsflniPTiQ email tinplpaT nViAnno1<v\rkr/\^in nAKm/mhi) a xt /oxronxA 

aauiuu attjpiciid Mijoii nucicdr noonucieoproxem poiypepnue ri (oNxCPN), 
transcriDt variant 4 mRNA 


NM_022806 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcriDt variant 3 mRNA 


NM_022805 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 2, mRNA 


NMJ)22717 


Homo sapiens Ul-snRNP binding protein homolog (70kD) (U1SNRNPBP), 
transcript variant 2, mRNA 


NMJ)06759 


Homo sapiens UDP-glucose pyrophosphorylase 2 (UGP2), mRNA j 


NM_001400 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, 1 (EDG\\ mRNA 


NM 005586 


Homo sapiens MyoD family inhibitor (MDFI), mRNA 
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nomo sapiens small nuKK-ncn iactor IB (centromeric) (SERF IB) mRNA 


NM 023947 
NM 023942 
NM 023933 


xaumu sapiens nypouieucai protein MCi<J3234 (MGC3234), mRNA 
Homo sapiens hypothetical protein MGC3036 (MGC3036), mRNA 


NM 005471 


Homo sapiens hypothetical protein MGC2494 (MGC2494), mRNA 
Homo sapiens gIucosamine-6-phosphate isomerase (GNPI) mRNA 


NM 023925 


tiomo sapiens nypotneucal protein FLJ22569 (FU22569), mRNA 


NM 004076 

1N1Y1 U 1 J fit 


Homo sapiens crystallin, beta B3 (CRYBB3), mRNA 


NM_012329 


Homo sapiens Langerhans cell specific c-type lectin (LANGERIN), mRNA 
Homo sapiens monocyte to macrophage differentiation-associated (MMD) 


NM_007020 


Homo sapiens Ul-snRNP bmdmg protein homolog (70kD) (U1SNRNPBP), 
transcript variant 1, mRNA 


NMJ)06465 


Homo sapiens dead ringer (Drosophila)-like 2 (bright and dead ringer) pRIL2), 
mRNA 


NMJ)00015 
NM 000496 


Homo sapiens N-acetyltransferase 2 (arylamine N-acetyltransferase) (NAT2) 
mRNA ' 

Homo sapiens crystallin, beta B2 (CRYBB2), mRNA 
Homo sapiens crystallin, beta A4 (CRYBA4), mRNA 


NM 023080 

NM (VywiQ 

NM_021905 


Homo sapiens hypothetical protein FLJ20989 (FLJ20989) mRNA 
Homo sapiens ankyrm repeat, family A OtfXANK-like), 2 (ANKRA2) mRNA 
Homo sapiens gamma-aminobutyric acid (GABA) B receptor, 1 (GABBR1) 
Transcript variant 4, mRNA 


NM_020554 


Homo sapiens T-cell leukerma/lymphoma 6 (TCL6), transcript variant TCL6dl, 
mRNA 


NM_020553 


Homo sapiens T-cell leukerma/lymphoma 6 (TCL6), transcript variant TCL6cl, 
mRNA ' 


NM_020552 


Homo sapiens T-cell leukerma/lymphoma 6 (TCL6), transcript variant TCL6M, 
mRNA ' 


NM_020550 


Homo sapiens T-cell leukerma/lymphoma 6 (TCL6), transcript variant TCL6a3 
mRNA ' | 


NM_012468 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6al 
mRNA ' | 


NM_014418 
NM 016730 


Homo sapiens T-cell leukemia/lyniphoma 6 (TCL6) transcrint variant TCI 6*0 

_ - _ . J * V ^j^f\jjy uuuoviiui voi.iaJ.lL X ^bOa^. [ 

mRNA 1 


NM 016729 
NM 016725 
NM 016724 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 3, mRNA I 
iiomo sa pi ens tolate receptor 1 (adult) (FOLR1), transcript variant 4, mRNA 1 
Homo sapiens folate receptor 1 (adult) (FOT.R 1 ), trjmerrW variant 1 mRNA 


NM 016025 
NM_004406 

NM 000197 


Homo sapiens tolate receptor 1 (adult) (FOLR1), transcript variant 7, mRNA 1 
Homo sapiens CGI-81 protein (DREV1), mRNA 

Homo sapiens deleted in malignant brain tumors 1 (DMBT1), transcript variant 
1, mRNA 

Homo sapiens hydroxvsteroid (17-beta) dehydrogenase 3 (HSD17B3) mRNA I 


NM_001220 

NM 019071 
NM 016731 
NM 023018 


Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) n 
beta (CAMK2B), mRNA \ 
Homo sapiens inhibitor of growth family, member 3 (ING3) mRNA \ 
Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 8, mRNA 1 


NM 023016 
NM 022911 
NM 021071 
NM 022113 


nomo sapiens nypotnetical protein FIJI 3052 (FLJ13052) mRNA ] 
Homo sapiens hypothetical protein FLJ21870 (FU21870) mRNA | 
Homo sapiens solute earner family 26, member 6 (SLC26A6) mRNA 
Homo sapiens ADP-nbosvltransferase 4 (ART4), mRNA | 
Homo sapiens kinesin familv member 13A (KIF13A). mRNA 


NM_012449 


Homo sapiens six transmembrane epithelial antigen of the prostate (STEAP), | 
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I mttNA ' " ~" 1 

ixusss/x 


NM 016513 


Homo sapiens MAK-related kinase (KIAA0936), mRNA 


iNAVA \JlHy£,\J 


Homo sapiens MAK-related kinase (KIAA0936), mRNA 


NA/T 014£°fi 
1N1VI wl'I'OOo 


Homo sapiens related to the N terminus of tre (RNTRE), mRNA 


NA/T 00££dO 


Homo sapiens MIX septin-like fusion (MSF), mRNA 


NM 006070 


Homo sapiens TRK-fused gene (TFG), mRNA 


"MM" 0048 HQ 


Homo sapiens stomatin-like 1 (STOML1), mRNA 


NM_000297 


Homo sapiens polycystic kidney disease 2 (autosomal dominant) (PKD2), 
mRNA 


NM 016307 


Homo sapiens paired related homeobox protein (PRX2) mRNA 


NM 003924 


Homo sapiens paired mesoderm homeobox 2b (PMX2B), mRNA 




Homo sapiens paired mesoderm homeo box 1 (PMX1), transcript variant pmx- 
1 a, mRNA 


NM_02271o 


Homo sapiens paired mesoderm homeo box 1 (PMX1), transcript variant pmx- 
lb, mRNA 


JNM uooylo 
NM 000915 


Homo sapiens oxytocin receptor (OXTR), mRNA 


NM 006188 


Homo sapiens oxytocin, prepro- (neurophysin I) (OXT), mRNA 
Homo sapiens oncomodulin (OCM), mRNA 


JNM_Uzzoo4 


Homo sapiens extracellular matrix protem 1 (ECM1), transcript variant 2 
mRNA 


in ivi__uu4 u y Z 


Homo sapiens enoyl Coenzyme A hydratase, short chain, 1, mitochondrial 
(fcCtiM), nuclear gene encoding mitochondrial protein, mRNA 


NM_022652 


Homo sapiens dual specificity phosphatase 6 (DUSP6), transcript variant 2, 
mRNA 


NM 004419 


Homo sapiens dual specificity phosphatase 5 (DUSP5), mRNA 


XTA K (\C\A A**iC 


Homo sapiens extracellular matrix protein 1 (ECM1), transcript variant 1 
mRNA 


JNM 004418 


Homo sapiens dual specificity phosphatase 2 (DUSP2), mRNA 


NM_004961 


Homo sapiens gamma-aminobutyric acid (GAJBA) A receptor, epsilon 
(GABRE), transcript variant 1, mRNA 


NMJ)21990 


Homo sapiens gamim-aminobutyric acid (GAB A) A receptor, epsilon 
(GABRE), transcript variant 4, mRNA 


NM_021987 


Homo sapiens gamma-annnobutyric acid (GAB A) A receptor, epsilon 
(GABRE), transcript variant 3, mRNA 


NMJ)21984 


Homo sapiens gamma-aminobutvnc acid (GAR A 1 A r^r^rstnr ^ncii/m 
(GABRE), transcript variant 2, mRNA 


IN JVl^_UU4Uy U 

NM 001398 


Homo sapiens dual specificity phosphatase 3 (vaccinia virus phosphatase VH1- 
related) (DUSP3), mRNA 


NMJ)01946 
NM 001952 


Homo sapiens enoyl Coenzyme A hydratase 1, peroxisomal (ECH1), mRNA 
Homo sapiens dual specificity phosphatase 6 (DUSP6), transcript variant 1, 
mRNA 


NM 001950 


Homo sapiens E2F transcription factor 6 (E2F6), mRNA 

Homo sapiens E2F transcription factor 4, pl07/pl30-binding (E2F4), mRNA 


NM_ 001949 
NM 005225 


Homo sapiens E2F transcription factor 3 (E2F3) mRNA, complete cds 


NM_022977 

NM 004457 
NM_021122 
NM_002473 j 
NM_001926 
NM 005217 


Homo sapiens E2F transcription factor 1 (E2F 1), mRNA 

HOmO Sapiens fatty-acid-Coenzvme A lionet* Irmcr-rfiain d A\ f~v» n ~»*w(. 

variant 2, mRNA ~ F 
Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 3 (FACL3), mRNA 
Homo sapiens fatty-acid^oenzyme A ligase, long-chain 2 (FACL2), mRNA 
Homo sapiens myosin, heavy polypeptide 9, non-muscle (MYH9), mRNA 
Homo sapiens defensin, alpha 6, Paneth cell-specific (DEFA6), mRNA 
Homo sapiens defensin. alpha 3, neutrophil-specific (DEFA3), mRNA 
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NMJ)21912 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 3 
(GABRB3), transcript variant 2, mRNA 


NM_021911 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 2 
(GABRB2). transcript variant 1 mRNA 


NMJJ00814 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 3 
(GABRB3), transcript variant 1, mRNA 


NM_000812 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 1 
(GABRB1), mRNA 


NM_022650 
NM 003259 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 1 
(RASA1), transcript variant 2, mRNA 


NMJ)22377 


Homo sapiens intercellular adhesion molecule 5, telencephalin (ICAM5) mRNA 
Homo sapiens intercellular adhesion molecule 4, Landsteiner-Wiener blood 
group (ICAM4), transcript variant 2, mRNA 


NM_001544 
NM 002162 


Homo sapiens intercellular adhesion molecule 4, Landsteiner-Wiener blood 

group (ICAM4), transcript variant 1 , mRNA 

Homo sapiens intercellular adhesion molecule 3 (ICAM3), mRNA 


NM 000873 
NM_022308 


Homo sapiens intercellular adhesion molecule 2 (ICAM2) mRNA 
Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 3 
mRNA F 


NMJ)22307 


Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 1 
mRNA 


NM_022581 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 5, mRNA 


NMJ)22580 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 4, mRNA 


NM_022579 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1) 
transcript variant 3, mRNA 


NMJ)22578 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1) 
transcript variant 2, mRNA 


NMJXH318 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1) 
transcript variant 1 , mRNA * 


NMJ)22646 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 4, mRNA J P 


NMJ)22645 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 3, mRNA P 


NM_022644 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2X transcript 
variant 2, mRNA P 


NM_020991 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 1, mRNA P 


NM_022642 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1 ), transcript variant 4, mRNA 


NMJ)22641 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1 ), transcript variant 3, mRNA 


NMJ)22640 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1), transcript variant 2, mRNA 




Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1 ). transcript variant 1 , mRNA 


NM 002371 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant a, 
mRNA 


NMJ)22440 
NM 022439 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant d 
mRNA ' 

Homo sapiens mal, T-cell differentiation protein (MAL). transcript variant c 
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mRNA 


NM_022438 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant b 
mRNA 


NM 001790 


Homo sapiens cell division cycle 25C (CDC25C), transcript variant 1, mRNA 


NM 022809 


Homo sapiens cell division cycle 25C (CDC25C), transcript variant 2, mRNA 


NM_021141 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 5 (double-strand-break rejoining; Ku autoantigen, 80kD) (XRCC5), mRNA 


NM_022550 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 4 (XRCC4), transcript variant 3, mRNA 


NM_022406 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 4 (XRCC4), transcript variant 2, mRNA 


NM_005432 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
ceUs3(XRCC3),mRNA 


NMJ)03401 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 4 (XRCC4), transcript variant 1 , mRNA 


NM 022405 


Homo sapiens X transporter protein 3 (XT3) f transcript variant 2, mRNA 


NM_016192 


Homo sapiens transmembrane protein with EGF-like and two follistatin-like 
domains 2 (TMEFF2), mRNA 


NM 006786 


Homo sapiens urotensin 2 (UTS2), transcript variant 2, mRNA 


NM 021995 


Homo sapiens urotensin 2 (UTS2), transcript variant 1, mRNA 


NM 003353 


Homo sapiens urocortin (UCN), mRNA 


NM 021991 


Homo sapiens junction plakoglobin (JUP), transcript variant 2, mRNA i 


NM 021737 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6d, mRNA 


NM 021736 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6c, mRNA 


NM 021735 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6b, mRNA 


NMJ)06536 


Homo sapiens chloride channel, calcium activated, family member 2 (CLCA2) 
mRNA 


NM 004000 


Homo sapiens chitinase 3-like 2 (CHI3L2), mRNA 


NM_002641 


Homo sapiens phosphatidylinositol glycan, class A (paroxysmal nocturnal 
hemoglobinuria) (PIGA), transcript variant 1 , mRNA 


NM_020473 


Homo sapiens phosphatidylinositol glycan, class A (paroxysmal nocturnal 
hemoglobinuria) (PIGA), transcript variant 3, mRNA 


NM_020472 


Homo sapiens phosphatidylinositol glycan, class A (paroxysmal nocturnal 
hemoglobinuria) (PIGA), transcript variant 2, mRNA 


NM 001699 


Homo sapiens AXL receptor tyrosine kinase (AXL), transcript variant 2, mRNA 


NM 021913 


Homo sapiens AXL receptor tyrosine kinase (AXL), transcript variant 1, mRNA 


NM 016188 


Homo sapiens actin-like 6 (ACTL6), mRNA 


NM_000509 


Homo sapiens fibrinogen, gamma polypeptide (FGG), transcript variant gamma- 
A, mRNA 


NMJ)21870 


Homo sapiens fibrinogen, gamma polypeptide (FGG), transcript variant gamma- 
B, mRNA 


NM 005141 


Homo sapiens fibrinogen, B beta polypeptide (FGB), mRNA 


NMJ)21871 


Homo sapiens fibrinogen, A alpha polypeptide (FGA), transcript variant alpha, 
mRNA 


NM_000508 


Homo sapiens fibrinogen, A alpha polypeptide (FGA), transcript variant alpha-E, 
mRNA 


NMJ)00920 


Homo sapiens pyruvate carboxylase (PQ, nuclear gene encoding mitochondrial 
protein, transcript variant A, mRNA 


NMJ)22172 


Homo sapiens pyruvate carboxylase (PQ, nuclear gene encoding mitochondrial 
protein, transcript variant 2, mRNA 


NM 004358 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 1, mRNA 


NM 021874 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 4, mRNA 
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NM 021873 


Homo sapiens cell division cycle 25B (CDC25B). transcript variant 3 mRNA 


NM 021872 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 2 mRNA 


NM 020990 


Homo sapiens creatine kinase, mitochondrial 1 fubiauitous^ fCKMTl ^ nnri par 
gene encoding mitochondrial protein, mRNA 


NM 021962 


Homo sapiens active BCR-related eene (ABR^ transerint variant 1 mPWA 


NM 001092 


Homo sapiens active BCR-related gene (ABR), transcript variant 2, mRNA 


NMJ)21794 


Homo saoiens a disinte&rin and metallonrnteinasp Hnmain ( A"nAivyri/Y\ 
transcript variant 1, mRNA 


NM 001464 


Homo saoiens a disintecrin and metallonrotefnasp Hnmafn 9 /Tpr+iiin v»*»+a\ 
(ADAM2), mRNA 


NM_021780 


Homo saoiens a disinteffrin and meta 11 nnrrtfp-macp Hnmain 70 / , AF*A\vroo'\ 

** W1UU »»*j«wa*o 1* vAxoAj-iLv^gi 111 cuiu niL' lauvjpi \j LCltlooC LIU II la 111 £tP \^r\ \ } t\ 1V1 X. " L 

transcript variant 2, mRNA 


NMJ)21779 


Homo saniens a Hisinteprin anH Tnpfallrmrritp'maep Hrvmam 00 /at*\ a\>p>o\ 

liuiiiu dapiuio a uiomicgi ill aim lliculliupi UlClIldoC QOmaiTi JLy ^xvIJAJVLZ"), 

transcript variant 3, mRNA 


NMJ) 14269 


Homo saniens adisinteimn anH mptnllnnmfpinacp^ATvi'iiri oo /AT^AX>roo\ 

xj.\jiuvj» oapitaio a viia.uii.wgi ill ail Li luCLalloprOLCinaSC QOmaUi Z" ^ A 1 J A IVl K 

transcript variant 1 , mRNA 


NM_021723 


HomO SaDienS a di^intPOTin anH mptallrmmfpi-nacp Hsvmoin 00 f ATb A A>f01\ 
•"•v*«v oopiviio a uiouaiC/giui auu U1C WllupiUlClOaoC UOTTlain ZZ 1 A |,J AJV| ZZ ) 

mRNA 


NM_021722 


Homo saoiens a Hisinfpcrrin anH mptal1rmrr*tpinQe*» rl/itnotn oi / at^ Aivjr">o\ 

axvuiiu oapiv^iio a uiaiiiit;giiil ailU iIlClaUUprOLCinaSe QOITlalD ZZ ( AJL/AJVLZZ ) 

mRNA • 


NMJ)21721 


Homo SaTiiens a Hl^mtponn nnH m^ta 1 1r\nT"rvf iaiT-»o 00 /Inmam / A T> A IV /TT">\ 
x^vriiiw oapiuuo a uiouiiwgi ill auu IllCUllluprOLClIlaSc QOIIlalO ZZ \J\ I JAJV]t,ZZJ 

mRNA 


NMJ) 16351 


Homo saniens a HiSTntponn nnH mptalln-nrntpinQ cp r1r»-r**r»-I« n / a A lv >f m\ 
AXW *- lAW j<*piwiio a uiamitgi hi all Li iilCuliloprOlCinaoC QOITlain ZZ ( AJLIAJVLZZ) 

mRNA 


NM__021832 


Homo Sani PTl Q a Hl^mtponn anH mpfollnrtmfoin'] rp /Inmai'n 1 *7 /+, _ _ _ • _ 

iiuuiu aapicua a uiauiLc^im duu meianoproieinase aomain l / (tumor necrosis 
factor, alpha, converting enzyme) (ADAM17), transcript variant 2, mRNA 


NM_003183 


Homo satiiens a rli^intponn nnH mptQl 1 r\nrr>fpi'n»ico rlATnnin n 

iiuuiu ocipitna a uiaiuicgi in ail u. uicuiiiuproijeiiiase uoiuain i / (tumor necrosis 
factor, alpha, converting enzyme) (AD AMI 7), transcript variant 1, mRNA 


NM_003815 


Homo saoiens a disinteorin anH m ptn 11 nnrntpm^ cp Hrvm«ai« 1 ^ 'J • \ 

o«^/iviio a viioiiiLCgmi ailU. 11 ICUiiluprOLClIlaSC QOHlalil 13 ( IT1C LaTgl Qin ) 

(ADAM 15), mRNA 


NM_021641 


Homo saoiens a disintponn anH mpfallrmrr4t*»ir»«aop» ^Amom 1 o /»«niw,'« n i.L.\ 
** umw oayiwiio a uioiuiGgiiii auu iiicLaiiupro Lciiiasc QOTHain iz (meitnn alpha.) 

(ADAM12). transcriot variant 2 mRNA 


NM_021612 


Homo saoiens a disinteOTHn and mptallnnmtpinaop An-mnin 1 1 / at\ a\ai i\ 
transcript variant 2, mRNA 


NM_006437 


Homo saoiens ADP-riho^vltranQfpracp fWATVi-* nrtKr ( A tm> «i^pa\ nA^rtvm^n^ 
** wuw o»j/ivufl .rvL/x 1 1 uwFo < y i u aiioici aj>c ^i^/vL/ ' , poiy \t\iJi: -i\ do s c ) polymerase)- 

like 1 (ADPRTL1), mRNA * * 


NM_001618 


Homo saoiens ADP-ribosvl transferase rMAFH-* nnlv /'A'np riKncp^ T>r .i,^~ r ^ lc , 0 \ 
(ADPRT), mRNA 


NM 021738 


Homo Saoiens SUOerVlllin ^SVIL^ tran srrint variant 9 ml? MA 

** w oupwi Tiuiu t xXjJj LiOUoUiipL Vol iOili 1 il IV l>f f\ j 


NM 003174 


Homo sapiens supervdlin (SVIL), transcript variant 1, mRNA 


NMJ)02505 


Homo RaniPn*? niiclpar francprtntinr* -fo r>+r\r- ~V a 1«Un /TvTITVA \ k,^..,-, ^.^i .* i 

oapiciia nuuicai ucuibui ipuun iacxor i , aipna ^JNr i AJ, transcript variant 1, 
mRNA 


NM_021705 


Homo saoiens nuclear tran serinti rm fantor V ol-nVio /xrc V A \ , tl .:. v j • _x o 
AAVU1U aopi^iia iiuuii^ai uoiisviipuuil iaLLUi I , alpna i INP iA), LTaTlSCnpt Variant Z 

mRNA 


NM 000832 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GR1N1), 
transcript variant NR1-1, mRNA 


NM_000673 ! 


Homo sapiens alcohol dehydrogenase 7 (class IV), mu or sigma polypeptide 
(ADH7), mRNA j 


NM_000671 


Homo sapiens alcohol dehydrogenase 5 (class IE), chi polypeptide (ADH5), 
mRNA 


NM_000670 


Homo sapiens alcohol dehydrogenase 4 (class II), pi polypeptide (ADH4), 
mRNA 
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NM 001832 


Homo sapiens colipase, pancreatic (CLPS), mRNA 


NM_021795 


Homo sapiens ELK4, ETS-domain protein (SRF accessory protein 1) (ELK4), 
transcript variant b, mRNA 


NM 021709 


Homo sapiens CD27-binding (Siva) protein (SIVA), transcript variant 2, mRNA 


NM 006427 


Homo sapiens CD27-binding (Siva) protein (SIVA), transcript variant 1, mRNA 


NMJ>21804 


Homo sapiens angiotensin I converting enzyme (peptidyl-dipeptidase A) 2 
(ACE2), mRNA 


NM 020208 


Homo sapiens X transporter protein 3 (XT3), transcript variant 1, mRNA 


NM 021030 


Homo sapiens zinc finger protein 14 (KOX 6) (ZNF14), mRNA 


NM 020485 


Homo sapiens Rhesus blood group, CcEe antigens (RHCE), mRNA 


NM 016232 


Homo sapiens interleukin 1 receptor-like 1 (IL1RL1), mRNA 


NMJM1680 


Homo sapiens FXYD domain-containing ion transport regulator 2 (FXYD2), 
transcript variant a, mRNA 


NMJ)21603 


Homo sapiens FXYD domain-containing ion transport regulator 2 (FXYD2), 
transcript variant b, mRNA | 


NM 005387 


Homo sapiens nucleoporin 98kD (NUP98), mRNA 


NM_021602 


Homo sapiens CD79B antigen (immunoglobulin-associated beta) (CD79B), 
transcript variant 2, mRNA 


NM_000626 


Homo sapiens CD79B antigen (immunoglobulin-associated beta) (CD79B), 
transcript variant 1, mRNA 


NMJ)21601 


Homo sapiens CD79A antigen (immunoglobulin-associated alpha) (CD79A), 
transcript variant 2, mRNA 


NMJ)21599 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 2 (ADAMTS2), transcript variant 2, mRNA 


NMJ)06988 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type i motif, 1 (ADAMTS1), mRNA 


NM_004069 


Homo sapiens adaptor-related protein complex 2, sigma 1 subunit (AP2S1), 
transcript variant API 1 } mRNA 


NM_021575 


Homo sapiens adaptor-related protein complex 2, sigma 1 subunit (AP2S1), 
transcript variant API 7delta, mRNA 


NMJ)21574 


Homo sapiens breakpoint cluster region (BCR), transcript variant 2, mRNA 


NM 004327 


Homo sapiens breakpoint cluster region (BCR), transcript variant 1, mRNA 


NM_007327 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GR1N1), 
transcript variant NR1-3, mRNA 


NM_021569 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRIN1), 
transcript variant NR1 -2, mRNA 


NM 020984 


Homo sapiens choline acetyltransferase (CHAT), transcript variant R, mRNA 


NM_020985 


Homo sapiens choline acetyltransferase (CHAT), transcript variant Nl, mRNA 


NM 020549 


Homo sapiens choline acetyltransferase (CHAT), transcript variant M, mRNA 


NM 001615 


Homo sapiens actin, gamma 2, smooth muscle, enteric (ACTG2), mRNA 


NM 020986 


Homo sapiens choline acetyltransferase (CHAT), transcript variant N2, mRNA 


NM 018662 


Homo sapiens disrupted in schizophrenia 1 (DISCI), mRNA 


NM 018406 


Homo sapiens mucin 4. tracheobronchial (MUC4), mRNA 


NM 017783 


Homo sapiens hypothetical protein FU20357 (FU20357), mRNA 


NMJ)04532 


Homo sapiens mucin 4, tracheobronchial (MUC4), mRNA 


NMJH2215 


Homo sapiens meningioma expressed antigen 5 (hyaluronidase) (MGEA5), 
mRNA 


NM_020326 


Homo sapiens ATP-binding cassette, sub-family D (AID), member 4 (ABCD4), 
transcript variant 5, mRNA 


NMJ)20325 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 4, mRNA 


NM 020324 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
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transcript variant 3, mRNA 


NMJ)20323 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 2, mRNA 


NM_020298 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2A-delta-14, mRNA 


NMJ)20297 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2B, mRNA 


NM_021270 


Homo sapiens leukocyte-associated Ig-like receptor 2 (LADR2), transcript variant 
2, mRNA 


NMJ)02288 


Homo sapiens leukocyte-associated Ig-like receptor 2 (LAIR2), transcript variant 
l,mRNA 


NM 020983 


Homo sapiens adenylate cyclase 6 (ADCY6), transcript variant 2 mRNA 


NM 015270 


Homo sapiens adenylate cyclase 6 (ADCY6), transcript variant 1, mRNA 


NM_020987 


Homo sapiens ankyrm 3, node of Ranvier (ankyrin G) (ANK3), transcript variant 
1, mRNA 


NM 020977 


Homo sapiens ankyrin 2, neuronal (ANK2), transcript variant 2, mRNA 


NM 001148 


Homo sapiens ankyrm 2, neuronal (ANK2), transcript variant 1, mRNA 


NM 020481 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 8, mRNA 


NM 020480 


Homo sapiens ankyrm 1, erythrocytic (ANK1), transcript variant 7, mRNA 


NM 020479 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 6, mRNA 


NM 020478 


Homo sapiens ankyrm 1, erythrocytic (ANK1), transcript variant 5, mRNA 


NM 020477 


Homo sapiens ankyrm 1, erythrocytic (ANK1), transcript variant 2, mRNA 


NM 000037 


Homo sapiens ankyrm 1, erythrocytic (ANK1), transcript variant 3, mRNA 


NM 020476 


Homo sapiens ankyrm 1, erythrocytic (ANK1), transcript variant 1, mRNA 


NM 020475 


Homo sapiens ankyrm 1, erythrocytic (ANK1), transcript variant 4, mRNA 


NM 021056 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 3, mRNA 


NM 021055 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 2, mRNA 


NM 000548 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 1, mRNA 


NM 004041 


Homo sapiens arrestin, beta 1 (ARRB 1), transcript variant 1, mRNA 


NM 020251 


Homo sapiens arrestin, beta 1 (ARRB1), transcript variant 2, mRNA 


NMJ)00872 


Homo sapiens 5-hydroxytiyptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant a, mRNA 


NM_019860 


Homo sapiens 5-hycfroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant b, mRNA 


NM_019859 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant d, mRNA 


NM_004228 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 2 (cytohesin- 
2) (PSCD2), transcript variant 2, mRNA 


NMJH7457 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 2 (cytohesin- 
2) (PSCD2), transcript variant 1, mRNA 


NMJ)04302 


Homo sapiens activin A receptor, type IB (ACVR1B), transcript variant 1, 
mRNA 


NMJ)20328 


Homo sapiens activin A receptor, type IB (ACVR1B), transcript variant 3, 
mRNA 


NMJ)20327 


Homo sapiens activin A receptor, type IB (ACVR1B), transcript variant 2, 
mRNA 


NM. 012082 


Homo sapiens Friend of GATA2 (FOG2), mRNA 


NMJW0578 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 
transporters), member 1 fSLCl 1 Al), mRNA 


NM_021094 


Homo sapiens solute carrier family 21 (organic anion transporter), member 3 
(SLC21A3), mRNA 


NM 003739 


Homo sapiens aldo-keto reductase family 1, member C3 (3-alpha hydroxysteroid 
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dehydrogenase, type II) (AKR1C3), mRNA 


JNM 000735 


Homo sapiens glycoprotein hormones, alpha polypeptide (CGA), mRNA 


NM 014272 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 7 (ADAMTS7), mRNA 


NM_019863 


Homo sapiens coagulation factor VHI, procoagulant component (hemophilia A) 
(F8), transcript variant 2, mRNA 


NM_000132 


Homo sapiens coagulation factor Vm, procoagulant component (hemophilia A) 
(F8), transcript variant 1 , mRNA 


NM_019616 


Homo sapiens coagulation factor VII (serum prothrombin conversion 
accelerator) (FT), transcript variant 2, mRNA 


NM_000131 


Homo sapiens coagulation factor VII (serum prothrombin conversion 
accelerator) (F7), transcript variant 1, mRNA 


vnvjff Ami i r\ 
JNM UU7219 


Homo sapiens ring finger protein 24 (RNF24), mRNA 


NM 021010 


Homo sapiens defensin, alpha 5, Paneth cell-soecific (DEFA5Y nVRNA 


MM 016250 


ttomo sapiens JN-myc downstream-regulated gene 2 (NDRG2), mRNA 


NM 020525 
NM 006774 


Homo sapiens interleukin 22 (IL22), mRNA 


NM_014310 


Homo sapiens indolethylamine N-methyltransferase (INMT) mRNA 
Homo sapiens similar to mouse Ras, dexamethasone-induced 1 (RASD1) 
mRNA ' 


NMJ)20322 


Homo sapiens amilonde-sensitive cation channel 3, testis (ACCN3), transcript 
variant 3, mRNA 


NM_020321 


Homo sapiens amilonde-sensitive cation channel 3, testis (ACCN3), transcript 
variant 2, mRNA 


NM_020334 


Homo sapiens a disintegrin and metalloproteinase domain 30 (ADAM30), 
transcript variant 2, mRNA 


NMJH9559 


Homo sapiens coagulation factor XI (plasma thromboplastin antecedent) (Fl 1), 
transcript variant 2, mRNA 


NMJ)00128 


Homo sapiens coagulation factor XI (plasma thromboplastin antecedent) (Fl 1) 
transcript variant 1, mRNA 


NM_000443 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 4 
(ABCB4), transcript variant A, mRNA 


NMJH8850 


Homo sapiens ATP-bmdmg cassette, sub-family B (MDR/TAP), member 4 
(ABCB4), transcript variant C, mRNA 


NM_0 18849 


Homo sapiens ATP-bmdmg cassette, sub-family B (MDR/TAP), member 4 
(ABCB4), transcript variant B, mRNA 


NMJ)20038 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 3 
(ABCC3), transcript variant MRP3B, mRNA 


NM_020037 


Homo sapiens ATP-bmding cassette, sub-family C (CFTR/MRP), member 3 
(ABCC3), transcript variant MRP3 A, mRNA 


NM_003786 


Homo sapiens ATP-bmdmg cassette, sub-family C (CFTR/MRP), member 3 
(ABCC3), transcript variant MRP3, mRNA 


NMJH9624 


Homo sapiens ATP-bmdmg cassette, sub-family B (MDR/TAP) member 9 
(ABCB9), transcript variant 2, mRNA 


NMJH9625 


Homo sapiens ATP-bmdmg cassette, sub-family B (MDR/TAP), member 9 
(ABCB9), transcript variant 1, mRNA 


NMJW4996 


lAviiiv aapiciib Air-omomg cassette, suo-iamily C (CFTR/MRP), member 1 
(ABCC1), transcript variant 1, mRNA 


NMJH9902 


Homo sapiens ATP-bmding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC 1), transcript variant 7, mRNA 


NM_019901 
NM 019900 


Homo sapiens ATP-bmding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC1), transcript variant 6, mRNA 

Homo sapiens ATP-bmdmg cassette, sub-family C (CFTR/MRP) member 1 * 
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(Aoucij, transcript variant 5, mRNA 


"NIA/T 01Q8QO 

iNivi__u l yoyy 


Homo sapiens ATP-binding cassette, sub-family C (CFTK/MRP), member 1 
j/vdl^i transcript variant 4, mRNA 




Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
^/vjducij, transcript variant j, mRNA 


NM_0 19862 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(AJdCOI ), transcript variant 2, mRNA 




iiomo sapiens adducin 3 (gamma) (ADD3), transcript variant 2, mRNA 


NM 001640 


Homo sapiens N-acylaminoacyl-peptide hydrolase (APEH), mRNA 


xnv/f ai ooco 


Homo sapiens protein A (A), transcript variant A-2, mRNA 


INIVI UUU4U/ 


Homo sapiens glycoprotein lb (platelet), beta polypeptide (GP1BB), mRNA 


NM_015675 


Homo sapiens growth arrest and DNA-damage-inducible, beta (GADD45B), 
mRNA 


NM 016824 


Homo sapiens adducin 3 (gamma) (ADD3), transcript variant 1, mRNA 


INM_UzUUi9 


Homo sapiens amiloride-sensitive cation channel 2, neuronal (ACCN2), 
transcript variant 1 , mRNA 


JNM UUjJoo 


Homo sapiens phosducin-like (PDCL), mRNA 


NM_0 17585 


Homo sapiens solute earner family 2 (facilitated glucose transporter), member 6 
(SLC2A6), mRNA 


NM_020238 


Homo sapiens inner centromere protein antigens (135kD, 155kD) (INCENP), 
mRNA 


XTNvT AA/rnno 
!NM_UUo9Uo 


Homo sapiens ras-related C3 botulinum toxin substrate 1 (rho family, small GTP 
binding protein Racl) (RAC1), transcript variant Racl, mRNA 


XTAvr A1 o onrv 

NM_0 18890 


Homo sapiens ras-related C3 botulinum toxin substrate 1 (rho family, small GTP 
binding protein Racl) (RAC1), transcript variant Raclb. mRNA 


NM_0 18891 


nomo sapiens laminin, gamma 2 (nicein (lOOkD), kalinin (105kD), BM600 
(lOOkD), Herlitz junctional epidermolysis bullosa^ CLAMC?} trancmnt unWcnt 

x ' * J wj/4«vi uivi j 0iu uuuuoayy yj^u\±rx\^z* J, II alio ul 1 U I Variant 

2, mRNA 


NMJH3430 


Homo sapiens gamma-glutamyltransferase 1 (GGT1), transcript variant 3, 
mRNA 


NMJ)13421 


Homo sapiens gamma-glutamyltransferase 1 (GGT1), transcript variant 2, 
mRNA 


NM 004954 

XTA jr ai T/i c\r\ 

JNM 01 7490 


Homo sapiens ELKL motif kinase (EMK1), transcript variant 2, mRNA 


NM_004105 


Homo sapiens ELKL motif kinase (EMK1), transcript variant 1, mRNA 
Homo sapiens EGF-containim? fibulin-Hl«» pYtrarM hilar matriv i 
(EFEMP1), transcript variant 1, mRNA 


NMJ)02403 


Homo sapiens microfibrillar-associated protein 2 (MFAP2), transcript variant 2, 
mRNA 


iNivi_ui /Hjy 


Homo sapiens microfibnllar-associated protein 2 (MFAP2), transcript variant 1 
mRNA 9 


NM 005115 
NM 017458 ! 


Homo sapiens major vault protein (MVP), transcript variant 2, mRNA 


NM G18R94 


Homo sapiens major vault protein (MVP), transcript variant 1 mRNA 
nomo sapiens bUF-contammg fibulin-like extracellular matrix protein 1 
(EFEMP1), transcript variant 2, mRNA 


NM 016519 


Homo sapiens ameloblastic enamel matrix protein (AMBN), mRNA 


NM 017492 
NM 007193 


Homo sapiens ataxin 2 related nrotein (A2LP^ transcrmt variant ? mPMA 


NM 019102 
NM 018971 


Homo sapiens annexin A10 (ANXA10), mRNA 
Homo sapiens homeo box A5 (HOXA5), mRNA 

Homo sapiens G protein-coupled receptor 27 (GPR27), mRNA i 


NM 003379 
NM_0 16830 


Homo sapiens villin 2 (ezrin) (VBL2), mRNA 

Homo sapiens vesicle-associated membrane protein 1 (synaptobrevin 1) 
(VAMP1), transcript variant VAMP-IB, mRNA 
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NMJ)14231 


Homo sapiens vesicle-associated membrane protein 1 (synaptobrevin 1) 
(VAMP 1), transcript variant VAMP-1A, mRNA 


NMJU7489 


Homo sapiens telomeric repeat binding factor (NIMA-interacting) 1 (TERF1), 
transcript variant 1, mRNA 


NM 003218 


Homo sapiens telomeric repeat binding factor (NIMA-interacting) 1 (TERF1), 
transcript variant 2, mRNA 


NM_017455 


Homo sapiens stromal cell derived factor receptor 1 (SDFR1), transcript variant 
alpha, mRNA 


NMJ)07098 


Homo sapiens clathrin, heavy polypeptide-like 1 (CLTCL1), transcript variant 2 
mRNA 


NM 017451 


Homo sapiens BAH -associated protein 2 (BAIAP2), transcript variant 2, mRNA 


NM 017450 


Homo sapiens BAH -associated protein 2 (BAIAP2), transcript variant 1, mRNA 


NM 001617 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-1 , mRNA 1 


NM 017488 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-4, mRNA 


NM 017487 


Homo sapiens adducm 2 (beta) (ADD2), transcript variant beta-6b, mRNA 


NM 017486 


Homo sapiens adducm 2 (beta) (ADD2), transcript variant beta-6a, mRNA 


NM 017485 


Homo sapiens adducm 2 (beta) (ADD2), transcript variant beta-5a, mRNA 


NM 017484 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-3b, mRNA 


NM 017483 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-3a, mRNA 


NM 017482 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-2, mRNA 


NM 018561 


Homo sapiens DKFZP586D2223 protein (DKFZP586D2223), mRNA 


NM 018413 


Homo sapiens chondroitin 4-sulfotransferase (C4ST), mRNA 


NM 017835 


Homo sapiens chromosome 21 open reading frame 59 (C210RF59), mRNA 


NMJM8226 


Homo sapiens arginyl aminopeptidase (aminopeptidase B)-like 1 (RNPEPL1), 
mRNA 


NM 018204 


Homo sapiens cytoskeleton associated protein 2 (CKAP2), mRNA 


NM 018200 


Homo sapiens high-mobility group 20A (HMG20A), mRNA 


NM 017595 


Homo sapiens I-kappa-B-interacting Ras-like protein 2 (KBRAS2), mRNA 


NMJH7613 


Homo sapiens downstream neighbor of SON (DONSON), mRNA 


NM 017596 


Homo sapiens KIAA0449 protein (KIAA0449), mRNA 


NM_017456 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains l(cytohesin 1) 
(PSCD1), transcript variant 2, mRNA 


NMJH6829 


Homo sapiens 8-oxoguamne DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2e, mRNA 


NM_0 16828 


Homo sapiens 8-oxoguanme DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2d, mRNA 


NM_016827 


Homo sapiens 8-oxoguamne DNA glycosylase (OGG1), nuclear gene encoding 
mitochondnal protein, transcript variant 2c, mRNA 


NM_016826 


Homo sapiens 8-oxoguanme DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2b, mRNA 


NMJ)16821 


Homo sapiens 8-oxoguamne DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2a, mRNA 


NMJH6820 


Homo sapiens 8-oxoguanme DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant lc, mRNA 


NMJ)16819 


Homo sapiens 8-oxoguanme DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant lb, mRNA 


NM 002197 


Homo sapiens aconitase 1, soluble (ACOl), mRNA 


NMJ)16841 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 4, 
mRNA ' 


NMJH6835 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 1 
mRNA 


NM 016834 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 3 
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mRNA 


NMJH6938 


Homo sapiens EGF-containing fibulin-like extracellular matrix protein 2 
(EFEMP2), mRNA 


NM 005569 


Homo sapiens LIM domain kinase 2 (LIMK2), transcript variant 2a, mRNA 


NM 016733 


Homo sapiens LIM domain kinase 2 (LIMK2), transcript variant 2b mRNA 


NM 002314 


Homo sapiens LIM domain kinase 1 (LIMK1), transcript variant 1 mRNA 


NM 016735 


Homo sapiens LIM domain kinase 1 OJMK1), transcript variant dUMK, mRNA 


NMJW6855 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 3 (KDELR3), transcript variant 1, mRNA 


NMJH6657 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 3 (KDELR3), transcript variant 2, mRNA 


NM_002101 


Homo sapiens glycophonn C (Gertnch blood group) (GYPC), transcript variant 
1, mRNA 


NM016815 


Homo sapiens glycophonn C (Gerbich blood group) (GYPC), transcript variant 
2, mRNA 


NM 005242 


Homo sapiens coagulation factor H (thrombin) receptor-like 1 (F2RL1), mRNA 


NM016818 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 1 
(ABCG1), transcript variant 2, mRNA 


NMJW4915 


Homo sapiens ATP-bmdmg cassette, sub-family G (WHITE), member 1 
(ABCG1), transcript variant 1 , mRNA 


NM_002542 


Homo sapiens 8-oxoguanme DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant la, mRNA 


NM_000665 


Homo sapiens acetylcholinesterase (YT blood group) (ACHE), transcript variant 
E4-E6, mRNA 


NM 013999 


Homo sapiens mesenchyme homeo box 1 (MEOX1), transcript variant 2 mRNA 


NMJ)03927 


Homo sapiens methyl-CpG binding domain protein 2 (MBD2), transcript variant 
l,mRNA F 


NM_015832 


Homo sapiens methyl-CpG binding domain protein 2 (MBD2), transcript variant 
testis-specific, mRNA 


NMJ)02384 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
4, mRNA 


NM_0 15847 


Homo sapiens methyl-CpG binding domam protein 1 (MBD1), transcript variant 
PCMl,mRNA h P 


NMJH5846 


Homo sapiens methyl-CpG binding domam protein 1 (MBD1), transcript variant 
l,mRNA J P 


NM_015845 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
2, mRNA p 


NMJH5844 


Homo sapiens methyl-CpG bmding domain protein 1 (MBD1), transcript variant 
3, mRNA 


NMJ)02311 


Homo sapiens hgase m, DNA, ATP-dependent (LIG3), transcript variant beta 
mRNA 


NM_013975 


Homo sapiens hgase m, DNA, ATP-dependent (LIG3), transcript variant alpha, 
mRNA 


NM 014190 


Homo sapiens adducin 1 (alpha) (ADD1), transcript variant 3. mRNA 


NM 014189 


Homo sapiens adducin 1 (alpha) (ADD1), transcript variant 2 mRNA 


NM 001119 


nomo sapiens aaaucin 1 (alpha) (ADD1), transcript variant 1 mRNA 


NM 015831 


Homo sapiens acetylcholinesterase (YT blood group) (ACHE), transcript variant 
E4-E5, mRNA 


NM 016572 


Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 


NM_0 16388 


Homo sapiens T-cell receptor interacting molecule (TRIM) mRNA 


NM 016272 I 


Homo sapiens transducer of ERBB2, 2 (TOB2), mRNA 


NM 016135 


Homo sapiens transcription factor ets (TEL2), mRNA 
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NM_0 16247 


Homo sapiens interphotoreceptor matrix proteoglycan 200 (SPACRCAN), 
mRNA 


NM 016334 


Homo sapiens putative G-protein coupled receptor (SH120), mRNA 


NM 016124 


Homo sapiens Rhesus blood group, D antigen (RHD), mRNA 


NM_015865 


Homo sapiens solute earner family 14 (urea transporter), member 1 (Kidd blood 
group) (SLC14A1), mRNA 


NM 016112 


Homo sapiens polycystic kidney disease 2-like 1 (PKD2L1), mRNA 


NM_016318 


Homo sapiens purmergic receptor P2X, ligand-gated ion channel, 2 (P2RX2) 
mRNA 


NM_016653 


Homo sapiens sterile-alpha motif and leucine zipper containing kinase AZK 
(ZAK), mRNA 


NM 016556 


Homo sapiens GT198, complete ORF (HUMGT198A), mRNA 


NMJ) 16431 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 2 
(MAPK8IP2), mRNA 


NM 016377 


Homo sapiens A kinase (PRKA) anchor protein 7 (AKAP7), mRNA 


NMJ) 16346 


Homo sapiens nuclear receptor subfamily 2, group E, member 3 (NR2E3) 
mRNA 


NM 016325 


Homo sapiens zinc finger protein 274 (ZNF274), mRNA 


NM 016324 


Homo sapiens zinc finger protein 274 (ZNF274), mRNA 


NM 016293 


Homo sapiens bridging integrator 2 (BIN2), mRNA 


NM 015909 


Homo sapiens neuroblastoma-amplified protein (LOC51594) mRNA 


NM 015890 


Homo sapiens spondyloepiphyseal dysplasia, late, pseudogene (SEDLP), mRNA 


NM 015885 


Homo sapiens PCF1 lp homolog (PCF1 1), mRNA 


NM_015991 


Homo sapiens complement component 1, q subcomponent, alpha polypeptide 
(C1QA), mRNA 


NM 016201 


Homo sapiens Leman coiled-coil protein (LCCP), mRNA 


NM 016157 


Homo sapiens trophinin (1KO), mRNA 


NMJ) 15869 


Homo sapiens peroxisome proliferative activated receptor, gamma (PPARG) 
mRNA 


NM_016615 


Homo sapiens solute earner family 6 (neurotransmitter transporter, GABA) 
member 13 (SLC6A13), mRNA 


NM 016389 


Homo sapiens NSl-bmdmg protein (NS1-BP), mRNA 


NM 016648 


Homo sapiens HDCMA18P protein (HDCMA18P), mRNA 


NM 016527 


Homo sapiens hydroxyacid oxidase 2 Oong chain) (HA02), mRNA 


NM 016263 


Homo sapiens Fzrl protein (FZR1), mRNA 


NM 016602 


Homo sapiens G protein-coupled receptor 2 (GPR2), mRNA 


NM 015892 


Homo sapiens B cell RAG associated protein (BRAG), mRNA j 


NM 016187 


Homo sapiens bridging integrator 2 (BIN2), mRNA 


NM 003373 


Homo sapiens vmculin (VCL), transcript variant VCL, mRNA 


NM 014000 


Homo sapiens vinculin (VCL), transcript variant meta-VCL, mRNA 


NM 013992 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8E mRNA 


NM__013988 


Homo sapiens Parkinson disease (autosomal recessive, juvenile) 2, parkin 
(PARK2), transcript variant 3, mRNA 


NMJ) 13 987 


Homo sapiens Parkinson disease (autosomal recessive, juvenile) 2, parkin 
(PARK2), transcript variant 2, mRNA 


NM 013985 


Homo S3.D1CT1Q TlMtTPtmlin 0 fK!TP f"* 1 ^ f— ,-»— + z" __t5xt a 

A1UU1W oa^x^iia iicmcguim £ iiNi\Ajrzj, iransenpt variant o, mXNA 


NM 013984 


Homo sapiens neuregulin 2 (NRG2), transcript variant 5, mRNA 


NM 013983 


Homo sapiens neuregulin 2 (NRG2), transcript variant 4, mRNA 


NM 013982 


Homo sapiens neuregulin 2 (NRG2), transcript variant 3, mRNA 


NM 013981 


Homo sapiens neuregulin 2 (NRG2), transcript variant 2, mRNA 


NM 013964 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-alpha, mRNA 


NM 013962 


Homo sapiens neuregulin 1 (NRG1), transcript variant GGF2, mRNA ~1 
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NM 013961 


Homo sapiens neuregulin 1 (NRG1), transcript variant GGF, mRNA 


NM 013960 


Homo sapiens neuregulin 1 (NRG1), transcript variant ndf43, mRNA 


NM 013959 


Homo sapiens neuregulin 1 (NRG1), transcript variant SMDF, mRNA 


NM 013958 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-beta3, mRNA 


NM 013957 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-beta2, mRNA 


NM 013956 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-betal, mRNA 


NM 013955 


Homo sapiens NADPH oxidase 1 (NOX1), transcript variant NOH-lLv, mRNA 


NM 013954 


Homo sapiens NADPH oxidase 1 (NOX1), transcript variant NOH-1S, mRNA 


NM_0 13995 


Homo sapiens lysosomal-associated membrane protein 2 (LAMP2), transcript 
variant LAMP2B, mRNA 


NM_007334 


Homo sapiens killer cell lectin-like receptor subfamily D, member 1 (KLRD1), 
transcript variant 2, mRNA 


NM_002262 


Homo sapiens killer cell lectin-like receptor subfamily D, member 1 (KLRD1), 
transcript variant 1 , mRNA 


NM_0 13976 


Homo sapiens glutaryl-Coenzyme A dehydrogenase (GCDH), nuclear gene 
encoding mitochondrial protein, transcript variant 2, mRNA 


NM_015841 


Homo sapiens adenosme deaminase, RNA-specific (ADAR), transcript variant 
ADAR-c, mRNA 


NM_0 15840 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 
ADAR-b.mftNA 


NM_001111 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 
ADAR-a, mRNA 


NM 014925 


Homo sapiens KIAA1002 protein (KIAA1002), mRNA 


NM 014905 


Homo sapiens glutaminase (GLS), mRNA 


NM 014833 


Homo sapiens KIAA0618 gene product (KIAA0618), mRNA 


NM 014863 


Homo sapiens B cell RAG associated protein (BRAG), mRNA 


NM 015646 


Homo sapiens RAP1B, member of RAS oncogene family (RAP IB), mRNA 


NM_0 15423 


Homo sapiens ammoadipate-semialdehyde dehydrogenase-phosphopantetheinyl 
transferase (AASDHPPT), mRNA 


NM 015523 


Homo sapiens small fragment nuclease (DKFZP566E144), mRNA 


NM 014397 


Homo sapiens NIMA (never in mitosis gene a>related kinase 6 (NEK6), mRNA 


NM_014249 


Homo sapiens nuclear receptor subfamily 2, group E, member 3 (NR2E3 , I 
mRNA 


NM 014361 


Homo sapiens contactin 5 (CNTN5), mRNA 


NM_0 14341 


Homo sapiens mitochondrial carrier homolog 1 (MTCH1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 014556 


Homo sapiens Ellis van Creveld syndrome (EVC), mRNA 


NM 014306 


Homo sapiens hypothetical protein (HSPC1 17), mRNA 


NM 014593 


Homo sapiens CpG binding protein (CGBP), mRNA 


NM 014567 


Homo sapiens breast cancer anti-estrogen resistance 1 (BCAR1), mRNA 


NM_014273 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 6 (ADAMTS6), mRNA 


NM_014244 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 2 (ADAMTS2), transcript variant 1, mRNA 


NM_014449 L 


Homo sapiens protein A (A), transcript variant A-l, mRNA 


INJYL_Ull / o 1 y 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 
374., mRNA 


NM_007318 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 
463, mRNA 


NM 013953 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8D, mRNA 


NM 013952 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8C, mRNA 


NM 013951 


Homo sapiens paired box gene 8 (PAX8). transcript variant PAX8B, mRNA | 
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NM 013945 
NMJH3942 


- aa F lc "* t*urea pox gene / (f AA./). transcript vanant 2, mRNA 

Homo sapiem paired box gene 3 (Waardenburg syndrome 1) (PAX3), transcript 


NM013411 


Homo sapiens adenylate kinase 2 (AK2), nuclear gene encoding mitochondrial 

DTOtein transcnnt variant A mDXTA 


NMJ)00631 


to. sapiens neutrophil cytosolic factor 4 (40kD) (NCF4), transcript variant 1, 


NMJ)13416 


H^miosapiens neutrophil cytosolic fector 4 (40kD) (NCF4), transcript variant 2, 


NMJ)06125 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 


NM_013427 


Honwsapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 


NMJH3423 


Homo saoiens Rho OTPacp artfi/ati«<-» /: /xnTrn a t*>-\ '. — : ■ 1 

4 mRNA ^ c duUvaUn g protein o (AKHdAP6), transcnpt variant 


NMJH3422 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 


NMJ)01174 

NM 013436 
NM 012310 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
Homo sapiens NCK-associated protein 1 (NCKAPH mRNA 


NMJ) 13449 


aapicuh Kinesin ramiiy member 4A (KIF4A). mRNA 
uonwsapiens bromodomain adjacent to zinc finger domain, 2A (BAZ2A), 


NMJW7333 


Homo sapiens killer cell lectin-like receptor subfamily C, member 3 (KLRC3) 
transcnpt vanant NKG2-H. mRNA ; ' | 


NMJ)07328 


Homo sapiens killer cell lectin-like receptor subfamily C member 1 fKT em 

transcript variant NKG2-B. mRNA amiiy ^, member 1 (KLRC1), 


NM_002259 


Homo sapiens killer cell lectin-like receptor subfamily C, member 1 (KLRC1) H 
transcnpt variant NKG2-A mRNA ^ 


NMJ)04214 

NM 006350 
NM 013409 


ffffiP)! mlSA Ibr0bIaSt groWfll f3Ct0r (3CidiC) intraceUular bindin g | 
Homo sapiens follistatin (FST), transcript variant FST3 1 7 mRNA 


NM 013324 
NMJH2486 

NMJ) 12485 

NMJ) 12484 


nomo sapiens folhstatm (FST). transcript variant FST344, mRNA 

Homo Saoien^ pvfnln'n** t-r»rln/%iui«. ctt^ 7 " "." : — • ^_ __| 

viuu ixtptens cytokine inducible SH^-contaimng protem (CISff) mRNA ( 
Homo sapiens presemhn 2 (Alzheimer disease 4) (PSEN2), transcript variant 2 H 

za^ss?sar^ motiiity receptor (rhamm) (hmmr >- — 

Homo sapiens hyaluronan-mediated motility receptor (RHAMM) (HMMR) 

transcnpt vanant 1, mRNA * 


NM_ 012483 
NM 006433 


Homo sapiens granulysin (GNLYV transcript variant 519. mRNA 

_ — ~yens granuiysin (ONLY), transcnpt vanant NKG5. mRNA 1 


NM 001930 
NM 013407 


Homo sapiens qeoxvhypusine synthase mHPS), transcriot variant 1 ml?MA H 
Homo sapiens deoxyhypusine synthase (DHPS), transcript variant 1 mBWA 


NMJH3406 
NMJ513229 

j 

NM_ 013251 J 


Homo sapiens deoxyhypusine svnbW mHPS), transcript variant 7 .bma 

Homo sapiens apoptotic protease activating factor (APAF1), transcriot variant 1 

Homo sapiens tocbykmin 3 fneuromedin K m^u™ ^ mRNA 


NMJJ13396 1 
NM 013255 1 
( 

NM 013290 I 


tfomo sapiens ubiquitin specific protease 25 (USP25). mRNA 
^^e^muskelm 1, intracellular mediator containing kelch motifs 

*2E2japj«isUT198. complete ORF (HUMGT198A), mRNA 1 
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NM_005102 


Homo sapiens fasciculation and elongation protein zeta 2 (zygin II) (FEZ2) 
mRNA h 


NM_004830 


Homo sapiens cofactor required for Sol transcriptional activatinn cnKn«^ i 
(130kD) (CRSP3), mRNA P actlvatl0n . a*** 3 


NM.009588 


Homo sapiens lymphotoxm beta (TNF siroerfamily, member 3) (LTB), transcript 
variant 2, mRNA 


NM_013227 
NM 012475 


Homo sapiens aggrecan 1 (chondroitin sulfate proteoglycan 1, large aggregating 
proteoglycan, antigen identified by monoclonal antibody A0122) (AGC1) 
transcript variant 2, mRNA 


NM_0 12428 


Homo sapiens ubiquitin specific protease 21 (USP21) mRNA 

Homo sapiens stromal cell derived factor receptor 1 (SDFR1), transcript variant 

beta, mRNA 


NM_012226 


Homo sapiens punnergic receptor P2X, ligand-gated ion channel, 2 (P2RX2) 
mRNA v " 


NM_012369 
NM 012218 


Homo sapiens olfactory receptor, family 2, subfamily F, member 1 (OR2F1) 
mRNA h 


NM 012405 
NM 012070 


Homo sapiens mterleukin enhancer binding factor 3, 90kD (TLF3) mRNA 
Homo sapiens mitogen-activated protein kinase 8 interacting protein 2 
(MAPK8IP2), mRNA 5P 
Homo sapiens isoprenylcysteine carboxvl mftthvltransferase nnv/m t^pna 
Homo sapiens attractin (ATRN), mRNA 


NM 006874 


Homo sapiens E74-like factor 2 (ets domain transcription factor) fELF21 mRNA 
Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 
(SNCA), transcript variant NACP1 12, mRNA 


NM OftQSKQ 


Homo sapiens synuclem, alpha (non A4 component of amyloid precursor) 
(SNCA), transcript variant NACP140, mRNA 


NMJ)01158 


Homo sapiens arylsulfatase D (ARSD), transcript variant 2 mRNA 
Homo sapiens amine oxidase, copper containing 2 (retina-specific) (AOC2) 
transcnpt van ant 1, mRNA 


NM_005910 


Homo 'Sapiens microtubule-associated protein tau (MAPT), transcript variant 2 
mRNA ' 


NM_007338 


Homo sapiens deleted m lung and esophageal cancer 1 (DLEC1), transcript 
van ant DLEC1-L1 , mRNA 


NM 007337 


Homo sapiens deleted m lung and esophageal cancer 1 (DLEC1), transcriDt 
van ant DLEC 1 -S3, mRNA 


NMJ)07336 


Homo sapiens deleted m lung and esophageal cancer 1 (DLEC1), transcriDt 
variant DLEC1-S2, mRNA p 


NM_007335 


Homo sapiens deleted m lung and esophageal cancer 1 (DLEC1), transcriDt 
vanantDLECl-Sl,mRNA 


NMJ)05106 


Homo sapiens deleted m lung and esophageal cancer 1 (DLEC1), transcriDt 
variant DJJbu l -N 1 , mRNA 


NM_005002 
NM 003771 


Ss^:^s?r 8eMse 1 9 


NM_000438 
NM 007052 


Homo sapiens keratin, hair, acidic, 6 (KRTHA6), mRNA 

Homo sapiens paired box gene 3 (Waardenburg syndrome 1) (PAX3), transcript 
variant PAX3A, mRNA- p 
Homo sapiens NADPH oxidase 1 (NOX1), transcript variant NOH-1L mRNA 


NM 006715 
NM 007325 

NM 005813 
NM 000398 1 ] 


Homo sapiens mannosidase. alpha, class 2C. member 1 (MAN2C1), mRNA 
Homo sapiens glutamate receptor, ionotrophic, AMPA 3 (GRIA3), transcriDt 
variant flip. mRNA p 
Homo sapiens protein kinase C. nu (PRKCN), mRNA 

Homo sapiens diaphorase (NADH) (cytochrome b-5 reductase) (DIA1V nucl^r 
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gene encoding mitochondrial protein, transcript variant M, mRNA 


NM_007306 


Homo saoiens breast cancer 1 eariv onset fRRCA 1 ^ transerint variant rppa i 
exon4, mRNA 


NM_007305 


Homo saoiens breast cancer 1 . earlv onset fBRCA 1 1 transerint variant rppa 1 
delta9-10-llb,mRNA 


NMJW7304 


Homo saoiens breast cancer 1. earlv onset fBRCA n transrrint variant wrpa i 
deltallb.mRNA 


NM_007303 


Homo saoiens breast cancer 1 earlv on^et fl-VRPA 1 ^ franQrrmt variant ptjoa 1 
delta! 1, mRNA 


NM_007302 


Homo saoiens breast canepr 1 earlv nn^pt {TVEC* A 1 ^ trancr>rirkt ira«o«t "do pai 

iaviuu t^opiwi*? uivoov v/cuiv/M i, vox ijr wxxol/L ^DI\V>A X I, Li ollol/l ipL V3 n aH I Q i\ V_^/\ 1 — 

delta9-10, mRNA 


NM_007301 


Homo saniens breast canrpr 1 parlv nncpt rRPf^ A 1 ^ francm'nf tran'Qni ddpa i 
iiuiuu aapi&iia ul &aa i wauuci i, cailjr UiloCl v DJ\.v-//\.l IXanSCTipi Vail alii .DKA^Al- 

deltal5-17, mRNA 


NM_007300 


Homo sanien*; hreast canrpr 1 parlv nncpt fPPI" 1 A 1 ^ fro«c/T-ir\f tran'amt ddpa 1 
xxvriixw aapiwua uiwaoi vaui'd I, Calljr vJIioCl ^JjJVV-//\1 ^, IJ ailSCiipt Variant Oxvv^/V 1 ~ 

deltal4-18,mRNA 


NM_007299 


Homo saniens breast canrpr 1 parlv nncpt fRPf**A 1 troncrrinf iran«int t>x> a i 

a.iviuu oopiwiio ui wool L/ txi i Ks t/i ij coiljr UIloCl 1, U dllovJinp I ValTaTil X5Jt\A»>/\.l- 

deltal4-17, mRNA 


NMJ)07298 


Homo saniens breast canrpr 1 parlv nncpt fRPPA }\ franc ni-i*\r imrinn^ ddpa 1 
AAwiiiw ocipiv/iia uit-aoi v^aiiuci i, caliy UIloCL ^X>XvV-//\l ^, uanSCript Variant JDivv^Al- 

delta9-ll,mRNA 


NM 007297 


HomO SaniPn c V\rp«a cf ranrPT 1 Parlv oncpf /Til? (~* A 1 \ franc/trinf . r -_J # ._.x "DTJ A 1 

ixuiuu dapi&iid uicaai L>cuiL/ci a, cany onset ^i3xvv^/\i j t transcript variant dKv/A1- 
delta2-10, mRNA 


NM_007296 


Homo saoiens breast canrpr 1 parlv nncpt rRPPA 1 1 tron c/*t-ir\+ uiriant dd a i „• 
axv^uu oapi^iio ul L<a3i i/<ujiv/v«i i, ecu i jf uiioci ^oxvv^/\i ^, uanscripi variant ox\.L^/\.la , 

mRNA 


NM_007295 


Homo saoiens breast cancer 1 parlv rvncpt CrXRCA 1^ trQ-ncr>i*iT\t xrarionf dup aiu 

iiviuu gupMw uiwaoi waiiwwi L 3 vol ij UllOWl l } U dlloL/Iipi Valiant J3IVv^/\ 1 D 

mRNA 


NM_007294 


Homo saoiens breast cancer 1 earlv nncet rRPP A 1 ^ trancrrint von'ont pdpaiv» 

aavmiv uivagt uaiiVM i, vol JL^y Ullov/l ^UiVuA 1 J f Li ipi VallciXll Olvv^Aia. 

mRNA 


NM_007322 


Homo sanien<> RANbindina nmtpin ^ AXTRP^ trQncm'nt » r<s _: 0 _f r> axtddo a 
AAU1UU oopiwu xvru.^ uuiujjjg piuiciu J \ISJ\riDr D J, LTanSCIipt Vail all I xCAJNIjJl 3-Q, 

mRNA 


NM_007321 


Homo sanienc P AN ninHin or nrntpin ^ HP? A^TRP'^^ tro-ric/>-rir\+ Tron'nnf r> a xtddi 
iiuinu oapitaia ivru> uuiuxiig piULCiii D {S\i\riDrj ) y uaTlSCn.pt VaTiant Jt\_AJNr5r J -C 

mRNA 


NM_007320 


Homo sariien^ RA*MrtinHin or nrntpin *\ fQ AXTRP^^ innp^rini , m j nn i t> amdtjo u 

lxkjiwj da^icuo s\s\±v uinuing proLcm j \jsu\rii3rj j y transcript variant KALNJb>Jr j-D, 
mRNA 


NMJ)00754 


Homo saoiens catechnl-O-mptbvltranQfpracp ( C y CWI{ r V\ fronr^rinf iMn'onf AjTD 

-■.^vrAuvr oa^/iv/iu uaivA/uui w iiiwiiAjfiuaiioiciaoc ^v^Vp^iyix j 9 ix an script variant jvjld~ 
COMT.mRNA 


NMJ)07310 


Homo saoiens catechol -O-metlivltrancfpracp (T*f\MVT\ tro-newi*-** vo«n«f c 
aavtauv ou^i^ua vaivwuui w iiiwtxijriuauolddoC ^V^vlYlA lj LlallSCript VaTiant o— 

COMT, mRNA 


NMJ)00714 


Homo Saoiens ben7odia5^anine rerpntrrr ^nprrnlipm^ rR7T?P\ nnr-lonr rtOT , Q 

oupiuiiij i^vi wai i a fc**^/ULAt» xvuwpujx \jpcnpnCiaiy I X5ZJ\JT I, IluClCaT Bene 

encoding mitochondrial protein, transcript variant PBR, mRNA 


NM_007311 


Homo Saoiens ben7nrfi alanine Tf^rpntnr ^nprfnVj^^ra^ rR7T?T>"\ nn^loor 

oapi^no i^wiiz^vj ujaxapjj.it/ icucptur ypci ipncnii y ^n/.K, r J, nuclear gene 

encoding mitocbondrial nrntein trancrrint \ra-rianf PT)P C mP\TA 


NM_007314 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 2 (arg, 
Abelson-related eene^ (ABUD transcrint variant h mPTMA 


NMJ)07313 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 
(ABL1), transcript variant b, mRNA 


NM_005157 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 
(ABL 1 ), transcript variant a, mRNA 


NM 006325 


Homo sapiens RAN, member RAS oncogene family (RAN), mRNA 


NM_000902 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD10) (MME), transcript variant 1 , mRNA 


NMJ)07289 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD10) (MME), transcript variant 2b, mRNA 
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NMJ)07288 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD10) (MME), transcript variant 2a, mRNA 


NM_007287 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD10) (MME), transcript variant Ibis, mRNA 


NMJ)06481 


Homo sapiens transcription factor 2, hepatic; LF-B3; variant hepatic nuclear 
factor (TCF2), transcript variant b, mRNA 


NMJ)06884 


Homo sapiens short stature homeobox 2 (SHOX2), transcript variant SHOX2a, 
mRNA 


NMJ)03030 


Homo sapiens short stature homeobox 2 (SHOX2), transcript variant SHOX2b 
mRNA 


NMJ)03005 


Homo sapiens selectin P (granule membrane protein 140kD, antigen CD62) 
(SELP), mRNA 


NM_006718 


Homo sapiens pleomorphic adenoma gene-like 1 (PLAGL1), transcript variant 
2, mRNA 


NM_005888 


Homo sapiens solute carrier family 25 (mitochondrial carrier; phosphate carrier), 
member 3 (SLC25A3), nuclear gene encoding mitochondrial protein, transcript 
variant la, mRNA 


NMJMJ6491 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 
3, mRNA 


NMJ)06489 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 
2, mRNA 


NM_007088 


Homo sapiens calbmdin 2, (29kD, calretinin) (CALB2), transcript variant 
CALB2c, mRNA 


NM_007087 


Homo sapiens calbmdin 2, (29kD, calretinin) (CALB2), transcript variant 
CALB2b, mRNA 


NMJ)01740 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcript variant 
CALB2, mRNA 


NMJ)07292 


Homo sapiens acyl-Coenzyme A oxidase 1, palmitoyl (ACOX1), transcript 
variant 2, mRNA 


NMJ)04035 


Homo sapiens acyl-Coenzyme A oxidase 1, palmitoyl (ACOX1), transcript 
variant 1, mRNA 


NMJ)00632 


Homo sapiens integrin, alpha M (complement component receptor 3, alpha; also 1 
known as CDllb (pl70), macrophage antigen alpha polypeptide) (TTGAM), 
mRNA 


NM 007097 


Homo sapiens clathrin, light polypeptide (Lcb) (CLTB), mRNA 


NM 007099 


Homo sapiens acid phosphatase 1, soluble (ACPI), transcript variant b, mRNA 


NM 007177 


Homo sapiens TU3A protein (TU3A), mRNA 


NM 007245 


Homo sapiens ataxin 2 related protein (A2LP), transcript variant 1, mRNA 


NM 006487 


Homo sapiens fibulin 1 (FBLN1), transcript variant A, mRNA 


NM 006486 


Homo sapiens fibulin 1 (FBLN1), transcript variant D, mRNA 


NM 006485 


Homo sapiens fibulin 1 (FBLN1), transcript variant B, mRNA 


NM 006721 


Homo sapiens adenosine kinase (ADK), transcript variant ADK-long, mRNA 


NM_006132 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
4, mRNA 


NMJ)06131 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
j, miviNA 


NM_006130 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
6, mRNA 


NMJ)06129 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
3, mRNA 


NM_006128 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
2, mRNA 
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NM 002S16 

XiXYX \J\JZ. J iu 


Homo sapiens neuro-oncological ventral antigen 2 (N0VA2), rnRNA 


NM 007008 


iiomo sapiens reticuion 4 (K1N4), mRNA 


NM 007046 


Homo sapiens elastin microfibril interface located protein (EMILIN), rnRNA 


NM 007017 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
inromDosponam type 1 moat, 8 (ADAMTS8), mRNA 


NM 00701 R 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
inromDosponam type 1 motif, 5 (aggrecanase-2) (ADAMTS5), mRNA 


NM 00^700 


Homo sapiens protease, serine, 21 (testisin) (PRSS21), mRNA 


NM_006814 


Homo sapiens proteasome (prosome, macropain) inhibitor subunit 1 flPBl} 

oiYLr 1 J, mKIN A 


NM 0014^6 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8A, mRNA 


NM 00^700 


Homo sapiens titin immunoglobulin domain protein (myotilin) (TTED), mRNA 


NM 00678? 


iiomo sapiens zinc ringer protein-like 1 (ZFPL1), mRNA 


NM 006795 


Homo sapiens EH domain containing 1 (EHD1), mRNA 


NM OO^RR 


Homo sapiens sulfotransferase family, cytosolic, 1C, member 2 (SULT1C2) 

lTxxVlN/V. 


NM 00££Q4 


Homo sapiens jumping translocation breakpoint (JTB), mRNA 


NM 006597 


Homo sapiens heat shock 70kD protein 8 (HSPA8), mRNA 


NM 00A709 


Homo sapiens glyoxalase I (GLO 1 ), mRNA 


NM 006701 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 3 

{IN UJJ 15), mKIN A 




Homo sapiens selectin L Oymphocyte adhesion molecule 1) (SELL), mRNA 


NM 006488 


Homo sapiens ketohexokinase (fructokinase) (KHK), transcript variant b, mRNA 


NM_006297 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells l (ARCCl), mRNA 


NM 006339 


Homo sapiens high-mobility group 20B (HMG20B), mRNA 


NM 006469 


Homo sapiens NS l-binding protein (NS 1 -RP) rrTRNA 


NM 006340 


Homo sapiens BAH -associated protein 2 (BAIAP2), transcript variant 3, mRNA 


NM.001353 


Homo sapiens aldo-keto reductase family 1, member CI (dihydrodiol 
dehydrogenase 1; 20-alpha (3-alpha)-hydroxysteroid dehydrogenase) (AKR1C1), 
mRNA 


NM 000907 

NM 005890 


Homo sapiens lduronate 2-sulfatase (Hunter syndrome) (IDS), transcript variant 
1, mRNA 


NM 006171 


Homo sapiens growth arrest-specific 7 (GAS7), transcript variant b, mRNA 
Homo sapiens lduronate 2-sulfatase (Hunter syndrome) (IDS), transcript variant 
2, mRNA 


NM 0060 <J1 

NM 005990 


Homo sapiens T-cell, immune regulator 1 (TCIRG1), mRNA 
Homo sapiens serine/threomne kinase 10 (STK10), mRNA 


NM 006010 

NM_006041 


Homo sapiens T-cell, immune regulator 1 (TCIRG1), mRNA 

Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 3B1 

(HS3ST3B1), mRNA 


NM_006042 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 3A1 
(HS3ST3A1), mRNA 


NMJ)06043 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 2 (HS3ST2), 
mRNA 


NMJ)00557 


Homo sapiens Growth differentiation factnr S fr»rtilatT*»_/?*»nV*»H ^^0^^,, 
-1 o^" 1 " vuxxci vxiuatiuxi xai/iui -j ^oax tiiagc~viciivcQ morpnogenetic 

protein- 1) (GDF5), mRNA 


NMJ)05847 
NM 005751 ? 


Homo sapiens solute earner family 23 (nucleobase transporters), member 2 
(SLC23A2), mRNA 


NMJJ05691 


Homo sapiens A kinase CPRKA) anchor protein (yotiao) 9 (AKAP9), mRNA 
Homo sapiens ATP-bmding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2A, mRNA 
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NM 005688 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 5 
(ABCC5), mRNA 


NM 005730 


Homo sapiens conserved gene amplified in osteosarcoma (OS4), mRNA 


NM_005562 


Homo sapiens lamimn, gamma 2 (nicein (lOOkD), kalinin (105kD), BM600 
(lOOkD), Herlitz junctional epidermolysis bullosa)) (LAMC2), transcript variant 
l,mRNA 


NM_005534 


Homo sapiens interferon gamma receptor 2 (interferon gamma transducer 1) 
(IFNGR2), mRNA 


NM 005682 


Homo sapiens G protein-coupled receptor 56 (GPR56), mRNA 


NM 005666 


Homo sapiens H factor (complement)-like 3 (HFL3), mRNA 


NMJ)05503 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
(XI l-like) (APBA2), mRNA 


NM_005431 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 2 (XRCC2), mRNA 


NMJ)05465 


Homo sapiens v-akt murine thymoma viral oncogene homolog 3 (protein kinase 
B, gamma) (AKT3), mRNA 


NMJ)05446 


Homo sapiens punnergic receptor P2X-like 1, orphan receptor (P2RXL1) 
mRNA 


NM_005336 


Homo sapiens high density lipoprotein binding protein (vigilin) (HDLBP) 
mRNA 


NMJ)05265 


Homo sapiens gamma-glutamyltransferase 1 (GGT1), transcript variant 1 
mRNA 


NMJ)05243 


Homo sapiens Ewing sarcoma breakpoint region 1 (EWSR1), transcript variant 
EWS, mRNA 


NMJ)05236 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 4 (ERCC4), mRNA 


NM 005075 


Homo sapiens solute earner family 21 (organic anion transporter), member 3 
(SLC21A3),mRNA 


NMJ)05050 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 1, mRNA 


NM_005006 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 1 (75kD) 
(NADH-coenzyme Q reductase) (NDUFS1), mRNA 


NMJ)05135 


Homo sapiens solute earner family 12 (potassium/chloride transporters), member 
6(SLC12A6),mRNA 


NM_004968 


Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 2 
mRNA 


NM_005114 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 1 (HS3ST1) 
mRNA v ' 


NM_004958 


Homo sapiens FK506 binding protein 12-rapamycin associated protein 1 
(FRAP 1), mRNA 


"K.TN A AA1 /ITO 

1NM_001478 


Homo sapiens UDP-N-acetyl-alpha-D-galactosaniine:(N-acetytaeuramm 
galactosylglucosylceramide N-acetylgalactosaminyltransferase (GalNAc-T) 
(uAIaj I ), mRNA 


XTAyf (\(\A(\'1\ 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant d, mRNA 


XNiVi UIWUJ U [ 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant c, mRNA 


NM 004029 


Homo sauiens intprfJprnn rpcnilatrvrvr -for»+rvr *7 /TDTr*7\ f^n nr,.:,.t . ■% t»-kt a 

aqpiraia mieneron reguiaiory iactor / (iKrv), trans enpt variant b, mRNA 


NM 004034 


Homo sapiens annexin A7 (ANXA7), transcript variant 2, mRNA 


NM 001156 


Homo sapiens annexin A7 (ANXA7), transcript variant 1, mRNA 


NM 004033 


Homo sapiens annexin A6 (ANXA6), transcript variant 2, mRNA 


NM 001155 


Homo sapiens annexin A6 (ANXA6), transcript variant 1, mRNA 


NM_004629 


Homo sapiens Fanconi anemia, complementation proup G (FANCG), mRNA 


NM 004738 


Homo sapiens VAMP (vesicle-associated membrane protein)-associated protein 
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B and C (VAPB), mRNA 


NM 004774 


Homo sapiens PPAR binding protein (PPARBP), mRNA X 


NM 004819 


Homo sapiens symplekin; Huntingtin interacting protein I (SPK), mRNA 


NM 004169 


Homo sapiens senne hydroxymethyltransferase 1 (soluble) (SHMT1), mRNA 


NM_004186 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3F (SEMA3F), mRNA 


NM 004730 


Homo sapiens eukaryotic translation termination factor 1 (ETF1), mRNA 


NM 004161 


Homo sapiens RAB1 , member RAS oncogene family (RAB1), mRNA 


NMJH)4762 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains l(cytohesin 1) 
(PSCD1), transcript variant 1, mRNA 


NM 004253 


Homo sapiens phospholipase A2-activating protein (PLAA), mRNA 


NM_004562 


Homo sapiens Parkinson disease (autosomal recessive, juvenile) 2, parkin 
(PARK2), transcript variant 1, mRNA 


NM_004705 


Homo sapiens protein-kinase, interferon-inducible double stranded RNA 
dependent inhibitor, repressor of (P58 repressor) (PRKRIR), mRNA 


NM 004883 


Homo sapiens neuregulm 2 (NRG2), transcript variant 1, mRNA 


NM 004559 


Homo sapiens nuclease sensitive element binding protein 1 (NSEP1), mRNA 


NM 004646 


Homo sapiens nephrosis 1, congenital, Finnish type (nephrin) (NPHS1), mRNA 


NM 004897 


Homo sapiens multiple inositol polyphosphate phosphatase 1 (MINPP1), mRNA 


NM 004527 


Homo sapiens mesenchyme homeo box 1 (MEOX1), transcript variant 1 mRNA 


NM 004912 


Homo sapiens cerebral cavernous malformations 1 (CCM1) mRNA 


NM 001572 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant a, mRNA 


NM 004516 


Homo sapiens interleukin enhancer binding factor 3, 90kD (ILF3), mRNA 


NM 004505 


Homo sapiens ubiquitin specific protease 6 (Tre-2 oncogene) (USP6), mRNA 


NM 004761 


Homo sapiens RAB2, member RAS oncogene family-like (RAB2L), mRNA 


NM 004495 


Homo sapiens neureguiin 1 (NRG1), transcript variant HRG-gamma, mRNA 


NM 004821 


Homo sapiens heart and neural crest derivatives expressed 1 (HAND1), mRNA I 


NM_004458 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 4 (FACL4), transcript i 
variant 1, mRNA 


NM 004091 


Homo sapiens E2F transcription factor 2 (E2F2), mRNA 


NM_004714 


Homo sapiens dual-specificity tyrosme-(Y)-phosphorylation regulated kinase IB 
(DYRK1B), transcript variant a, mRNA 


NM_004859 


Homo sapiens clathrin, heavy polypeptide (He) (CLTC), mRNA 


NM_004921 


Homo sapiens chloride channel, calcium activated, family member 3 (CLCA3) 
mRNA 


NMJ)04344 


Homo sapiens centrin, EF-hand protein, 2 (CETN2), mRNA 


NM_004332 


Homo sapiens biphenyl hydrolase-like (serine hydrolase; breast epithelial mucin- 
associated antigen) (BPHL), mRNA 


NM 004842 


Homo sapiens A kinase (PRXA) anchor protein 7 (AKAP7), mRNA 


NM_004194 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22) 
mRNA 


NM 004300 


Homo sapiens acid phosphatase 1, soluble (ACPI), transcript variant a, mRNA 


NM_004769 


Homo sapiens amiloride-sensitive cation channel 3, testis (ACCN3), transcript 
variant 1, mRNA 


NMJ)04027 


Homo sapiens inositol polyphosphate-4-phosphatase, type 1, 107kD (INPP4A), 
transenpt variant a, mRNA 


NMJ)04003 ; 


Homo sapiras carnitine acetyltransferase (CRAT), nuclear gene encoding 
mitochondrial protein, transcript variant peroxisomal, mRNA 


NM 004028 


Homo sapiens aquaporin 4 (AQP4), transcript variant b, mRNA 


NM 001650 


Homo sapiens aquaporin 4 (AQP4), transcript variant a, mRNA 


NM_002390 


Homo sapiens a disintegrin and metalloproteinase domain 1 1 (ADAM1 1), 
transcript variant 1 , mRNA 
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NM 001604 


Homo sapiens paired box gene 6 (aniridia, keratitis) (PAX6), mRNA 


NMJ)03995 


Homo sapiens natriuretic peptide receptor B/guanylate cyclase B (atrionatriuretic 
peptide receptor B) (NPR2), mRNA 


NM 003994 


Homo sapiens KIT ligand (KTTLG), mRNA 


NM 001063 


Homo sapiens transferrin (TF), mRNA 


NM 003990 


Homo sapiens paired box gene 2 (PAX2), transcript variant e, mRNA 


NM 003989 


Homo sapiens paired box gene 2 (PAX2), transcript variant d, mRNA 


NM 003988 


Homo sapiens paired box gene 2 (PAX2), transcript variant c, mRNA 


NM 003987 


Homo sapiens paired box gene 2 (PAX2), transcript variant a, mRNA 


NM 000278 


Homo sapiens paired box gene 2 (PAX2), transcript variant b, mRNA 


NM 000221 


Homo sapiens ketohexokinase (fructokinase) (KHK), transcript variant a, mRNA 


NM 000115 


Homo sapiens endothelin receptor type B (EDNRB), transcript variant 1, mRNA 


NMJ)00755 


Homo sapiens carnitine acetyltransferase (CRAT), nuclear gene encoding 
mitochondrial protein, transcript variant mitochondrial, mRNA 


NM 001292 


Homo sapiens CDC-like kinase 3 (CLK3), transcript variant phclk3/152, mRNA 


NM 001291 


Homo sapiens CDC-like kinase 2 (CLK2), transcript variant phclk2/139, mRNA 


NM_001282 


Homo sapiens adaptor-related protein complex 2, beta 1 subunit (AP2B1), 
mRNA 


NM 001272 


Homo sapiens chromodomain helicase DNA binding protein 3 (CHD3), mRNA 


NM 001268 


Homo sapiens chromosome condensation 1-like (CHC1L), mRNA 


NM 000734 


Homo sapiens CD3Z antigen, zeta polypeptide (TiT3 complex) (CD3Z), mRNA 


NMJJ00657 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding 
mitochondrial protein, transcript variant beta, mRNA 


NM_000633 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding 
mitochondrial protein, transcript variant alpha, mRNA 


NM 000055 


Homo sapiens butyrylcholinesterase (BCHE), mRNA 


NM_003594 


Homo sapiens transcription termination factor, RNA polymerase II (TTF2), 
mRNA 


NM_003722 


Homo sapiens tumor protein 63 kDa with strong homology to p53 (TP63) 
mRNA 


NM 003856 


Homo sapiens interleukin 1 receptor-like 1 (IL1RL1), mRNA 


NM 003140 


Homo sapiens sex determining region Y (SRY), mRNA 


■ NM 003615 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
7(SLC4A7),mRNA 


NM_003759 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
4 (SLC4A4), mRNA 


NM 002980 


Homo sapiens secretin receptor (SCTR), mRNA 


NM_002890 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 1 
(RASA 1), transcript variant 1 , mRNA 


NM_003624 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-a 
mRNA 


NM_002817 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase 13 
(PSMD13),mRNA 


NMJ)00447 


Homo sapiens presenilin 2 (Alzheimer disease 4) (PSEN2), transcript variant 1, 
mRNA 




Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 
467, mRNA 


NM 002768 


Homo sapiens procollagen (type EI) N-endopeptidase (PCOLN3), mRNA 


NM 002752 


Homo sapiens mitogen-activated protein kinase 9 (MAPK9), mRNA 


NM_002656 


Homo sapiens pleomorphic adenoma gene-like 1 (PLAGL1), transcript variant 
l,mRNA 


NM 002635 


Homo sapiens solute carrier family 25 (mitochondrial carrier, phosphate carrier) 
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member 3 (SLC25 A3), nuclear gene encoding mitochondrial protein, transcript 
variant lb, mRNA 


NM 002584 


Homo sapiens paired box gene 7 (PAX7), transcript variant 1, mRNA 


NM 000280 


Homo sapiens paired box gene 6 (aniridia, keratitis) (PAX6), mRNA 


NM_002555 


Homo sapiens solute carrier family 22 (organic cation transporter), member 1- 
like (SLC22A1L), mRNA 


NM_000907 


Homo sapiens natriuretic peptide receptor B/guanylate cyclase B (atrionatriuretic 
peptide receptor B) (NPR2), mRNA 


NMJ)02515 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 
l,mRNA 


NM 003204 


Homo sapiens nuclear factor (erythroid-derived 2)-like 1 (NFE2L1) mRNA 


NM 003970 


Homo sapiens myomesin (M-protein) 2 (165kD) (MYOM2), mRNA 


NM 000899 


Homo sapiens KIT ligand (KTTLG), mRNA 


NM__002394 


Homo sapiens solute earner family 3 (activators of dibasic and neutral amino 
acid transport), member 2 (SLC3 A2), mRNA 


NM_001879 


Homo sapiens mannan-binding lectin serine protease 1 (C4/C2 activating 
component of Ra-reactive factor) (MASP 1), mRNA 


NM_002353 


Homo sapiens tumor-associated calcium signal transducer 2 (TACSTD2), 
mRNA 


NMJ)02341 


Homo sapiens lymphotoxin beta (TNF superfamily, member 3) (LTB), transcript 
variant 1, mRNA 


NMJ)02294 


Homo sapiens lysosomal-associated membrane protein 2 (LAMP2), transcript 
variant LAMP2A, mRNA 


NM 002264 


Homo sapiens karyopherin alpha 1 (importin alpha 5) (KPNA1), mRNA 


NM_002261 


Homo sapiens killer cell lectin-like receptor subfamily C, member 3 (KLRC3), 
transcript variant NKG2-E, mRNA 


NM 002230 


Homo sapiens junction plakoglobin (JUP), transcript variant 1, mRNA 


NM_001566 


Homo sapiens inositol polyphosphate-4-phosphatase, type 1, 107kD (INPP4A), 
transcript variant b, mRNA 


NM 002164 


Homo sapiens indoleamine-pyrrole 2,3 dioxygenase (INDO), mRNA 


NM_003822 


Homo sapiens nuclear receptor subfamily 5, group A, member 2 (NR5 A2) 
mRNA 


NM_000836 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2D 
(GRJN2D), mRNA 


NMJ)00828 


Homo sapiens glutamate receptor, ionotrophic, AMPA 3 (GRIA3), transcript 
variant flop, mRNA 


NM_002056 


Homo sapiens glutamine-fructose-6-phosphate transaminase 1 (GFPT1), mRNA 


NM_000161 


Homo sapiens GTP cyclohydrolase 1 (dopa-responsive dystonia) (GCH1), 
mRNA 


NM_000159 


Homo sapiens glutaryl-Coenzyme A dehydrogenase (GCDH), nuclear gene 
encoding mitochondrial protein, transcript variant 1 , mRNA 


NM 003644 


Homo sapiens growth arrest-specific 7 (GAS 7), transcript variant a, mRNA 


NMJ)00817 


Homo sapiens glutamate decarboxylase 1 (brain, 67kD) (GAD1), transcript 
variant GAD67, mRNA 


NMJ)00813 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, beta 2 
lUADKDZj, iranscnpt variant 2, mRNA 


NM 000146 


Homo sapiens ferritin, liejit polypeptide (FTL), mRNA 


NM_ 001996 


Homo sapiens fibulin 1 (TBLN1), transcript variant C, mRNA 


NM_001995 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 1 (FACL1), nuclear 
gene encoding mitochondrial protein, mRNA 


NMJ)01973 


Homo sapiens ELK4, ETS-domain protein (SRF accessory protein 1) (ELK4), 
transcript variant a, mRNA 
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NM 003991 


Homo sapiens endothelin receptor type B (EDNRB), transcript variant 2, mRNA 


NM 001925 


Homo sapiens defensin, alpha 4, corticostatin (DEFA4), mRNA 


NM_001359 


Homo sapiens 2,4-dienoyl Co A reductase 1, mitochondrial (DECR1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 001337 


Homo sapiens chemokine (C-X3-C) receptor 1 (CX3CR1), mRNA 


NMO01835 


Homo sapiens clathrin, heavy polypeptide-like 1 (CLTCL1), transcript variant 1, 
mRNA 


NMJ0O1834 


Homo sapiens clathrin, light polypeptide (Lcb) (CLTB), transcript variant 
nonbrain, mRNA 


NM 003992 


Homo sapiens CDC-like kinase 3 (CLK3), transcript variant phclk3, mRNA 


NM 003993 


Homo sapiens CDC-like kinase 2 (CLK2), transcript variant phclk2, mRNA 


NM 001286 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6a, mRNA 


NM 001285 


Homo sapiens chloride channel, calcium activated, family member 1 (CLCA1), 
mRNA 


NM_001825 


Homo sapiens creatine kinase, mitochondrial 2 (sarcomeric) (CKMT2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 003465 


Homo sapiens chitinase 1 (chitotriosidase) (CHTT1), mRNA 


NM 001783 


Homo sapiens CD79A antigen (immunoglobulin-associated alpha) (CD79A), 
transcript variant 1, mRNA 


NM_001199 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
l,mRNA 


NM 001669 


Homo sapiens arylsulfatase D (ARSD)^transcript variant 1, mRNA 


NM 001170 


Homo sapiens aquaporin 7 (AQP7), mRNA 


NM_001160 


Homo sapiens apoptotic protease activating factor (APAF1), transcript variant 2, 
mRNA 


NM_001149 


Homo sapiens ankyrin 3, node of Ranvier (ankyrin G) (ANK3), transcript variant 
2, mRNA 


NM_001625 


Homo sapiens adenylate kinase 2 (AK2), nuclear gene encoding mitochondrial 
protein, transcript variant AK2A, mRNA 


NM_001135 


Homo sapiens aggrecan 1 (chondroitin sulfate proteoglycan 1, large aggregating 
proteoglycan, antigen identified by monoclonal antibody AO 122) (AGC1), 
transcript variant 1, mRNA 


NM 001123 


Homo sapiens adenosine kinase (ADK), transcript variant ADK-short, mRNA 


NM_003812 


Homo sapiens a disintegrin and metalloproteinase domain 23 (ADAM23), 
mRNA 


NM_001095 


Homo sapiens amiloride-sensitive cation channel 2, neuronal (ACCN2), 
transcript variant 2, mRNA 


NM_016184 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 6 (CLECSF6), mRNA 


NM 003186 


Homo sapiens transgelin (TAGLN), mRNA 


NM_004084 | 


Homo sapiens defensin, alpha 1, myeloid-related sequence (DEFA1), mRNA 


NM 022908 


Homo sapiens hypothetical protein FIJI 2442 (FLJ12442), mRNA 


NM_022906 


Homo sapiens hypothetical protein FLJ13 195 similar to stromal antigen 3 
_(FU13195),mRNA 


NM 022903 


Homo sapiens hypothetical protein FLJ12800 (FLJ12800), mRNA 


NM 022902 


Homo sapiens hypothetical protein FLJ12496 (FU12496), mRNA 


NM 022900 


Homo sapiens hypothetical protein FLJ21213 (FU21213), mRNA 


NM 022895 


Homo sapiens hypothetical protein FLJ12448 (FLJ12448), mRNA 


NM_006997 


Homo sapiens transforming, acidic coiled-coil containing protein 2 (TACC2), 
mRNA 


NM_020979 


Homo sapiens adaptor protein with pleckstrin homology and src homology 2 
domains (APS), mRNA 
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NM_018557 


Homo sapiens low density lipoprotein-related protein IB (deleted in tumors) 
(LRP1B), mRNA 


NM 014921 


Homo sapiens lectomedin-2 (KIAA0821), mRNA 


NM 014112 


Homo sapiens trichorhinophalangeal syndrome I gene (TRPS1), mRNA 


NMJ)00539 


Homo sapiens rhodopsin (opsin 2, rod pigment) (retinitis pigmentosa 4, 
autosomal dominant) (RHO), mRNA 


NM 012452 


Homo sapiens transmembrane activator and CAML interactor (TACI), mRNA 


NM 003564 


Homo sapiens transgelin 2 (TAGLN2), mRNA 


NM 003632 


Homo sapiens contactin associated protein 1 (CNTNAP1), mRNA 


NM 006506 


Homo sapiens RAS p21 protein activator 2 (RASA2), mRNA 


NM 014427 


Homo sapiens copine VII (CPNE7), mRNA 


NM 006032 


Homo sapiens copine VI (neuronal) (CPNE6), mRNA 


NM 005338 


Homo sapiens huntingtin interacting protein 1 (HIP1), mRNA 


NM 021973 


Homo sapiens heart and neural crest derivatives expressed 2 (HAND2), mRNA 


NM 005339 


Homo sapiens huntingtin interacting protein 2 (HIP2), mRNA 


NM 021920 


Homo sapiens secretin (SCT), mRNA 


NM 016491 


Homo sapiens mitochondrial ribosomal protein L37 (MRPL37), mRNA 


NM_014211 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, pi (GABRP), 
mRNA 


NM 004658 


Homo sapiens RAS protein activator like 1 (GAP1 like) (RASAL1), mRNA 


NM 004807 


Homo sapiens heparan sulfate 6-O-sulfotransferase (HS6ST), mRNA 


NM 002622 


Homo sapiens prefoldin 1 (PFDN1), mRNA 


NM 005186 


Homo sapiens calpain 1, (mu/I) large subunit (CAPN1), mRNA 


NM 001748 


Homo sapiens calpain 2, (m/U) large subunit (CAPN2), mRNA 


NM 014299 


Homo sapiens bromodomain-containing 4 (BRD4), mRNA 


NM 007208 


Homo sapiens mitochondrial ribosomal protein L3 (MRPL3), mRNA 


NM 022838 


Homo sapiens hypothetical protein FLJ12969 (FU12969), mRNA 


NM 022837 


Homo sapiens hypothetical protein FLJ22833 (FLJ22833), mRNA 


NM 022830 


Homo sapiens hypothetical protein FLJ22347 (FU22347), mRNA 


NM 022819 


Homo sapiens phospholipase A2, group EF (PLA2G2F), mRNA 


NM 020245 


Homo sapiens tubby super-family protein (TUSP), mRNA 


NM_020061 


Homo sapiens opsin 1 (cone pigments), long-wave-sensitive (colorblindness, 
protan) (OPN1LW), mRNA 


NM_000513 


Homo sapiens opsin 1 (cone pigments), medium-wave-sensitive (color blindness, 
deutan) (OPN1MW), mRNA 


NMJ)01708 


Homo sapiens opsin 1 (cone pigments), short-wave-sensitive (color blindness, 
tritan) (OPN1SW), mRNA 


NM 016363 


Homo sapiens glycoprotein VI (platelet) (GP6), mRNA 


NM 022139 


Homo sapiens GDNF family receptor alpha 4 (GFRA4), mRNA 


NM 002485 


Homo sapiens Nijmegen breakage syndrome 1 (nibrin) (NBS1), mRNA 


NM 006052 


Homo sapiens Down syndrome critical region gene 3 (DSCR3), mRNA 


NM 005867 


Homo sapiens Down syndrome critical region gene 4 (DSCR4), mRNA 


NM_005087 


Homo sapiens fragile X mental retardation, autosomal homolog 1 (FXR1), 
mRNA 


NM 004403 


Homo sapiens deafness, autosomal dominant 5 (DFNA5), mRNA 


NM_000433 


Homo sapiens neutrophil cytosolic factor 2 (65kD, chronic granulomatous 
disease, autosomal 2) (NCF2), mRNA 


NM 000111 


Homo sapiens solute carrier family 26, member 3 (SLC26A3), mRNA 


NMJ)00044 


Homo sapiens androgen receptor (dihydrotestosterone receptor; testicular 
feminization; spinal and bulbar muscular atrophy; Kennedy disease) (AR), 
mRNA 


NM 000333 


Homo sapiens spinocerebellar ataxia 7 (olivopontocerebellar atrophy with retinal 
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degeneration) (SCA7), mRNA 


NM 003776 


Homo sapiens nuclear localization signal deleted in velocardiofacial syndrome 
(NLVCF), mRNA 


NM 003941 


Homo sapiens Wiskott-Aldrich syndrome-like (WASL), mRNA 


NM 020680 


Homo sapiens N-terminal kinase-like (NTKL), mRNA 


NM 022789 


Homo sapiens interleukin 17E (IL17E), mRNA 


NMJ)22787 


Homo sapiens NMN adenylyltransferase; nicotinamide mononucleotide adenylyl 
transferase (NMNAT), mRNA 


NM 022786 


Homo sapiens likely ortholog of yeast ARV1 (ARV1), mRNA 


NM 022785 


Homo sapiens hypothetical protein FU23588 (FU23588), mRNA 


NM 022775 


Homo sapiens hypothetical protein FU22127 (FU22127), mRNA 


NM 022773 


Homo sapiens hypothetical protein FLJ12681 (FLJ12681), mRNA 


NM 022772 


Homo sapiens hypothetical protein FLJ21935 (FU21935), mRNA 


NM 022761 


Homo sapiens hypothetical protein FLJ23499 (FLJ23499), mRNA 


NM 022756 


Homo sapiens hypothetical protein FIJI 1730 (FIJI 1730), mRNA 


NM 022739 


Homo sapiens E3 ubiquitin ligase SMURF2 (SMURF2), mRNA 


NM 022725 


Homo sapiens Fanconi anemia, complementation group F (FANCF), mRNA 


NM 017646 


Homo sapiens tRNA isopentenylpyrophosphate transferase (TPT). mRNA 


NM_005443 


Homo sapiens 3 f -phosphoadenosine 5'-phosphosulfate synthase 1 (PAPSS1), 
mRNA 


NMJ)04670 


Homo sapiens 3-phosphoadenosine 5 r -phosphosulfate synthase 2 (PAPSS2), 
mRNA 


NM_001084 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase 3 (PLOD3), 
mRNA 


NM 022720 


Homo sapiens DiGeorge syndrome critical region gene 8 (DGCR8), mRNA 


NM 007331 


Homo sapiens Wolf-Hirschhom syndrome candidate 1 (WHSC1), mRNA 


NM_007123 


Homo sapiens Usher syndrome 2A (autosomal recessive, mild) (USH2A), 
mRNA 


NMJ)00553 


Homo sapiens Werner syndrome (WRN), mRNA 


NM_006531 


Homo sapiens Probe hTg737 (polycystic kidney disease, autosomal recessive, in) 
(TG737), mRNA 


NM 018962 


Homo sapiens Down syndrome critical region gene 6 (DSCR6), mRNA 


NM 018848 


Homo sapiens McKusick-Kaufman syndrome (MKKS), mRNA 


NM_017424 


Homo sapiens cat eye syndrome chromosome region, candidate 1 (CECR1), 
mRNA 


NM 015889 


Homo sapiens TPA inducible gene-1 (TIG-1), mRNA 


NM 016430 


Homo sapiens Down syndrome critical region gene 5 (DSCR5), mRNA 


NM 004414 


Homo sapiens Down syndrome critical region gene 1 (DSCR1), mRNA 


NM 013441 


Homo sapiens Down syndrome critical region gene 1-like 2 (DSCR1L2), mRNA 


NM 012436 


Homo sapiens sperm associated antigen 8 (SPAG8), mRNA 


NM 012227 


Homo sapiens Pseudoautosomal GTP-binding protein-like (PGPL), mRNA 


NM 007173 


Homo sapiens protease, serine, 23 (SPUVE), mRNA 


NMJ)00501 


Homo sapiens elastin (supravalvular aortic stenosis, Williams-Beuren syndrome) 
(ELN), mRNA 


NM 006025 


Homo sapiens protease, serine, 22 (PI 1), mRNA 


NMJ)05609 


Homo sapiens phosphorylase, glycogen; muscle (McArdie syndrome, glycogen 
storage disease type V) (PYGM), mRNA 


NM 004991 


Homo sapiens myelodysplasia syndrome 1 (MDS1), mRNA 


NM 004600 


Homo sapiens Sjogren syndrome antigen A2 (60kD, ribonucleoprotein 
autoantigen SS-A/Ro) fSSA2), mRNA 


NM_004380 


Homo sapiens CREB binding protein (Rubinstein-Taybi syndrome) (CREBBP), ' 
mRNA 
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NM 000551 


Homo sapiens von Hippel-Lindau syndrome (VHL), mRNA 


NM_000462 


Homo sapiens ubiquitin protein ligase E3 A (human papilloma virus E6- 
associated protein, Angelman syndrome) (UBE3A), mRNA 


NM 001064 


Homo sapiens transketolase (Wernicke-Korsakoff syndrome) (TKT), mRNA 


NM 000356 


Homo sapiens Treacher Collins-Franceschetti syndrome 1 (TCOF1), mRNA 


NM_00G455 


Homo sapiens serine/threonine kinase 1 1 (Peutz-Jeghers syndrome) (STK1 1), 
mRNA 


NM_002351 


Homo sapiens SH2 domain protein 1 A, Duncan's disease (lymphoproliferative 
syndrome) (SH2D1 A), mRNA 


NM_000336 


Homo sapiens sodium channel, nonvoltage-gated 1, beta (Liddle syndrome) 
(SCNN1B), mRNA 


NM_000335 


Homo sapiens sodium channel, voltage-gated, type V, alpha polypeptide (long 
(electrocardiographic) QT syndrome 3) (SCN5A), mRNA 


NM_000318 


Homo sapiens peroxisomal membrane protein 3 (35kD, Zellweger syndrome) 
(PXMP3),mRNA 


NMJ)00311 


Homo sapiens prion protein (p27-30) (Creutzfeld-Jakob disease, Gerstmann- 
Strausler-Scheinker syndrome, fetal familial insomnia) (PRNP), mRNA 


NMJ)00299 


Homo sapiens plakophilin 1 (ectodermal dysplasia/skin fragility syndrome) 
(PKPl),mRNA 


NM_000283 


Homo sapiens phosphodiesterase 6B, cGMP-specific, rod, beta (congenital 
stationary night blindness 3, autosomal dominant) (PDE6B), mRNA 


NM 003731 


Homo sapiens Sjogren's syndrome nuclear autoantigen 1 (SSNA1), mRNA 


NM_000260 


Homo sapiens myosin VIIA (Usher syndrome IB (autosomal recessive, severe)) 
(MTO7A), mRNA 


NM 003720 


Homo sapiens Down syndrome critical region gene 2 (DSCR2), mRNA 


NM 000195 


Homo sapiens Hermansky-Pudlak syndrome (HPS), mRNA 


NM_000194 


Homo sapiens hypoxanthine phosphoribosyltransferase 1 (Lesch-Nyhan 
syndrome) (HPRT1), mRNA 


NM_000171 


Homo sapiens glycme receptor, alpha 1 (startle disease/hyperekplexia, stiff man 
syndrome) (GLRA1), mRNA 


NMJ)03494 


Homo sapiens dysferlin, limb girdle muscular dystrophy 2B (autosomal 
recessive) (DYSF), mRNA ! 


NM 000081 


Homo sapiens Chediak-Higashi syndrome 1 (CHS1), mRNA 


NM_000052 


Homo sapiens ATPase, Cu++ transporting, alpha polypeptide (Menkes 
syndrome) (ATP7A), mRNA 


NM_001635 


Homo sapiens amphiphysin (Stiff-Mann syndrome with breast cancer 128kD 
autoantigen) (AMPH), mRNA 


NM 022663 


Homo sapiens CTAGE-1 protein (CTAGE-1), mRNA 


NM 022662 


Homo sapiens meiotic checkpoint regulator (MCPR), mRNA 


NM 022658 


Homo sapiens homeo box C8 (HOXC8), mRNA 


NM_000569 


Homo sapiens Fc fragment of IgG, low affinity Ilia, receptor for (CD16) 
(FCGR3A), mRNA 


NM 000802 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 2, mRNA 


NM 006991 


Homo sapiens zinc finger protein 197 (ZNF197), mRNA 


NMJH8946 


Homo sapiens N-acetytoeuraminic acid phosphate synthase; sialic acid synthase 
(SAS), mRNA 


NM 003979 


Homo sapiens retinoic acid induced 3 (RAD), mRNA 


NM 021785 


Homo sapiens retinoic acid induced 2 (RAI2), mRNA 


NM 001436 


Homo sapiens fibrillarin (FBL), mRNA 


NM_012151 


Homo sapiens coagulation factor VUi-associated (intronic transcript) (F8A), 
mRNA 


NM 007170 


Homo sapiens testis-specific kinase 2 (TESK2), mRNA 
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JNM UUozoj 


Homo sapiens testis-specific kinase 1 (TESK1), mRNA 


INM_U 16424 


Homo sapiens cisplatin resistance-associated overexpressed protein (LUC7A), 
mKJNA 


NM.012152 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, / (bixj/), mRNA 




Homo sapiens DNA segment on chromosome 12 (unique) 2489 expressed 
sequence (D1ZS2489E), mRNA 


JNM 


Homo sapiens actinin, alpha 4 (ACTN4), mRNA 


JNM UU11U2 


Homo sapiens actinin, alpha 1 (ACTN1), mRNA 


JNM_ U 12128 


Homo sapiens chloride channel, calcium activated, family member 4 (CLCA4), 

mKJNA 


NM 014551 


Homo sapiens hypothetical protein 384D8 6 (384D8-2), mRNA | 


MM Uloy/ / 


Homo sapiens neuroligin 3 (NLGN3), mRNA 


NM 001103 


Homo sapiens actinin, alpha 2 (ACTN2), mRNA 


NM 022569 


Homo sapiens N-deacetylase/N-sulfotransferase 4 (NDST4), mRNA 


NM 005892 


Homo sapiens formin-like (FMNL), mRNA 


NM 016370 


Homo sapiens RAB9-like protein (RAB9L), mRNA 


NM_012135 


Homo sapiens DNA segment on chromosome 6(unique) 2654 expressed 
sequence (D6S2654E), mRNA 


NM.007161 


Homo sapiens DNA segment on chromosome 6 (unique) 49 expressed sequence, 
NK cell triggering receptor, p30 (D6S49E), mRNA 


NM_006114 


Homo sapiens DNA segment on chromosome 19 (unique) 1 177 expressed 
sequence (D19S 11 77E), mRNA 


JNM_UUo014 


Homo sapiens DNA segment on chromosome X (unique) 9879 expressed 
sequence (DXS9879E), mRNA 


JNM_UU4oy9 


Homo sapiens DNA segment on chromosome X (unique) 9928 expressed 
sequence (DXS9928E), mRNA 


XTA/T AA'J/COO 

JNM_UUJooJ 


Homo sapiens DNA segment on chromosome 21 (unique) 2056 expressed 
sequence (D2 1 S2056E), mRNA 


MTV/T A1 <AQA 
JNM U04o4 


Homo sapiens GCBP-interacting protein p29 (P29), mRNA 


XN1VI UlJZOj 


Homo sapiens bromodomain-containing 7 (BRD7), mRNA 


JNM uzZlj/ 


Homo sapiens Rag C protein (GTR2), mRNA 


"Niiv/f ni /ia:a/i 

lNivi 


Homo sapiens Tax interaction protein 1 (TTP-1), mRNA 


TvJTV/T HftlOK 

jNivi uuiyiD 


Homo sapiens cytochrome b-561 (CYB561), mRNA 


NM 012188 


Homo sapiens forkhead box 11 (FOXI1), mRNA 


XTNvT A1 /Cl /to 

JNM Uiol4o 


Homo sapiens somatostatin receptor-interacting protein (SSTRIP), mRNA 


NM 022482 


Homo sapiens hypothetical protein FU21794 (FLJ21794), mRNA 


NM 022493 


Homo sapiens hypothetical protein FLJ21988 (FU21988), mRNA 


NM 022489 


Homo sapiens hypothetical protein FU22056 (FLJ22056), mRNA 


NM 022485 


Homo sapiens hypothetical protein FU22405 (FLJ22405), mRNA 


NM_022464 


Homo sapiens endoplasmic reticulum chaperone S1L1, homolog of yeast (SIL1), 
mRNA 


NM_022456 


Homo sapiens hypothetical protein FLJ22548 similar to gene trap PAT 12 
(rlJ 22548), mRNA 


NMJ)22450 


Homo sapiens hypothetical protein FU22357 similar to epidermal growth factor 
re ceD tor-re 1 ateH nrnfpin rPT TT?l^T\ mi? ma 


NM 022443 


Homo sapiens myeloid leukemia factor 1 (MLF1), mRNA 


NMJ)22136 


Homo sapiens SAM domain, SH3 domain and nuclear localisation signals, 1 
(SAMSN1), mRNA 


NM 012217 


Homo sapiens mast cell tryptase (TPSD1), mRNA 


NMJJ20366 


Homo sapiens retinitis pigmentosa GTPase regulator interacting protein 1 
(RPGRIP1), mRNA 
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NM 016541 


Homo sapiens guanine nucleotide binding protein 13, gamma (GNG13\ mRNA 


NM 004204 


Homo sapiens phosphatidylinositol glycan, class Q (PIGQ), mRNA 


NM_014946 


Homo sapiens spastic paraplegia 4 (autosomal dominant; spastin) (SPG4), 
mRNA 


NM_022146 


Homo sapiens neuropeptide FF 1; RFamide-related peptide receptor (OT7T022), 
mRNA 


NMJ)04885 


Homo sapiens neuropeptide G protein-coupled receptor; neuropeptide FF 2 
(NPGPR), mRNA 


NM 002958 


Homo sapiens RYK receptor-like tyrosine kinase (RYK), mRNA 


NM 002931 


Homo sapiens ring finger protein 1 (RING1), mRNA 


NM_021111 


Homo sapiens reversion-inducing-cysteine-rich protein with kazal motifs 
(RECK), mRNA 


NM 001655 


Homo sapiens archain 1 (ARCN1), mRNA 


NM 016639 


Homo sapiens type I transmembrane protein Fnl4 (FN14), mRNA 


NM 006686 


Homo sapiens actin-like 7B (ACTL7B), mRNA 


NM 006687 


Homo sapiens actin-like 7A (ACTL7A), mRNA 


NMJ)05856 


Homo sapiens receptor (calcitonin) activity modifying protein 3 (RAMP3), 
mRNA 


NM_005854 


Homo sapiens receptor (calcitonin) activity modifying protein 2 (RAMP2), 
mRNA 


NMJ)05855 


Homo sapiens receptor (calcitonin) activity modifying protein 1 (RAMP1), 
mRNA 


NMJ)G0475 


Homo sapiens nuclear receptor subfamily 0, group B, member 1 (NR0B1), 
mRNA 


NM 005493 


Homo sapiens RAN binding protein 9 (RANBP9), mRNA 


NM 004634 


Homo sapiens bromodomain and PHD finger containing, 1 (BRPF1), mRNA 


NMJ)00140 


Homo sapiens ferrochelatase (protoporphyria) (FECH), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 000031 


Homo sapiens aminolevulinate, delta-, dehydratase (ALAD), mRNA 


NM_000027 


Homo sapiens aspartylglucosaminidase (AGA), mRNA 


NM 000026 


Homo sapiens adenylosuccinate lyase (ADSL), mRNA 


NM_000025 


Homo sapiens adrenergic, beta-3-, receptor (ADRB3), mRNA 


NM 000020 


Homo sapiens activin A receptor type II-like 1 (ACVRL1), mRNA 


NMJ)00019 


Homo sapiens acetyl-Coenzyme A acetyltransferase 1 (acetoacetyl Coenzyme A 
thiolase) (ACAT1), nuclear gene encoding mitochondrial protein, mRNA 


NMJ)00018 


Homo sapiens acyl-Coenzyme A dehydrogenase, very long chain (ACADVL), 
nuclear gene encoding mitochondrial protein, mRNA 


NMJ)00017 


Homo sapiens acyl-Coenzyme A dehydrogenase, C-2 to C-3 short chain 
(ACADS), nuclear gene encoding mitochondrial protein, mRNA 


NMJ)00016 


Homo sapiens acyl-Coenzyme A dehydrogenase, C-4 to C-12 straight chain 
(ACADM), nuclear gene encoding mitochondrial protein, mRNA 


"V TX K f\f\f\ y 

NM 000476 


Homo sapiens adenylate kinase 1 (AK1), mRNA 


NM_001830 


Homo sapiens chloride channel 4 (CLCN4), mRNA 


NM 022365 


Homo sapiens hypothetical protein similar to mouse Dnajll (DNAJL1), mRNA 


NM_022350 


Homo sapiens aminopeptidase (LOC64167), mRNA 


INiYl 


Homo sapiens hypothetical protein PR02849 (PR02849), mRNA 


NM_005259 


Homo sapiens growth differentiation factor 8 (GDF8), mRNA 


NM 001789 


Homo sapiens cell division cycle 25A (CDC25A), mRNA 


NM_022006 


Homo sapiens FXYD domain-containing ion transport regulator 7 (FXYD7), 
mRNA 


NM_022003 


Homo sapiens FXYD domain-containing ion transport regulator 6 (FXYD6), 
mRNA 
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NM 020655 


Homo sapiens junctophilin 3 (JPH3), mRNA 


NM 002855 


Homo sapiens poliovirus receptor-related 1 (herpesvirus entry mediator C; 
nectin) (PVRL1), mRNA 


NMJH2340 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 2 (NFATC2), mRNA 


NMJJ06599 


Homo sapiens nuclear factor of activated T-cells 5, tonicity-resonsive (NFAT5), 
mRNA 


NM_006162 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 1 (NFATC1), mRNA 


NM 022061 


Homo sapiens ribosomal protein L17 isolog (LOC63875), mRNA 


NM_022095 


Homo sapiens hypothetical C2H2 zinc finger protein FU22504 (FLT22504), 
mRNA 


NM 022091 


Homo sapiens dJ467Nl 1.1 protein (DJ467N1 1.1), mRNA 


NM 022084 


Homo sapiens hypothetical protein (IJ102H19.4 (DJ102H19.4), mRNA 


NM 022077 


Homo sapiens hypothetical protein dJl 141E15.2 (DJ1 141E15.2), mRNA 


NM 022098 


Homo sapiens hypothetical protein LOC63929 (LOC63929), mRNA 


NM 022081 


Homo sapiens hypothetical protein bK1048E9.5 (BK1048E9.5), mRNA 


NM 021081 


Homo sapiens growth hormone releasing hormone (GHRH), mRNA 


NM 022168 


Homo sapiens melanoma differentiation associated protein-5 (MDA5), mRNA 


NM 022165 


Homo sapiens Lin-7b protein (LIN-7B), mRNA 


NM 022161 


Homo sapiens livin inhibitor-of-apotosis (LIVTN), mRNA 


NM 022159 


Homo sapiens JbTL protein (ETL), mRNA 


NM 022156 


Homo sapiens PP3 1 1 1 protein (PP3 111), mRNA 


NM 022151 


Homo sapiens MAP-1 protein (MAP-1), mRNA 


NM 022150 


Homo sapiens RFamide-related peptide precursor (RFRP), mRNA 


NM 022149 


Homo sapiens MAGEF1 protein (MAGEF1), mRNA 


NM 022144 


Homo sapiens myodulin protein (LOC64102), mRNA 


NM 022141 


Homo sapiens gamma-parvin (PARVG), mRNA 


NM 022134 


Homo sapiens glycoprotein beta-Gal 3'-sulfotransferase (GP3ST), mRNA 


NM 022131 


Homo sapiens calsyntenin-2 (CS2), mRNA 


NM 022129 


Homo sapiens MAWD binding protein (MAWBP), mRNA 


NM 022123 


Homo sapiens basic-helix-loop-helix-PAS protein (NPAS3), mRNA 


NM 022121 


Homo sapiens p53-induced protein PIGPC1 (PIGPC1), mRNA 


NM 022120 


Homo sapiens hypothetical protein FKSG25 (FU00030), mRNA 


NM 022114 


Homo sapiens PR domain containing 16 (PRDM16), mRNA 


NM 022112 


Homo sapiens p53-regulated apoptosis-inducing protein 1 (P53AIP1), mRNA 


NM 022111 


Homo sapiens homolog of Xenopus Claspin (CLASPIN), mRNA 


NM 022101 


Homo sapiens hypothetical protein FU22965 (FLJ22965), mRNA 


NM 022087 


Homo sapiens hypothetical protein FLJ21634 (FU21634), mRNA 


NM 022083 


Homo sapiens niban protein (NIB AN), mRNA 


NM_022078 


Homo sapiens hypothetical protein FU12455 (FU12455), mRNA 


NM 022076 


Homo sapiens hypothetical protein MAGE 109914 (LOC63904), mRNA 


NM 022072 


Homo sapiens hypothetical protein FLJ22609 (FLJ22609), mRNA 


NM 022067 


Homo sapiens hypothetical protein FLJ12707 (FLJ12707), mRNA 


NM 022049 


Homo sapiens G-protein coupled receptor 88 (GPR88), mRNA 


xjN/f A/lOA/lA 
INM UZZU*H* 


Homo sapiens stromal cell-derived factor 2-like 1 (SDF2L1), mRNA 


NM_022042 


Homo sapiens solute carrier family 26 (sulfate transporter), member 1 
(SLC26Al).mRNA 


NM_022039 


Homo sapiens split hand/foot malformation (ectrodactyly) type 3 (SHFM3), 
mRNA 


NM 021173 


Homo sapiens polymerase (DNA-directed), delta 4 (POLD4), mRNA 


NM 016371 


Homo sapiens hydroxvsteroid (17-beta) dehydrogenase 7 (HSD17B7), mRNA 
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NM 000023 


Homo sapiens sarcoglycan, alpha (50kD dystrophin-associated glycoprotein) 
(SGCA), mRNA 


NM_005099 


Homo sapiens a disintegrin-like and metallopro tease (reprolysin type) with 
thrombospondin type 1 motif, 4 (ADAMTS4), mRNA 


NM 016590 


Homo sapiens prostate androgen-regulated transcript 1 (PARTI), mRNA 


NM 014223 


Homo sapiens nuclear transcription factor Y, gamma (NFYC), mRNA 


NM 006166 


Homo sapiens nuclear transcription factor Y, beta (NFYB), mRNA 


NM 002268 


Homo sapiens karyopherin alpha 4 (importin alpha 3) (KPNA4), mRNA 


NM 005229 


Homo sapiens ELK1, member of ETS oncogene family (ELK1), mRNA 


NM 021796 


Homo sapiens placenta-specific 1 (PLAC1), mRNA 


NM 015596 


Homo sapiens kallikrein 13 (KLK13), mRNA 


NM_003553 


Homo sapiens olfactory receptor, family 1, subfamily E, member 1 (OR1E1), 
mRNA 


NM 021926 


Homo sapiens aristaless-like homeobox 4 (ALX4), mRNA 


NM 021957 


Homo sapiens glycogen synthase 2 (liver) (GYS2), mRNA 


NM 020980 


Homo sapiens aquaporin 9 (AQP9), mRNA ! 


NM 001614 


Homo sapiens actin, gamma 1 (ACTG1), mRNA 


NM 01 S690 


Homo sapiens apolipoprotein B48 receptor (APOB48R), mRNA 


NM_0O5230 


Homo sapiens ELK3, ETS-domain protein (SRF accessory protein 2) (ELK3), 
mRNA 


NM_003816 


Homo sapiens a disintegrin and metalloproteinase domain 9 (meltrin gamma) 
(ADAM9), mRNA 


NM 000847 


Homo sapiens glutathione S-transferase A3 (GSTA3), mRNA 


NM_021814 


Homo sapiens homolog of yeast long chain polyunsaturated fatty acid elongation 
enzyme 2 (HELOl), mRNA 


NM 021628 


Homo sapiens arachidonate lipoxygenase 3 (ALOXE3), mRNA 


NM 012419 


Homo sapiens regulator of G-protein signalling 17 (RGS17), mRNA 


NM_0 14685 


Homo sapiens homocysteine-inducible, endoplasmic reticulum stress-inducible, 
ubiquitin-like domain member 1 (HERPUD1), mRNA 


NM 005705 


Homo sapiens pan-hematopoietic expression (PHEMX), mRNA 


NM 004906 


Homo sapiens Wilms 1 tumour 1 -associating protein (KIAA0105), mRNA 


NM_003101 


Homo sapiens sterol O-acyltransferase (acyl-Coenzyme A cholesterol 
acyl transferase) 1 (SOAT1), mRNA 


NM 021965 


Homo sapiens phosphoglucomutase 5 (PGM5), mRNA 


NM_003555 


Homo sapiens olfactory receptor, family 1, subfamily G, member 1 (OR1G1), 
mRNA 


NM_003552 


Homo sapiens olfactory receptor, family 1, subfamily D, member 4 (OR1D4), 
mRNA 


NM 001345 


Homo sapiens diacylglycerol kinase, alpha (80kD) (DGKA), mRNA 


NM 021620 


Homo sapiens PR domain containing 13 (PRDM13), mRNA 


NM 020999 


Homo sapiens neurogenin 3 (NEUROG3), mRNA 


NM 020227 


Homo sapiens PR domain containing 9 (PRDM9), mRNA 


NM_020226 


Homo sapiens PR domain containing 8 (PRDM8), mRNA 


NM 020229 


Homo sapiens PR domain containing 1 1 (PRDM1 1), mRNA 


NM 020228 


Homo sapiens PR domain containing 10 (PRDM10), mRNA 


NM 016412 


Homo sapiens insulin-like growth factor 2, antisense (IGF2AS), mRNA 


NM.006161 


Homo sapiens neurogenin 1 (NEUROG1), mRNA 


NM 005734 


Homo sapiens homeodomain-interacting protein kinase 3 (HIPK3), mRNA 


NM001818 


Homo sapiens aldo-keto reductase family 1, member C4 (chlordecone reductase; 
3-alpha hydroxysteroid dehydrogenase, type I; dihydr diol dehydrogenase 4) 
(AKR1C4), mRNA 


NM 004363 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 5 
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(CEACAM5), mRNA 


NM 002841 


Homo sapiens protein tyrosine phosphatase, receptor type, G (PTPRG), mRNA 


NM_002716 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 
65), beta isofonn (PPP2R1B), mRNA 


NM 001785 


Homo sapiens cytidine deaminase (CD A), mRNA 


NM_003554 


Homo sapiens olfactory receptor, family 1, subfamily E, member 2 (OR1E2), 
mRNA 


NM_021961 


Homo sapiens lEA domain family member 1 (S V40 transcriptional enhancer 
factor) (TEAD 1), mRNA 


NM 002847 


Homo sapiens protein tyrosine phosphatase, receptor type, N polypeptide 2 
(PlPRN2),mRNA 


NM_002778 


Homo sapiens prosaposin (variant Gaucher disease and variant metachromatic 
leukodystrophy) (PSAP), mRNA 


NM_000934 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
antiplasmin, pigment epithelium derived factor), member 2 (SERPINF2), mRNA 


NM_000932 


Homo sapiens phospholipase C, beta 3 (phosphatidylinositol-specific) (PLCB3), 
mRNA 


NM_000709 


Homo sapiens branched chain keto acid dehydrogenase El, alpha polypeptide 
(maple syrup urine disease) (BCKDHA), mRNA 


NM 001666 


Homo sapiens Rho GTPase activating protein 4 (ARHGAP4), mRNA 


NM_021815 


Homo sapiens solute carrier family 5 (choline transporter), member 7 (SLC5A7), 
mRNA 


NM 014885 


Homo sapiens anaphase-promoting complex 10 (APC10), mRNA 


NM_021948 


Homo sapiens chondroitin sulfate proteoglycan BEHAB/brevican (BCAN) 
mRNA 


NM 021946 


Homo sapiens hypothetical protein FLJ1 1362 (FU1 1362), mRNA 


NM 021942 


Homo sapiens hypothetical protein FLJ12716 (FLJ12716), mRNA 


NM 021940 


Homo sapiens hypothetical protein FU1 3 159 (FIJI 3 159), mRNA 


NM 021922 


Homo sapiens Fanconi anemia, complementation group E (FANCE), mRNA 


NM 002644 


Homo sapiens polymeric immunoglobulin receptor (PIGR), mRNA 


NM_002470 


Homo sapiens myosin, heavy polypeptide 3, skeletal muscle, embryonic 
(MYH3), mRNA 


NM 001700 


Homo sapiens azurocidin 1 (cationic antimicrobial protein 37) (AZU1), mRNA 


NM_003949 


Homo sapiens huntingtin-associated protein 1 (neuroan 1) (HAP1), mRNA 


NM_021021 


Homo sapiens syntrophin, beta 1 (dystrophin-associated protein Al, 59kD, basic 
component 1) (SNTB1), mRNA 


NM 018953 


Homo sapiens homeo box C5 (HOXC5), mRNA 


NM_012120 


Homo sapiens CD2-associated protein (CD2AP), mRNA 


NM_007121 


Homo sapiens nuclear receptor subfamily 1, group H, member 2 (NR1H2) 
mRNA 


NM 006753 


Homo sapiens surfeit 6 (SURF6), mRNA 


NM 006200 


Homo sapiens proprotein convertase subtilisin/kexin type 5 (PCSK5), mRNA 


NM 006426 


Homo sapiens dihydropyrimidinase-like 4 (DPYSL4), mRNA 


NM_005670 


Homo sapiens epilepsy, progressive myoclonus type 2, Lafora disease (laforin) 
(EPM2A), mRNA 


NM 0Uoo77 


Homo sapiens guanosine monophosphate reductase (GMPR), mRNA 


NM 004619 


Homo sapiens TNF receptor-associated factor 5 (TRAF5), mRNA 


NM_002627 


Homo sapiens phosphoftuctokinase, platelet (PFKP), mRNA 


NM 002433 


Homo sapiens myelin oligodendrocyte glycoprotein (MOG), mRNA 


NM 002207 


Homo sapiens integiiu alpha 9 (ITGA9), mRNA 


NM 002113 i 


Homo sapiens H factor (complement)-like 1 (HFL1), mRNA 


NM 002074 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 1 
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(GNB1), mRNA 


NM 003733 


Homo sapiens 2'-5'oligoadenylate synthetase-like (OASL), mRNA 


NMJ)02551 


Homo sapiens olfactory receptor, family 3, subfamily A, member 2 (OR3A2) 
mRNA 


NM_002389 


Homo sapiens membrane cofactor protein (CD46, trophoblast-lymphocyte cross- 
reactive antigen) (MCP), mRNA 


NM 000870 


Homo sapiens 5 -hydroxytryptamine (serotonin) receptor 4 (HTR4), mRNA 


NM 000613 


Homo sapiens hemopexin (HPX), mRNA 


NM_000377 


Homo sapiens Wiskott-Aldrich syndrome (eczema-thrombocytopenia) (WAS) 
mRNA 


NM_006981 


Homo sapiens nuclear receptor subfamily 4, group A, member 3 (NR4A3) 
mRNA 


NM 000368 


Homo sapiens TSC1 gene (hamartin) (TSC1), mRNA 


NM_017416 


Homo sapiens interleukin 1 receptor accessory protein-like 2 (IL1RAPL2) 
mRNA 


NM 003286 


Homo sapiens topoisomerase (DNA) I (TOPI), mRNA 


NM 001068 


Homo sapiens topoisomerase (DNA) E beta (180kD) (TOP2B), mRNA 


NM_020470 


Homo sapiens putative transmembrane protein; homolog of yeast Golgi 
membrane protein Yiflp (Yiplp-interacting factor) (54TM), mRNA 


NMJ)06562 


Homo sapiens transcription factor similar to D. melanogaster homeodomain 
protein lady bird late (LBX1), mRNA 


NM 017545 


Homo sapiens hydroxyacid oxidase (glycolate oxidase) 1 (HAOl), mRNA 


NM 002925 


Homo sapiens regulator of G-protein signalling 10 (RGS10), mRNA 


NM 012263 


Homo sapiens tubulin tyrosine hgase-like 1 (1TLL1), mRNA 


NM_001212 


Homo sapiens complement component 1, q subcomponent binding protein 
(C1QBP), nuclear gene encoding mitochondrial protein, mRNA 


NM_000491 


Homo sapiens complement component 1, q subcomponent, beta polypeptide 
(C1QB), mRNA 


NMJ)04720 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 4 (EDG4), mRNA 


NMJ)06217 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade I (neuroserpin), 
member 2 (SERPINI2), mRNA 


NM 018723 


Homo sapiens ataxin 2-binding protein 1 (A2BP1), mRNA 


NM_004543 


Homo sapiens nebulin (NEB), mRNA 


NM 016151 


Homo sapiens prostate derived STE20-like kinase PSK (PSK), mRNA 


NM 016528 


Homo sapiens hydroxyacid oxidase 3 (medium-chain) (HA03), mRNA 


NMJ)00185 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade D (heparin 
cofactor), member 1 (SERPIND1), mRNA 


NM 005410 


Homo sapiens selenoprotein P, plasma, 1 (SEPP1), mRNA j 


NMJ)05226 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, 3 (EDG3), mRNA 


NM 005172 


Homo sapiens atonal homolog 1 (Drosophila) (ATOH1), mRNA 


NM 005109 


Homo sapiens oxidative-stress responsive 1 (OSR1), mRNA 


NM 001498 


Homo sapiens glutamate-cysteine ligase, catalytic subunit (GCLC), mRNA 


NMJ)03922 


Homo sapiens hect (homologous to the E6-AP (UBE3A) carboxyl terminus) 1 

domain anri P("Y"M fr r f2ir % i\ lii-o /t>tt>\ i /nrm/nx mn 
uuiiiam aim xvv^^i (i^jtici j-liice domain (KLD) 1 (HKKC1), mRNA 


NM 002061 


Homo sapiens glutamate-cysteine ligase, modifier subunit (GCLM), mRNA 


NM 001088 


Homo sapiens arylalkvlainine N-acetyltransferase (AANAT), mRNA 


NM_021828 


Homo sapiens heparanase-like protein (HPA2), mRNA 1 


NM 021826 


Homo sapiens hypothetical protein FU13 149 (FU13 149), mRNA 


NM_021823 


Homo sapiens hypothetical protein MDS018 (MDS018), mRNA 


NMJ)21820 


Homo sapiens MDS024 protein (MDS024), mRNA 
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XTX K AOIOIfl 

NM 021819 


Homo sapiens ERGL protein (ERGL), mRNA 


NM 021818 


Homo sapiens WW Domain^ontaining Gene (WW45), mRNA 


XTX jf A11011 

NM_021812 


Homo sapiens blepharophimosis, epicanthus inversus and ptosis, candidate 1 
(BPESC1), mRNA 


NM 021809 


Homo sapiens lGribetaj-inauced transcription factor 2 (TGIF2), mRNA 


NM OzloUS 


Homo sapiens single Ig IL-lR-related molecule (SIGIRR), mRNA 


XTTV/ff no 1 OA! 

NM 021803 


Homo sapiens interleukin 21 (IL21), mRNA 


NM 021798 


Homo sapiens interleukin 21 receptor (IL21R), mRNA 


NM 020982 


Homo sapiens claudin 9 (CLDN9), mRNA 


XTTV A f\r\ £ £ C~l 

NM 006657 


Homo sapiens formiminotransferase cyclodeaminase (FTCD), mRNA 


NM 021784 


Homo sapiens hepatocyte nuclear factor 3, beta (HNF3B), mRNA 


NM 014375 


Homo sapiens fetuin B (FETUB), mRNA 


NM 021032 


Homo sapiens fibroblast growth factor 12 (FGF12), mRNA 


NM 019595 


Homo sapiens intersectin 2 (TTSN2), mRNA 


NM 018991 


Homo sapiens DKFZp434A0131 protein (DKFZP434A0131), mRNA 


NM 014574 


Homo sapiens nuclear autoantigen (GS2NA), mRNA 


NM 021002 


Homo sapiens interferon, alpha 6 (IFNA6), mRNA 


NMJ)01676 


Homo sapiens ATPase, H+/K+ transporting, nongastric, alpha polypeptide 
(ATP12A), mRNA 


NM__019886 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 7 
(CHST7), mRNA 


NMJH7581 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 9 (CHRNA9), 
mRNA 


NM_001695 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
42kD (ATP6C), mRNA 


XTTV X f\f\ f\*\ 

NM 006303 


Homo sapiens JTV1 gene (JTV1), mRNA 


NM 014413 


Homo sapiens heme-regulated initiation factor 2-alpha kinase (HRI), mRNA 


NM 012149 


Homo sapiens double homeobox, 5 (DUX5), mRNA 


NM 012146 


Homo sapiens double homeobox, 1 (DUX1), mRNA 


NM 021733 


Homo sapiens testis-specific kinase substrate (TSKS), mRNA 


NMJ)04339 


Homo sapiens pituitary tumor-transforming 1 interacting protein (PTTG1IP), 
mRNA 


NM 004219 


Homo sapiens pituitary tumor-transforming 1 (PTTG1), mRNA 


NM_003860 


Homo sapiens Breakpoint cluster region protein, uterine leiomyoma, 1; barrier to 
autointegration factor (BCRP1), mRNA » 


NM 007281 


Homo sapiens scrapie responsive protein 1 (SCRG1), mRNA 


NM 006618 


Homo sapiens putative DNA/chromatin binding motif (PLU-1), mRNA 


NM 005797 


Homo sapiens epithelial V-like antigen 1 (EVA1), mRNA 


xnv M f\c\ r r f\cn 

NM 005508 


Homo sapiens chemokine (C-C motif) receptor 4 (CCR4), mRNA 


X TTV K f\t\E^Cl*l 

NM 005283 


Homo sapiens chemokine (C motif) XC receptor 1 (CCXCR1), mRNA 


NM 002547 


Homo sapiens oligophrenin 1 (OPHN1), mRNA 


NM_020056 


Homo sapiens major histocompatibility complex, class II, DQ alpha 2 (HLA- 
DQA2), mRNA 


NM_00l085 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha-1 
antiproteinase, antitrypsin), member 3 (SERPINA3), mRNA 


NM 013974 


nuinu sapiens uuneinyiarginine aime tny l amin o ny ur o 1 as e z (DD AH2), mRNA 


NM_001756 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha-1 
antiproteinase, antitrypsin), member 6 (SERPINA6), mRNA 


NM_000450 


Homo sapiens selectin E (endothelial adhesion molecule 1) (SELE), mRNA 


NM 006228 


Homo sapiens prepronociceptin (PNOC), mRNA 


NM 001319 


Homo sapiens casein kinase 1, gamma 2 (CSNK1G2), mRNA 


NM 000444 


Homo sapiens phosphate regulating gene with homologies to endopeptidases on 
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the X chromosome (hypophosphatemia, vitamin D resistant rickets) (PHEX), 
mRNA 


NM021183 


Homo sapiens hypothetical protein similar to small G proteins, especially RAP- 
2A(LOC57826),mRNA 


NM 021179 


Homo sapiens hypothetical protein LOC57821 (LOC57821), mRNA 


NM 002744 


Homo sapiens protein kinase C, zeta (PRKCZ), mRNA 


NMJW0624 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha-1 
antiproteinase, antitrypsin), member 5 (SERPINA5), mRNA 


NMJ)00602 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade E (nexin, 
plasminogen activator inhibitor type 1), member 1 (SERPINE1), mRNA 


NM 020422 


Homo sapiens hypothetical protein from clone 24796 (LOC57146), mRNA 


NM 020183 


Homo sapiens transcription factor BMAL2 (LOC56938), mRNA 


NM 019598 


Homo sapiens kallikrein 12 (KLK12), mRNA 


NM 019103 


Homo sapiens hypothetical protein (LOC55954), mRNA 


NM_012397 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 13 (SERPINB13), mRNA 


NM_000527 


Homo sapiens low density lipoprotein receptor (familial hypercholesterolemia) 
(LDLR), mRNA 


NMJH6200 


Homo sapiens U6 snRNA-associated Sm-like protein LSmS (LOC51691), 
mRNA 


NM 014766 


Homo sapiens KIAA0193 gene product (KIAA0193), mRNA 


NM 014309 


Homo sapiens RNA binding motif protein 9 (RBM9), mRNA 


NM 014080 


Homo sapiens dual oxidase-like domains 2 (DUOX2), mRNA 


NM 014516 


Homo sapiens CCR4-NOT transcription complex, subunit 3 (CNOT3), mRNA 


NM 015032 


Homo sapiens KIAA0979 protein (KIAA0979), mRNA 


NM 014656 


Homo sapiens KIAA0040 gene product (KIAA0040), mRNA 


NM 015383 


Homo sapiens hypothetical protein (DJ328E19.C1.1), mRNA 


NM 012407 


Homo sapiens protein kinase C, alpha binding protein (PRKCABP), mRNA 


NMJ)02208 


Homo sapiens integrin, alpha E (antigen CD103, human mucosal lymphocyte 
antigen 1; alpha polypeptide) (TTGAE), mRNA 


NM_002309 


Homo sapiens leukemia inhibitory factor (cholinergic differentiation factor) 
(LBF), mRNA 


NM_006919 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 3 (SERPINB3), mRNA 


NM_006220 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha-1 
antiproteinase, antitrypsin), member 2 (SERPINA2), mRNA 


NM_006215 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha-1 
antiproteinase, antitrypsin), member 4 (SERPINA4), mRNA 


NM 006021 


Homo sapiens deleted in lymphocytic leukemia, 2 (DLEU2), mRNA 


NM 005887 


Homo sapiens deleted in lymphocytic leukemia, 1 (DLEU1), mRNA 


NM 005603 


Homo sapiens ATPase, Class I, type 8B, member 1 (ATP8B1), mRNA 


NM 005232 


Homo sapiens EphAl (EPHA1), mRNA 


NMJ)05024 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 10 fSERPINBlO), mRNA 


NMJ)04779 


Homo sapiens CCR4-NOT transcription complex, subunit 8 (CNOT8), mRNA 


INJVt__UlWl 30 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 9 (SERPINB9), mRNA 


NMJ)04568 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 6 (SERPINB6), mRNA 


NM 004408 


Homo sapiens dynamin 1 (DNM1), mRNA 


NM 004409 


Homo sapiens dystrophia myotonica-protein kinase (DMPK), mRNA 


NM 004717 


Homo sapiens diacylglycerol kinase, iota (DGKI), mRNA 
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NM 000214 


Homo sapiens jagged 1 (Alagille syndrome) (JAG1), mRNA 


NM 001347 


Homo sapiens diacylglycerol kinase, theta (1 lOkD) (DGKQ), mRNA 


NM 003454 


Homo sapiens zinc finger protein 200 (ZNF200), mRNA 


NM_003334 


Homo sapiens ubiquitin-activating enzyme El (A1S9T and BN75 temperature 
sensitivity complementing) (UBE1), mRNA 


NM_000354 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha-1 
antiproteinase, antitrypsin), member 7 (SERPINA7), mRNA 


NM_000945 


Homo sapiens protein phosphatase 3 (formerly 2B), regulatory subunit B (19kD), 
alpha isoform (calcineurin B, type I) (PPP3R1), mRNA 


NM 000305 


Homo sapiens paraoxonase 2 (PON2), mRNA 


NM_000928 


Homo sapiens phospholipase A2, group IB (pancreas) (PLA2G1B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_000295 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha-1 
antiproteinase, antitrypsin), member 1 (SERPINA1), mRNA 


NM_002640 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 8 (SERPEMB8), mRNA 


NM_002639 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 5 (SERPINB5), mRNA 


NM_002615 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
antiplasmin, pigment epithelium derived factor), member 1 (SERPINF1), mRNA 


NM_002575 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 2 (SERPINB2), mRNA 


NM_000220 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 1 
(KCNJ1), mRNA 


NM_000191 


Homo sapiens 3-hydroxymethyl-3-methylglutaryl-Coenzyme A lyase 
(hydroxymethylglutaricaciduria) (HMGCL), mRNA 


NM_001978 


Homo sapiens erythrocyte membrane protein band 4.9 (dematm) (EPB49), 
mRNA 


NM 003646 


Homo sapiens diacylglycerol kinase, zeta (104kD) (DGKZ), mRNA 


NM 001346 


Homo sapiens diacylglycerol kinase, gamma (90kD) (DGKG), mRNA 


NM_003647 


Homo sapiens diacylglycerol kinase, epsilon (64kD) (TXjKE). mRNA 


NM_001235 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade H (heat shock 
protein 47), member 2 (SERPINH2), mRNA 


NM_001694 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
16kD (ATP6L), mRNA 


NM_000488 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade C (antithrombin), 
member 1 (SERPDSFC1), mRNA 


NM 021156 


Homo sapiens hypothetical protein (DJ971N18.2), mRNA 


NM 000875 


Homo sapiens insulin-like growth factor 1 receptor (IGF1R), mRNA 


NM 000605 


Homo sapiens interferon, alpha 2 (IFNA2), mRNA 


NM 021647 


Homo sapiens KIAA0626 gene product (KIAA0626), mRNA 


NM 021645 


Homo sapiens KIAA0266 gene product (KIAA0266), mRNA 


NM 021109 


Homo sapiens thymosin, beta 4, X chromosome (TMSB4X), mRNA 


NM_021642 


Homo sapiens Fc fragment of IgG, low affinity Ha, receptor for (CD32) 
(FCGR2A), mRNA 


NM 021240 


Homo sapiens testis-specific protein (LOC58524), mRNA 


NM 021189 


Homo sapiens hypothetical protein FLJ10698 (LOC57863), mRNA 


NM021129 


Homo sapiens pyrophosphatase (inorganic) (PP), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 015140 


Homo sapiens KIAA0153 protein (KIAA0153), mRNA 


NM 021635 


Homo sapiens UC28 protein (UC28), mRNA 


NM 021631 


Homo sapiens apoptosis inhibitor (FKSG2), mRNA 1 
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NM021615 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 6 
(CHST6), mRNA 


NM 012334 


Homo sapiens myosin X (MYO10), mRNA 


NM 020363 


Homo sapiens deleted in azoospermia 2 (DAZ2), mRNA 


NM 020364 


Homo sapiens deleted in azoospermia 3 (DAZ3), mRNA 


NM 017445 


Homo sapiens H2B histone family, member S (H2BFS), mRNA 


NM021132 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, beta 
isoform (calcineurin A beta) (PPP3CB), mRNA 


NM 021016 


Homo sapiens pregnancy specific beta-1 -glycoprotein 3 (PSG3), mRNA 


NM 015705 


Homo sapiens hypothetical protein (DJ1042K10.2), mRNA 


NM_021572 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 5 (putative 
function) (ENPP5), mRNA 


NM_021216 


Homo sapiens endothelial zinc finger protein induced by tumor necrosis factor 
alpha (EZFTT), mRNA 


NM_001332 


Homo sapiens catenin (cadherin-associated protein), delta 2 (neural plakophilin- 
related arm-repeat protein) (CTNND2), mRNA 


NM_021185 


Homo sapiens hypothetical protein DKFZp434A1022 (DKFZP434A1022) 
mRNA 


NM 018955 


Homo sapiens ubiquitin B (UBB), mRNA 


NM 017533 


Homo sapiens myosin, heavy polypeptide 4, skeletal muscle (MYH4), mRNA 


NM 014621 


Homo sapiens homeo box D4 (HOXD4), mRNA 


NM 000618 


Homo sapiens msulin-hke growth factor 1 (somatomedia C) (IGF1), mRNA 


NM 021571 


Homo sapiens ICEBERG caspase-1 inhibitor (ICEBERG), mRNA 


NM 000045 


Homo sapiens arginase, liver (ARG1), mRNA 


NM_005692 


Homo sapiens ATP-bindmg cassette, sub-family F (GCN20), member 2 
(ABCF2), mRNA 


NM_001090 


Homo sapiens ATP-binding cassette, sub-family F (GCN20), member 1 
(ABCF1), mRNA 


NM_002858 


Homo sapiens ATP-bindmg cassette, sub-family D (AID), member 3 (ABCD3) 
mRNA 


NM_001172 


Homo sapiens arginase, type II (ARG2), nuclear gene encoding mitochondrial 
protein, mRNA 


NM_001117 


Homo sapiens adenylate cyclase activating polypeptide 1 (pituitary) 
( ADC YAP 1), mRNA 


NM 004036 


Homo sapiens adenylate cyclase 3 (ADCY3), mRNA 


NM 019843 


Homo sapiens eIF4E-transporter (4E-T), mRNA 


NM 006454 


Homo sapiens Mad4 horaolog (MAIM), mRNA 


NM_002355 


Homo sapiens niannose-6-phosphate receptor (cation dependent) (M6PR), 
mRNA 


NM 014287 


Homo sapiens pM5 protein (PM5), mRNA 


NM_004102 


Homo sapiens fatty acid binding protein 3, muscle and heart (mammary-derived 
growth inhibitor) (FABP3), mRNA 


NM 000134 


Homo sapiens fatty acid binding protein 2, intestinal (FABP2), mRNA 


NM_005354 


Homo sapiens jun D proto-oncogene (JUND), mRNA 


NM 005159 


Homo sapiens actin, alpha, cardiac muscle (ACTC), mRNA 


INJVI Vlyo**o 


Homo sapiens Protein P3 (P3), mRNA 


NM.003948 1 


Homo sapiens cyclin-dependent kinase-like 2 (CDC2-related kinase) (CDKL2), 
mRNA 


NM_021131 


Homo sapiens protein phosphatase 2A, regulatory subunit B' (PR 53) (PPP2R4), 
mRNA 


NM 021268 


Homo sapiens interferon, alpha 17 (IFNAlTh mRNA 


NM 002339 


Homo sapiens lymphocyte-specific protein 1 (LSP1), mRNA 
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NM 001166 


Homo sapiens baculoviral LAP repeat-containing 2 (BIRC2), mRNA 


NM_003399 


Homo sapiens X-prolyl aimnopeptidase (anunopeptidase P) 2, membrane-bound 

A/DXrO P PON m D\TA 

(XPNP JEP2J, mRNA 


XTX Jt AAA C A 1 

NM 000541 


Homo sapiens S-antigen; retina and pineal gland (arrestin) (SAG), mRNA 


XTTV Jf A1 

NM 013262 


Homo sapiens myosin regulatory light chain interacting protein (MIR), mRNA 


XTX Jt AAflA^ 

NM 005393 


Homo sapiens plexin B3 (PLXNB3), mRNA 


NMJ)2l098 


Homo sapiens calcium channel, voltage-dependent, alpha 1H subunit 
(CACNAIH), mRNA 


NM 021257 


Homo sapiens neuroglobm (NGB), mRNA 


XTX Jt A^l^f O 

NM 021253 


Homo sapiens ring finger protein 23 (RNF23), mRNA 


"KTfc Jt 1 ^ ill 

NM 021247 


Homo sapiens protamine 3 (PRM3), mRNA 


NM 021242 


Homo sapiens hypothetical protein STRATH 1499 (STRATT1 1499), mRNA 


NM 021238 


Homo sapiens TERA protein (TERA), mRNA 


NM 021223 


Homo sapiens myosin light chain 2a (LOC58498), mRNA 


NM 021221 


Homo sapiens G5b protein (G5B), mRNA 


NM 021210 


Homo sapiens MUM2 protein (MUM2), mRNA 


NM 021208 


Homo sapiens EST- YD 1 protein (EST-YD1), mRNA 


NM 021200 


Homo sapiens PH domain containing protein in retina 1 (PHRJET1), mRNA 


NM_021199 


Homo sapiens CGI-44 protein; sulfide dehydrogenase like (yeast) (CGI-44), 

T>XT A 

mRNA 


NM 021198 


Homo sapiens nuclear LIM interactor-interacting factor (NLI-IF), mRNA 


NM 021193 


Homo sapiens homeo box D12 (HOXD12), mRNA i 


XTX Jt A"i 1 1 A^ 

NM 021192 


Homo sapiens homeo box Dl 1 (HOXD1 1), mRNA j 


XTK Jt AOI 1 OO 

NM 021188 


Homo sapiens clones 23667 and 23775 zinc finger protein (LOC57862), mRNA 


XTTV Jt t\*\ 1 T O A 

NM 021184 


Homo sapiens G4 protein (G4), mRNA 


NM 021177 


Homo sapiens U6 snRNA-associated Sm-like protein (LSM2), mRNA 


NM 021174 


Homo sapiens p30 DBC protein (LOC57805), mRNA 


NMJ)21167 


Homo sapiens hypothetical protein WUGSC:H RG083M05.2 (LOC57798), 
mRNA 


NM 021159 


Homo sapiens RAP1, GTP-GDP dissociation stimulator 1 (RAP1GDS1), mRNA 


NM 021155 


Homo sapiens CD209 antigen (CD209), mRNA 


NM 021147 


Homo sapiens uracil-DNA glycosylase 2 (UNG2), mRNA 


NM_021140 


Homo sapiens ubiquitously transcribed tetratricopeptide repeat gene, X 
chromosome (UTX), mRNA 


NMJ)21139 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B4 (UGT2B4), 
mRNA 


NM 021138 


Homo sapiens TNF receptor-associated factor 2 (TRAF2), mRNA | 


NM_021137 


Homo sapiens tumor necrosis factor, alpha-induced protein 1 (endothelial) 
(TNFAIP1), mRNA 


NMJ)21136 


Homo sapiens reticulon 1 (RTN1), mRNA 


NMJ)21135 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 2 (RPS6KA2), 
mRNA 


*v TTV Jt AO 1111 

NM_021133 


Homo sapiens ribonuclease L (2',5 , -oUgoisoadenylate synthetase-dependent) 
(RNASEL), mRNA 


XTX A" AO 11 Oft 1 

NM 021130 ; 


Homo sapiens peptidylprolyl isomerase A (cyclophilin A) (PPIA), mRNA 




nomo sapiens aiscs, large (JDrosopmla) nomolog 3 (neuroendocnne-dlg) 
(DLG3), mRNA 


NM 004239 


Homo sapiens thyroid hormone receptor interactor 1 1 (TRIP1 1), mRNA 


NM 004238 


Homo sapiens thyroid hormone receptor interactor 12 (TRIP12), mRNA 


NM_004745 


Homo sapiens discs, large (Drosophila) homolog-associated protein 2 
(DLGAP2), mRNA 


NM 004687 


Homo sapiens mvotubularin related protein 4 (MTMR4), mRNA 
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NM 004348 


Homo sapiens runt-related transcription factor 2 (RUNX2), mRNA 


NMJ)21096 


Homo sapiens calcium channel, voltage-dependent, alpha 11 subunit 
(CACNAII), mRNA 


NM 021105 


Homo sapiens phospholipid scramblase l (PLSCRl), mRNA 


NM 002957 


Homo sapiens retinoid X receptor, alpha (RXRA), mRNA 


NM 006268 


Homo sapiens requiem, apoptosis response zinc finger gene (REQ), mRNA 


NM 001106 


Homo sapiens activin A receptor, type KB (ACVR2B), mRNA 


NM 001616 


Homo sapiens activin A receptor, type II (ACVR2), mRNA 


NM 001105 


Homo sapiens activin A receptor, type I (ACVRl), mRNA 


NM 005570 


Homo sapiens lectin, mannose-binding, l (LMANl), mRNA 


NM 021083 


Homo sapiens Kell blood group precursor (McLeod phenotype) (XK), mRNA 


NMJH3258 


Homo sapiens apoptosis-associated speck-like protein containing a CARD 
(ASC), mRNA 


NM 006518 


Homo sapiens small proline-rich protein 2C (SPRR2Q, mRNA 


NM_006507 


Homo sapiens regenerating islet-derived l beta (pancreatic stone protein, 
pancreatic thread protein) (REG IB), mRNA 


NM 006563 


Homo sapiens Kruppel-like factor l (erythroid) (KLFl), mRNA 


NM 006258 


Homo sapiens protein kinase, cGMP-dependent, type I (PRKGl), mRNA 


NMJ)06353 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 1 7-like 3 
(HMG17L3), mRNA 


NM 005987 


Homo sapiens small proline-rich protein l A (SPRRIA), mRNA 


NM 005952 


Homo sapiens metallothionein IX (MTIX), mRNA 


NM 005950 


Homo sapiens metallothionein IG (MTIG), mRNA 


NM 005699 


Homo sapiens interleukin 18 binding protein (IL18BP), mRNA 


NM 004618 


Homo sapiens topoisomerase (DNA) HI alpha (TOP3A), mRNA 


NMJ)01136 


Homo sapiens advanced glycosylation end product-specific receptor (AGER), 
mRNA 


NM 000866 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor IF (HTR1F), mRNA 


NM 000637 


Homo sapiens glutathione reductase (GSR), mRNA 


NM 000636 


Homo sapiens superoxide dismutase 2, mitochondrial (SOD2), mRNA 


NMJ)00635 


Homo sapiens regulatory factor X, 2 (influences HLA class 11 expression) 
(RFX2), mRNA 


NM„000629 


Homo sapiens interferon (alpha, beta and omega) receptor 1 (IFNAR1), mRNA 


NM_000625 


Homo sapiens nitric oxide synthase 2A (inducible, hepatocytes) (NOS2A), 
mRNA 


NMJ)03998 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
Hpl05)(NFKBl),mRNA 


NM_000621 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 2A (HTR2A), mRNA 


NM 000620 


Homo sapiens nitric oxide synthase 1 (neuronal) (NOS1), mRNA 


NM 000619 


Homo sapiens interferon, gamma (IFNG), mRNA 


NM_000617 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 
transporters), member 2 (SLC1 1 A2), mRNA 


NM_000616 


Homo sapiens CD4 antigen (p55) (CD4), mRNA 


NM_000611 


Homo sapiens CD59 antigen p 1 8-20 (antigen identified by monoclonal 
antibodies 16.3A5, EJ16, EJ30, EL32 and G344) (CD59), mRNA 


NM_000ol0 


Homo sapiens CD44 antigen (homing function and Indian blood group system) 
(CD44), mRNA 


NM 000603 


Homo sapiens nitric oxide synthase 3 (endothelial cell) (NOS3), mRNA 


NMJW0597 


Homo sapiens insulin-like growth factor binding protein 2 (36kD) (IGFBP2), 
mRNA 


NM_000594 


Homo sapiens tumor necrosis factor (TNF superfamily, member 2) (TNF), 
mRNA 
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NM 000585 


Homo sapiens interleukin 15 (IL15), mRNA 


NM 000586 


Homo sapiens interleukin 2 (IL2), mRNA 


NM 000577 


Homo sapiens interleukin 1 receptor antagonist (IL1RN), mRNA 


NM 000576 


Homo sapiens interleukin 1, beta (IL1B), mRNA 


NM_O0O574 


Homo sapiens decay accelerating factor for complement (CD55, Cromer blood 
group system) (DAF), mRNA 


NM 000572 


Homo sapiens interleukin 10 (IL10), mRNA 


NMJW0570 


Homo sapiens Fc fragment of IgG, low affinity mb, receptor for (CD 16) 
(FCGR3B), mRNA 


NM 000567 


Homo sapiens C-reactive protein, pentraxin-related (CRP), mRNA 


NMJ)00566 


Homo sapiens Fc fragment of IgG, high affinity la, receptor for (CD64) 
(FCGR1 A), mRNA 


NM 000564 


Homo sapiens interleukin 5 receptor, alpha (IL5RA), mRNA 


NM 000561 


Homo sapiens glutathione S-transferase Ml (GSTM1), mRNA 


NM_000555 


Homo sapiens doublecortex; lissencephaly, X-linked (doublecortin) (DCX), 
mRNA 


NM_000298 


Homo sapiens pyruvate kinase, liver and RBC (PKLR), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 000259 


Homo sapiens myosin VA (heavy polypeptide 12, myoxin) (MY05A), mRNA 


NM_000525 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 1 1 
(KCNJll),mRNA 


NM 021090 


Homo sapiens myotubularin related protein 3 (MTMR3), mRNA 


NM 021077 


Homo sapiens neuromedin B (NMB), mRNA 


NM 021068 


Homo sapiens interferon, alpha 4 (IFNA4), mRNA 


NM 006512 


Homo sapiens serum amyloid A4, constitutive (SAA4), mRNA 


NM 006607 


Homo sapiens pituitary tumor-transforming 2 (PTTG2), mRNA 


NM_021075 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 3 (lOkD) 
(NDUFV3), mRNA 


NM 005951 


Homo sapiens metallothionein 1H (MT1H), mRNA 


NM 000330 


Homo sapiens retinoschisis (X-linked, juvenile) 1 (RSI), mRNA 


NM_005597 


Homo sapiens nuclear factor VC (CCAAT-binding transcription factor) (NFIC), 
mRNA 


NM 005268 


Homo sapiens gap junction protein, beta 5 (connexin 31.1) (GJB5), mRNA 


NM_004268 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 6 
(77kD)(CRSP6),mRNA 


NM_004355 


Homo sapiens CD74 antigen (invariant polypeptide of major histocompatibility 
complex, class II antigen-associated) (CD74), mRNA 


NM 002760 


Homo sapiens protein kinase, Y-linked (PRKY), mRNA 


NM 002520 


Homo sapiens nucleophosmin (nucleolar phosphoprotein B23, numatrin) 
(NPM1), mRNA 


NMJ>02167 


Homo sapiens inhibitor of DNA binding 3, dominant negative helix-loop-helix 
protein (ID3), mRNA 


NM 002028 


Homo sapiens fainesyltransferase, CAAX box, beta (FNTB), mRNA 


NMJ)03491 


Homo sapiens N-acetyltransferase, homolog of S. cerevisiae ARD1 (ARD1), 
mRNA 


NM 001 //U 


Homo sapiens CD19 antigen (CD19), mRNA 


NM 001664 


Homo sapiens ras homolog gene family, member A (ARHA), mRNA 


NM 003919 


Homo sapiens sarcoglycan, epsilon (SGCE), mRNA 


NMJ)03841 


Homo sapiens tumor necrosis factor receptor superfamily, member 10c, decoy 
without an intracellular domain (TNFRSF10C), mRNA 


NM 003455 


Homo sapiens zinc finger protein 202 (ZNF202), mRNA 


NM 003452 


Homo sapiens zinc finger protein 189 (ZNF189), mRNA 
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NM 003316 
NM_003166 


Homo sapiens tetratncopeptide repeat domain 3 (TTC3), mRNA 

Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 

3 (SULT1A3), mRNA 


NM_003117 
NM 002222 


Homo sapiens sperm adhesion molecule 1 (PH-20 hyaluronidase, zona Dellucida 
binding) (SPAM1), mRNA ^ 


NM_001532 

NM 001437 
NM 001331 


Homo sapiens inositol 1 ,4,5-triphosphate receptor, type 1 0TPR1) mRNA 
Homo sapiens solute earner family 29 (nucleoside transporters), member 2 
(SLC29A2), mRNA 

Homo sapiens estrogen receptor 2 (ER beta) (ESR2), mRNA 


NM 001307 
NM_001194 

NM 001 175 
NM 000936 
NM 000641 
NM 000640 
NM 000615 
NM 000609 
NM 000600 


Homo sapiens catenin (cadherin-associated protein), delta 1 fCTNNDl) mRNA 
Homo sapiens claudin 7 (CLDN7), mRNA 

Homo sapiens hyperpolanzation activated cyclic nucleotide-gated potassium 
channel 2 (HCN2), mRNA 

Homo sapiens Rho GDP dissociation inhibitor (GDI) beta (ARHGDIB) mRNA 

Homo sapiens pancreatic lipase (PNLIP), mRNA 

Homo sapiens interleukin 1 1 (IL1 1), mRNA 

Homo sapiens interleukin 13 receptor, ataha 2 (IL13RA2), mRNA 

Homo sapiens neural cell adhesion molecule 1 (NCAM1) mRNA 

Homo sapiens stromal cell-derived factor 1 (SDF1), mRNA 

Homo sapiens interleukin 6 (interferon, beta 2) (IL6), mRNA 


NM 000599 
NM 000590 
NM 000584 

•TllVJ. VvuJ 0 1 

NM 000560 
NM 000528 
NM_000404 j 
NM_001275 

NM 006768 


Homo sapiens insulin-like growth factor binding protein 5 (IGFBP5) mRNA 
Homo sapiens interleukin 9 (IL9), mRNA 
Homo sapiens interleukin 8 (IL8), mRNA 

Homo sapiens glutathione peroxidase 1 (GPX1), mRNA 1 
Homo sapiens CD53 antigen (CD53), mRNA 

Homo sapiens mannosidase, alpha, class 2B, member 1 (MAN2B1) mRNA 
Homo sapiens galactosidase, beta 1 (GLB1), mRNA 

Homo sapiens chromogranm A (parathyroid secretory protein 1) (CHGA), 
mRNA 

Homo sapiens BRCA1 associated protein (BRAP) mRNA 


NM 003469 
NM_012326 

NM_021057 
NM 021062 


Homo sapiens secretogranm H (chromogranin Q (SCG2), mRNA 
Homo sapiens microtubule-associated protein, RP/EB family, member 3 
(MAPRE3), mRNA 

Homo sapiens interferon, alpha 7 (IFNA7), mRNA ~ 

Homo sapiens H2B histone family, member F (H2BFF), mRNA 


NM 021063 
NM 021065 

NM 001746 
NM 003661 


Homo sapiens H2B histone family, member B (H2BFB), mRNA 

Homo sapiens H2A histone family, member G (H2AFG), mRNA 

Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 7 (18kD 

B18) (NDUFB7), mRNA 1 

Homo sapiens calnexin f CANX), mRNA 

Homo sapiens apolipoprotein L (APOL), mRNA 


NM 021052 
NMJ)20988 


Homo sapiens H2A histone family, member A (H2AFA), mRNA 

Homo sapiens guanine nucleotide binding protein (G protein), alpha activating 

activity polypeptide O CGNAOl), mRNA 


NMJ)00133 

NM 000130 
NM 001993 
NM 020689 
NM 021033 
NM 021023 
NM 021026 


Homo sapiens coagulation factor IX (plasma thromboplastic component, 
Christmas disease, hemophilia B) (F9), mRNA 

Homo sapiens coagulation factor V foroaccelerin, labile factor) (F5) mRNA 

Homo sapiens coagulation factor m (thromboplastin, tissue fector) fF3) mRNA 

Homo sapiens sodium calcium exchanger (NCKX3), mRNA 

Homo sapiens RAP2A. member of RAS oncogene family (RAP2A) mRNA 

Homo sapiens complement factor H related 3 (FHR-3), mRNA 

Homo sapiens ret finger protein-like 1 (RFPL1), mRNA 
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NM 021008 


Homo sapiens suppressin (nuclear deformed epidermal autoregulatory factor- 1 
(DEAF-l)-related) (SPN), mRNA 


NM 020993 


Homo sapiens B-cell CLL/lymphoma 7A (BCL7A), mRNA 


NM 020994 


Homo sapiens cancer/testis antigen 2 (CTAG2), mRNA 


NM 021000 


Homo sapiens pituitary tumor-transforming 3 (PTTG3), mRNA 


NM 020997 


Homo sapiens left-right determination, factor B (LEFTB), mRNA 


NM 021014 


Homo sapiens synovial sarcoma, X breakpoint 3 (SSX3), mRNA 


NM 021015 


Homo sapiens synovial sarcoma, X breakpoint 5 (SSX5), mRNA 


NM_021007 

• 


Homo sapiens sodium channel, voltage-gated, type II, alpha 2 polypeptide 
(SCN2A2), mRNA 


NM_021012 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 12 
(KCNJ12),mRNA 


NM 020995 


Homo sapiens haptoglobin-related protein (HPR), mRNA 


NM_000347 


Homo sapiens spectrin, beta, erythrocytic (includes spherocytosis, clinical type I) 
(SPTB), mRNA 


NM 007032 


Homo sapiens putative nuclear protein (HRIHFB2122), mRNA 


NM 001320 


Homo sapiens casein kinase 2, beta polypeptide (CSNK2B), mRNA 


NM_013252 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 5 (CLECSF5), mRNA 


NM 020978 


Homo sapiens amylase, alpha 2B; pancreatic (AMY2B), mRNA 


NM 020636 


Homo sapiens zinc finger protein 275 (ZNF275), mRNA 


NM 020547 


Homo sapiens anti-Mullerian honnone receptor, type II (AMHR2), mRNA 


NM 020974 


Homo sapiens CEGP1 protein (CEGP1), mRNA 


NM 020681 


Homo sapiens HT018 protein (HT018), mRNA 


NM 020676 


Homo sapiens lipase protein (LOC57406), mRNA 


NM 020672 


Homo sapiens SlOO-type calcium binding protein A14 (LOC57402), mRNA 


NM 020661 


Homo sapiens activation-induced cytidine deaminase (AICDA), mRNA 


NM 020657 


Homo sapiens zinc finger protein 304 (ZNF304), mRNA 


NM 020654 


Homo sapiens sentrin/SUMO-specific protease (SENP7), mRNA 


NM 020646 


Homo sapiens reserved (ASCL3), mRNA 


NM 020640 


Homo sapiens RP42 homolog (RP42), mRNA 


NM 020639 


Homo sapiens ankyrin repeat domain 3 (ANKRD3), mRNA 


NM_020632 


Homo sapiens ATPase, H(+)-transporting, lysosomal, noncatalytic accessory 
protein IB (ATP6N1B), mRNA 


NM 020648 


Homo sapiens twisted gastrulation (TSG), mRNA 


NM 018970 


Homo sapiens G protein-coupled receptor 85 (GPR85), mRNA 


NM 003901 


Homo sapiens sphingosine- 1 -phosphate lyase 1 (SGPL1), mRNA 


NM 014292 


Homo sapiens chromobox homolog 6 (CBX6), mRNA 


NM 006735 


Homo sapiens homeo box A2 (HOXA2), mRNA 


NM_0 19041 


Homo sapiens similar to prokaryotic-type class I peptide chain release factors 
(LOC54516),mRNA 


NM 014428 


Homo sapiens tight junction protein 3 (zona occludens 3) (TJP3), mRNA 


NM 020466 


Homo sapiens hypothetical protein dJ12208.2 (DJ12208.2), mRNA 


NM 020448 


Homo sapiens hypothetical protein dJ462023.2 (DJ462023.2), mRNA 


NM_020425 


Homo sapiens hypothetical protein DKFZp586E1923 (DKFZP586E1923), 
mRNA 


NM_020424 


Homo sapiens hypothetical protein A-21 1C6.1 (LOC57149), mRNA 


NM 020317 


Homo sapiens hypothetical protein dJ465N24.2.1 (DJ465N24.2.1), mRNA 


NM 020315 


Homo sapiens hypothetical protein dJ37E16.5 (DJ37E16.5), mRNA 


NM 020313 


Homo sapiens hypothetical protein (LOC57019), mRNA 


NM 019897 


Homo sapiens olfactory receptor, family 2, subfamily S, member 2 (OR2S2), 
mRNA 
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NM 019605 


Homo sapiens hypothetical protein (DJ667H12.2), mRNA 1 


NM 019601 


Homo sapiens Sushi domain (SCR repeat) containing (BK65A6.2), mRNA 


NM 018433 


Homo sapiens putative zinc finger protein (LOC55818), mRNA 


NM 019095 


Homo sapiens hypothetical protein (LOC54675), mRNA 


NM.019089 


Homo sapiens hairy and enhancer of split (Drosophila) homolog 2 (HES2), 
mRNA 


NM 018982 


Homo sapiens hypothetical protein (DJ167A19.1), mRNA 


NM 018974 


Homo sapiens unc93 (C.elegans) homolog A (UNC93A), mRNA 


NM 014499 


Homo sapiens putative purinergic receptor (P2Y10), mRNA 


NM 020530 


Homo sapiens oncostatin M (OSM), mRNA 


NMJ)20529 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B -cells 
inhibitor, alpha (NFKBIA), mRNA 


XTX if A1 Af\f\A 

NM 014204 


Homo sapiens BCL2-related ovarian killer (BOK), mRNA 


NM 020527 


Homo sapiens HUG1 gene (HUG1), mRNA 


NM 006093 


Homo sapiens proteoglycan 3 (PRG3), mRNA 


NM 020533 


Homo sapiens mucolipin 1 (MCOLN1), mRNA 


XTX aT f\ S\ *T A /~ 

NM 007345 


Homo sapiens zinc finger protein 236 (ZNF236), mRNA 


NM 002217 


Homo sapiens pre-alpha (globulin) inhibitor, H3 polypeptide (ITIH3), mRNA 


NM 018693 


Homo sapiens vitiligo-associated protein VTT-1 (VTT1), mRNA 


NM 006777 


Homo sapiens Kaiso (ZNF-kaiso), mRNA 


NM 020436 


Homo sapiens similar to SALL1 (sal (Drosophila)-like (LOC57167), mRNA 


NMJ)20142 


Homo sapiens NADH:ubiquinone oxidoreductase MLRQ subunit homolog 
(LOC56901),mRNA 


NM_020123 


Homo sapiens endomembrane protein emp70 precursor isolog (LOC56889), 
mRNA 


XTX Jt f\ f \ r\ a ^ 

NM 018845 


Homo sapiens stromal cell protein (LOC55974), mRNA 


x Tx m" ai nn i a 

NM 018842 


Homo sapiens insulin receptor tyrosine kinase substrate (LOC55971), mRNA 


NM 018841 


Homo sapiens G-protein gamma-1 2 subunit (LOC55970), mRNA 


NM 018839 


Homo sapiens p47 protein (LOC55968), mRNA 


NM 016352 


Homo sapiens carboxypeptidase A3 (LOC51200), mRNA 


NM_0 16302 


Homo sapiens protein x 0001 (LOC51 185), mRNA 


NM 014332 


Homo sapiens small muscle protein, X-linked (SMPX), mRNA 


NM 018948 


Homo sapiens Gene 33/Mig-6 (MIG-6), mRNA 


NM 014587 


Homo sapiens SRY (sex determining region Y)-box 8 (SOX8), mRNA 


NM 005745 


Homo sapiens accessory proteins BAP31/BAP29 (DXS1357E), mRNA 


NM_001094 


Homo sapiens amiloride-sensitive cation channel 1, neuronal (degenerin) 
(ACCN1), mRNA 


NM 019609 ! 


Homo sapiens metallocarboxypeptidase CPX-1 (CPX-1), mRNA 


NM 018844 


Homo sapiens B-cell receptor-associated protein BAP29 (BAP29), mRNA 


NM 017572 


Homo sapiens G protein-coupled receptor kinase 7 (GPRK7), mRNA I 


NM 016418 


Homo sapiens clone FLB5214 (LOC51219), mRNA 


NM 016301 


Homo sapiens protein x 0004 (LOC5 1 184), mRNA 


NM_013387 


Homo sapiens ubiquinol-cytochrome c reductase complex (7.2 kD) (HSPC051), 
mRNA 


NMJ)20469 


Homo sapiens ABO blood group (transferase A, alpha 1-3-N- 
aceiyigaiactosaminyltransterase; transferase B, alpha 1-3-galactosyltransferase) 
(ABO), mRNA 


NM 020445 


Homo sapiens actin-related protein 3-beta (ARP3BETA), mRNA 


NMJ)20435 


Homo sapiens connexin46.6 (CX46.6), mRNA 


NM 020426 


Homo sapiens lysozyme homolog (LOC57151), mRNA 


NMJ)20379 


Homo sapiens 1,2-alpha-mannosidase IC (HMIC), mRNA 


NM 020407 


Homo sapiens Rh type B glycoprotein (RHBG), mRNA 
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NM 020406 


Homo sapiens polycythemia rubra vera 1; cell surface receptor (PRV1), mRNA 


NM_020377 


Homo sapiens cysternyl leukotriene CysLT2 receptor; cDNA PSEC0146 from 
clone PLACE1006979 (LOC57105), mRNA 


NM 020355 


Homo sapiens HRPAP20 short form (LOC57090), mRNA 


NM 020350 


Homo sapiens ATRAP protein (ATRAP), mRNA 


NM 020380 


Homo sapiens AF15ql4 protein (AF15Q14), mRNA 


NM 020368 


Homo sapiens disrupter of silencing 10 (SAS10), mRNA 


NM_020344 


Homo sapiens solute carrier family 24 (sodium/potassium/calcium exchanger), 
member 2 (SLC24A2), mRNA 


NM 020396 


Homo sapiens BCL2-like 10 (apoptosis facilitator) (BCL2L10), mRNA 


NM 020384 


Homo sapiens claudin 2 (CLDN2), mRNA 


NM 007260 


Homo sapiens lysophospholipase II (LYPLA2), mRNA 


NM 000390 


Homo sapiens choroideremia (Rab escort protein 1) (CHM), mRNA 


NM 001994 


Homo sapiens coagulation factor XIII, B polypeptide (F13B), mRNA 


NM 000129 


Homo sapiens coagulation factor XIII, Al polypeptide (F13A1), mRNA 


NM 000505 


Homo sapiens coagulation factor XII (Hageman factor) (F12), mRNA 


NM 000504 


Homo sapiens coagulation factor X (F10), mRNA 


NM 005509 


Homo sapiens Dmx-like 1 (DMXL1), mRNA 1 


NM 001300 


Homo sapiens core promoter element binding protein (COPEB), mRNA 


NM_012089 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 10 
(ABCB10), nuclear gene encoding mitochondrial protein, mRNA 


NM_007188 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 8 
(ABCB8), nuclear gene encoding mitochondrial protein, mRNA 


NM_005689 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 6 
(ABCB6), nuclear gene encoding mitochondrial protein, mRNA 


NM 001216 


Homo sapiens carbonic anhydrase IX (CA9), mRNA 


NM 000717 


Homo sapiens carbonic anhydrase IV (CA4), mRNA 


NM 001218 


Homo sapiens carbonic anhydrase XII (CA12), mRNA 


NM 001217 


Homo sapiens carbonic anhydrase XI (CA1 1), mRNA 


NM_006384 


Homo sapiens calcium and integrin binding protein (DNA-dependent protein 
kinase interacting protein) (SIP2-28), mRNA 


NM_016734 


Homo sapiens paired box gene 5 (B-cell lineage specific activator protein) 
(PAX5), mRNA 


NM_000687 


Homo sapiens S-adenosylhomocysteine hydrolase (AHCY), mRNA 


NM_004482 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptideN- 
acetylgalactosaminyltransferase 3 (GaINAc-T3) (GALNT3), mRNA 


NM_004481 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 2 (GalNAc-T2) (GALNT2), mRNA 


NM_000512 


Homo sapiens galactosamine^(N-acetyl)-6-sulfate sulfatase (Morquio syndrome, 
mucopolysaccharidosis type IVA) (GALNS), mRNA 


NM 000403 


Homo sapiens galactose-4-epimerase, UDP- (GALE), mRNA 


NM 020310 


Homo sapiens MAX binding protein (MNT), mRNA 


NM 006250 


Homo sapiens proline-rich protein Haem subfamily 1 (PRH1), mRNA 


NM_005164 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 2 (ABCD2), 
mRNA 


NM 020300 


Homo sapiens microsomal glutathione S-transferase 1 (MGST1), mRNA 


NM 000728 


Homo sapiens calcitonin-related polypeptide, beta (CALCB), mRNA 


NM_ 020127 


Homo sapiens tuftelin 1 (TUFT1), mRNA 


NM 020040 


Homo sapiens tubulin, beta polypeptide 4, member Q (TUBB4Q), mRNA 


NM 020126 


Homo sapiens sphinsosine kinase type 2 isoform (SPHK2), mRNA 


NM 020203 


Homo sapiens matrix, extracellular phosphoglycoprotein with ASARM motif 
(bone) (MEPE), mRNA 
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NM 020231 


Homo sapiens x 010 protein (MDS010), mRNA 


NM_020l32 


Homo sapiens lysophosphatidic acid acyltransferase-gamma 1 (LPAAT- 
gammal), mRNA 


NM__020246 


Homo sapiens cation-chloride cotransporter-interacting protein (LOC56996), 
mKNA 


NM 020243 


Homo sapiens mitochondrial import receptor Tom22 (LOC56993), mRNA 


NM 020240 


Homo sapiens non-kinase Cdc42 effector protein SPEC2 (LOC56990), mRNA 


NM 020184 


Homo sapiens ancient conserved domain protein 4 (LOC56939), mRNA 


NM 020178 


Homo sapiens Carbonic anhydrase-related protein 10 (LOC56934), mRNA 


NM 020155 


Homo sapiens chromosome 1 1 hypothetical protein ORF4 (LOC56834), mRNA 


NM 020179 


Homo sapiens FN5 protein (FN5), mRNA 


NM 020187 


Homo sapiens DC12 protein (DC12), mRNA 


NM_020156 


Homo sapiens corel UDP-galactose:N-acetylgalactosamine-alpha-Rbeta 1,3- 
galactosyltransferase (C1GALT1), mRNA 


NMJ)00352 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 8 
(ABCC8), mRNA 


NM 000374 


Homo sapiens uroporphyrinogen decarboxylase (UROD), mRNA 


NM_002872 


Homo sapiens ras-related C3 botulinum toxin substrate 2 (rho family, small GTP 
binding protein Rac2) (RAC2), mRNA 


XTfc X f\f\ A 1 C *\ 

NM 004152 


Homo sapiens ornithine decarboxylase antizyme 1 (OAZ1), mRNA 


NM 002527 


Homo sapiens neurotrophin 3 (NTJF3), mRNA 


NM_002295 


Homo sapiens laminin receptor 1 (67kD, ribosomal protein SA) (LAMR1), 
mRNA 


NM 002293 


Homo sapiens laminin, gamma 1 (formerly LAMB2) (LAMC1), mRNA 


NM 002292 


Homo sapiens laminin, beta 2 (laminin S) (LAMB2), mRNA 


NM 002290 


Homo sapiens laminin, alpha 4 (LAMA4), mRNA 


NM 006192 


Homo sapiens paired box gene 1 (PAX1), mRNA ! 


NM 019896 


Homo sapiens DNA polymerase epsilon p!2 subunit (P12), mRNA 


NM_000583 


Homo sapiens group-specific component (vitamin D binding protein) (GC), 
mRNA 


NM_019891 


Homo sapiens endoplasmic reticulum oxidoreductin 1-Lbeta (EROl-I/BETA)) 
mRNA 


NM_006705 


Homo sapiens growth arrest and DNA-damage-inducible, gamma (GADD45G) 
mRNA 


NM_001924 


Homo sapiens growth arrest and DNA-damage-inducible, alpha (GADD45 A), 
mRNA 


NM_0 19844 


Homo sapiens solute carrier family 21 (organic anion transporter), member 8 
(SLC21A8),mRNA 


NM_0 19644 


Homo sapiens testis-specific ankyrin motif containing protein (LOC563 1 1) 
mRNA 


NMJ) 19842 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 5 
(KCNQ5), mRNA 


NMJ) 12281 


Homo sapiens potassium voltage-gated channel, Shal-related subfamily, member 
2 (KCND2), mRNA 


NM 019857 


Homo sapiens Ci'P synthase H (CTPS2), mRNA 




Homo sapiens seven transmembrane receptor BLTR2; leukotriene B4 receptor 
BLT2 (BLTR2), mRNA 


NM_005757 


Homo sapiens C3H-type zinc finger protein; similar to D. melanogaster 
muscleblind B protein (MBLL), mRNA 


NM_004299 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 7 
(ABCB7), nuclear gene encoding mitochondrial protein, mRNA 


NM 004683 


Homo sapiens regucalcin (senescence marker protein-30) (RGN), mRNA 
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NM 019618 


Homo sapiens interleukm-1 homolog 1 (IL-1H1), mRNA 


NM 018950 


Homo sapiens major histocompatibility complex, class I, F (HLA-F), mRNA 


NM 019610 


Homo sapiens hypothetical protein 669 (LOC56267), mRNA 


NM 000523 


Homo sapiens homeo box D13 (HOXD13), mRNA 


NM 019607 


Homo sapiens hypothetical protein FUl 1267 (FIJI 1267), mRNA 


NM_019604 


Homo sapiens class-I MHC-restricted T cell associated molecule (CRTAM), 
mRNA 


NM 012328 


Homo sapiens microvascular endothelial differentiation gene 1 (MDG1), mRNA 


NM 013303 


Homo sapiens fetal hypothetical protein (HSU84971), mRNA 


NM 013298 


Homo sapiens hypothetical protein (HSU79252), mRNA 


NM 013386 


Homo sapiens hypothetical protein (DKFZp586G0123), mRNA 


NM 013313 


Homo sapiens hypothetical protein (AF060862), mRNA 


NM 019116 


Homo sapiens similar to ubiquitin binding protein (UBPH), mRNA 


NM_018961 


Homo sapiens ubiquitin associated and SH3 domain containing, A (UBASH3A), 
mRNA 


NM 018968 


Homo sapiens syntrophin, gamma 2 (SNTG2), mRNA 


NM 018967 


Homo sapiens syntrophin, gamma 1 (SNTG1), mRNA 


NM 018969 


Homo sapiens super conserved receptor expressed in brain 3 (SREB3), mRNA 


NM_018964 


Homo sapiens solute carrier family 37 (glycerol-3-phosphate transporter), 
member 1 (SLC37A1), mRNA 


NM 018945 


Homo sapiens phosphodiesterase 7B (PDE7B), mRNA 


NM 019066 


Homo sapiens MAGE-like 2 (MAGEL2), mRNA 


NM 019060 


Homo sapiens NICE-1 protein (NICE-1), mRNA 


NM 019099 


Homo sapiens hypothetical protein (LOC55924), mRNA 


NM 019003 


Homo sapiens spindlin-like (LOC54466), mRNA 


NM 018952 


Homo sapiens homeo box B6 (HOXB6), mRNA 


NM 018951 


Homo sapiens homeo box A10 (HOXA10), mRNA 


NM 018942 


Homo sapiens homeo box (H6 family) 1 (HMX1), mRNA 


NM 019109 


Homo sapiens beta-1,4 mannosyltransferase (HMT-1), mRNA 


NM 019052 


Homo sapiens HCR (a-helix coiled-coil rod homologue) (HCR), mRNA 


NM 018985 


Homo sapiens hypothetical protein (HCGIV.9), mRNA 


NM 019096 


Homo sapiens GTP binding protein 2 (GTPBP2), mRNA 


NM 018949 


Homo sapiens G protein-coupled receptor 14 (GPR14), mRNA 


NM 019048 


Homo sapiens hypothetical protein (FU20752), mRNA 


NM 019086 


Homo sapiens hypothetical protein FLJ20674 (FLJ20674), mRNA 


NM 019040 


Homo sapiens hypothetical protein (FLJ20498), mRNA 


NM_018988 


Homo sapiens hypothetical protein (FLJ20330), mRNA 


NM 019005 


Homo sapiens hypothetical protein (FLJ20323), mRNA 


NM_019027 


Homo sapiens hypothetical protein (FU20273), mRNA 


NM_0 19008 


Homo sapiens hypothetical protein (FU20232), mRNA 


NM 019000 


Homo sapiens hypothetical protein (FLJ20152), mRNA 


NM 019087 


Homo sapiens hypothetical protein FLJ20051 (FU20051), mRNA 


NM 018996 


Homo sapiens hypothetical protein (FLJ20015), mRNA 


NM 019021 


Homo sapiens hypothetical protein (FLJ20010), mRNA 


NM 019018 


Homo sapiens hypothetical protein (FIJI 1 127), mRNA 


NM_0 19084 


Homo sapiens hypothetical protein FLJ10895 (FLJ10895). mRNA 


NM 019070 


Homo sapiens hypothetical protein (FIJI 0432), mRNA 


NM 019088 


Homo sapiens hypothetical protein F23 149 1 (F23149 1), mRNA 


NM 019002 


Homo sapiens ETAA16 protein (ETAA16), mRNA 


NM 019114 


Homo sapiens EHM2 gene (EHM2), mRNA 


NM 018973 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 3 (DPM3), 
mRNA 
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NM 018959 


Homo sapiens DAZ associated protein 1 (DAZAP1), mRNA 


NM 019098 


Homo sapiens cyclic nucleotide gated channel beta 3 (CNGB3), mRNA 


NM 018958 


Homo sapiens chromosome 15 open reading frame 2 (C150RF2), mRNA 


NM 000379 


Homo sapiens xanthene dehydrogenase (XDH), mRNA 


NM 000552 


Homo sapiens von Willebrand factor (VWF), mRNA 


NM_000362 


Homo sapiens tissue inhibitor of metalloproteinase 3 (Sorsby fundus dystrophy, 
pseudoinflammatoiy) (TMP3), mRNA 


NM 003255 


Homo sapiens tissue inhibitor of metalloproteinase 2 (TTMP2), mRNA 


NM_003001 


Homo sapiens succinate dehydrogenase complex, subunit C, integral membrane 
protein, 15kD (SDHC), nuclear gene encoding mitochondrial protein, mRNA 


NM_003000 


Homo sapiens succinate dehydrogenase complex, subunit B, iron sulfur (bp) 
(SDHB), nuclear gene encoding mitochondrial protein, mRNA 


NM 006745 


Homo sapiens sterol-C4-methyl oxidase-like (SC4MOL), mRNA 


NM_006860 


Homo sapiens putative OTP -binding protein similar to RAY/RAB1C (RAYL), 
mRNA 


NM_000531 


Homo sapiens ornithine carbamoyltransferase (OTC), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 000607 


Homo sapiens orosomucoid 1 (ORM1), mRNA 


NM 002538 


Homo sapiens occludin (OCLN), mRNA 


NM 002301 


Homo sapiens lactate dehydrogenase C (LDHC), transcript variant 1, mRNA 


NM 017448 


Homo sapiens lactate dehydrogenase C (LDHC), transcript variant 2, mRNA 


NM 000892 


Homo sapiens kallikrein B, plasma (Fletcher factor) 1 (KLKB1), mRNA 


NM 002193 


Homo sapiens inhibin, beta B (activin AB beta polypeptide) (INHBB), mRNA 


NM 002191 


Homo sapiens inhibin, alpha (INHA), mRNA 


NM 002015 


Homo sapiens forkheadbox 01 A (rhabdomyosarcoma) (FOXOIA), mRNA 


NM 004473 


Homo sapiens forkhead box El (thyroid transcription factor 2) (FOXE1), mRNA 


NM 000804 


Homo sapiens folate receptor 3 (gamma) (FOLR3), mRNA 


NM 000803 


Homo sapiens folate receptor 2 (fetal) (FOLR2), mRNA 


NM 004742 


Homo sapiens BAH -associated protein 1 (BAIAP1), mRNA 


NM 004925 


Homo sapiens aquaporin 3 (AQP3), mRNA 


NM_007182 


Homo sapiens Ras association (RalGDS/AF-6) domain family 1 (RASSF1), 
mRNA 


NM_0 18941 


Homo sapiens ceroid-lipofuscinosis, neuronal 8 (epilepsy, progressive with 
mental retardation) (CLN8), mRNA 


NMJU6936 


Homo sapiens ubinuclein 1 (UBN1), mRNA 


NM 012406 


Homo sapiens PR domain containing 4 (PRDM4), mRNA 


NM 018728 


Homo sapiens myosin 5C (MY05C), mRNA 


NM_017540 


Homo sapiens hypothetical protein DKFZp586H0623 (DKFZp586H0623), 
mRNA 


NM 018651 


Homo sapiens zinc finger protein (ZFP), mRNA 


NM 017503 


Homo sapiens surfeit 2 (SURF2), mRNA 


NM 018419 


Homo sapiens SRY (sex determining region Y>box 18 (SOX18), mRNA 


NM 018427 


Homo sapiens RNA polymerase I transcription factor RRN3 (RRN3), mRNA 


NM 018545 


Homo sapiens hypothetical protein PR02955 (PR02955), mRNA 


NM 018525 


Homo sapiens hypothetical protein PR02369 (PR02369), mRNA 


"MM" nisson 

iNIVA U I o jZU 


Homo sapiens hypothetical protein PR02268 (PR02268), mRNA 


NMJH8605 ] 


Homo sapiens hypothetical protein PR01777 (PR01777), mRNA 


NM 018573 


Homo sapiens hypothetical protein PRO1068 (PRO1068), mRNA 


NM_018572 


Homo sapiens hypothetical protein PRO1051 (PRO1051), mRNA 


NM 018569 


Homo sapiens hypothetical protein PRO097 1 (PRO097 1), mRNA 


NM 018592 


Homo sapiens hypothetical protein PRO0800 (PRO0800), mRNA 


NM 018563 


Homo sapiens hypothetical protein PRO0758 (PRO0758), mRNA 
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NM 018699 


Homo sapiens PR domain containing 5 (PRDM5), mKJN A 


NM_017534 


Homo sapiens myosin, heavy polypeptide 2, skeletal muscle, adult (MYH2), 
mRNA 


NM_0184ol 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MJDoOzo (MJJoUZO}, mKJN A 


NM_018559 


Homo sapiens lipopolysaccharide specific response-7 protein (LSR7), mRNA 


NM 018694 


tt _ _ - ? TTC\ TT 1^ J— . -1 ' _ . _ . _ i. _ • . - /T ApCCftl *5\ ■ ■_.T>"h.T A 

Homo sapiens Hbvl binding protein (1aJC->j913), mRNA 


NM 018663 


TT _ 1 ^^1_T\- - - - - * — — - * V a * 1*1 /TT ft/If cOrtC\ „T)\T A 

Homo sapiens 22kDa peroxisomal membrane protem-like (LOC55895), mRNA 


NM 018640 


Homo sapiens neuronal specific transcription factor DAT1 (LOC55885), mRNA 


NM 018639 


tt • _ _ /"srt 1 j • • TT 7TN a. * XT' A/^f TOOilX „T1\T A 

Homo sapiens CS box-containing WD protem (LOC55884), mRNA 


NM 018449 


Homo sapiens AD-012 protem (LOC55833), mRNA 


NMJH8658 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 16 

^ww j—n. TT < "VTA 

(KCNJ16), mRNA 


NM 018671 


TT * T_ «i T j • /rri /\AO ATAA\ T»XT A 

Homo sapiens hypothetical protem (IRO039700), mRNA 


NM 018439 


XT " _ 1 - 1 1 a ' TX JT> A /^T> ATT\ ATT> A /VP\ rj\T A 

Homo sapiens hypothetical protein IMPACT (LVIPACT), mRNA 


NM 017521 


Homo sapiens FEV protein (HSRNAFEV), mRNA 


NM 017526 


Homo sapiens leptin receptor gene-related protein (HSOBRGRP), mRNA 


NM 017513 


Homo sapiens metaphase chromosome protein 1 (HSMCR30), mRNA 


NM 017532 


TT • S C . - _ a . * /TTp A T^AICX T1XT A 

Homo sapiens p65 protein (HSAJ2425), mRNA 


NM 018682 


Homo sapiens hypothetical protein HDCMC04P (HDCMC04P), mRNA 


NM_0 18680 


Homo sapiens hypothetical protem HDCGC21P (HDCGC21P), mRNA 


NM 018428 


Homo sapiens hepatocellular carcinoma-associated antigen 66 (HCA66), mRNA 


NM 017528 


Homo sapiens putative methyltransferase (HASJ4442), mRNA 


\rx >r AI *7A/T/I 

NM 017964 


tt _ - ; _ - _ T_ _ aT. , k' ,. . T i T7T TOrtOn rXTt TOAOT7\ T"j XT A 

Homo sapiens hypothetical protem FLJ20837 (FLJ20837), mRNA 


NM 017952 


TT 1 1 A 1_ T ^ a_ * T7T TlrtrfCO /T?T MATCO\ n\T A 

Homo sapiens hypothetical protem FLJ20758 (FU20758), mRNA 


XT\ if A i Try? ^ 

NM 017936 


Homo sapiens hypothetical protem i<LJ20707 (FLJ20707), mRNA 


NM 017933 


tt „^ ^ i. - , _ at. _ at _ _ t ^. x_;— tt>t nmAi /tjt tia*7Ai\ tjxta 

Homo sapiens hypothetical protem FLJ20701 (FLJ20701), mRNA 


NM 017931 


TT— . • V „ , aI^ a^ "1 — T^T TIA^AA / 1 ! I TAA/AA\ T>> T A 

Homo sapiens hypothetical protem FLJ20699 (FLJ20699), mRNA- 


NM 017911 


Homo sapiens hypothetical protem FLJ20635 (FLJ20635), mRNA 


NM 017898 


TT— • 1 il a ♦ . ^ a_ ^ T*T MA/'Af /X*T T1A^Ar\ T> \T 1 

Homo sapiens hypothetical protein FLJ20o05 (FLJ20605), mRNA 


NM 017888 


TT * 1_ —At- aJ 1 A * 1*1 TIAf Ol /'l '1 TAArOIX n\Tl 

Homo sapiens hypothetical protem FU20581 (FLJ20581), mRNA 


NM 017865 


TT * TJ A'tA't a* T^T T^»/\^<> -fj / ■ « I T/<* /\ ^* ^ < \ T>^.T A 

Homo sapiens hypothetical protem FLJ20531 (FLJ20531), mRNA 


NM 017855 


TT * T_ _ j 1 j * T a * 1 «1 T^ /\ r 1 *1 /T~*T T*"l "«J O \ T^ 'VTA 

Homo sapiens hypothetical protem FLJ20513 (FLJ20513), mRNA 


NM 017849 


T T _ 1 a!_ i" 1 j T^T T^/\^" AT / 1 <l T^"* Af A1\ TT\T A 

Homo sapiens hypothetical protem FLJ20507 (FLJ20507), mRNA 


NM 017845 


Homo sapiens hypothetical protem FLJ20502 (FLJ20502), mRNA 


NM 017842 


TT— ♦ _ — t_ . . a * . 1 « * T^T T<^ A 4 OA /T"*T T1AilOA\ TtXT A 

Homo sapiens hypothetical protem FLJ20489 (FLJ20489), mRNA 


*VTX yT A1TOOA 

NM 017820 


Homo sapiens hypothetical protem FU20433 (FLJ20433), mRNA 


NM 017806 


Homo sapiens hypothetical protem FU20406 (FLJ20406), mRNA 


NM 017800 


Homo sapiens hypothetical protem FLJ20393 (FLJ20393), mRNA 


NM 017795 


TT _ _ * _ 1 a!_ _ a • 1 _— T7T WAnO /T7T MAOTO\ ■- -Tt VT A 

Homo sapiens hypothetical protem FLJ20378 (FLJ20378), mRNA 


NM 017794 


TT ... ... - . * _ . 1_ . 1 t « • T^T T^ ftnf fT*T TAA1*lf\ Ti\T A 

Homo sapiens hypothetical protem FLJ20375 (FU20375), mRNA 


NM 017768 


TT - . ___J _ V_ _ _ a1— — aJ — -.1 a— * T?T TIAHI /I?T T^A*>*>1\ . n\T A 

Homo sapiens hypothetical protem FLJ20331 (FlJ20331),mRNA 


NM 017757 


Homo sapiens hypothetical protein FLJ20307 (FIJ20307), mRNA 


NM 017749 


TT _ — * t _ -«T- _ a* . . < a * T'l T^AIAil /T?T MAOA^N - . *a\ T a 

Homo sapiens hypothetical protem FLJ20294 (rLJ20294), mRNA 


NM 017733 


Homo sapiens hypothetical protem FLJ202o5 (rLJ202o5), mRNA 




PTnmn C5in-if*nc IrvmAtriAfiool Tvr/vf/»in "PT T9fi9r^9 rPT T0^0r r <10^ ml? XT A 

xxujxiu odpzcxio nypoineiicai proicin xtjuj^v/^qz v x* j-j zuzoz^, nu\iN/x 


NM 017730 


Homo sapiens hypothetical protein FU20259 (FLT20259), mRNA 


NM 017723 


Homo sapiens hypothetical protein FLJ20245 (FLT20245), mRNA 


NM 017720 


Homo sapiens hypothetical protein FLJ20234 (FU20234), mRNA 


NM 017715 


Homo sapiens hypothetical protein FU202 1 6 (FU202 1 6), mRNA 


NM 017667 


Homo sapiens hypothetical protein FLJ20097 (FLJ20097), mRNA 


NM 017652 


Homo sapiens hypothetical protein FLJ20070 (TU20070), mRNA 
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NM 017635 


Homo sapiens nypotnetical protein FIJ20039 (rJUzUUiyj, mKJNA 


XT* / A 1 T ✓"'^ A 

NM 017632 


Homo sapiens nypotnetical protein FU20036 (rUzUUJo), mKJNA 


NM 017624 


XT - * 1»_ _ ,-xJ . x _ * TT flAAtA /"TTT TOAA1 Q\ mDXTA 

Homo sapiens nypotnetical protein FLJ20019 (rUzUUiy), mKJNA 


NM 017623 


Homo sapiens nypotnetical protem FU20018 (rUZUUlo), mKJNA 


NM 018390 


Homo sapiens nypotnetical protein rUl 1323 (rUl 1 JZ3), mKfSA 


NM 018382 


tt l»-«^A.t- _x» _ t T?T T 1 1 TAO /T7T T1 1 1A1\ «mD\TA 

Homo sapiens nypotnetical protem rU l izyz (rU 1 izyz), mtCiNA 


NM 018337 


tt_ • 1 ^4.1__*J__* __x * T7T T1 1 1 "T /TT T1 1 1 1*T\ m DXTA 

Homo sapiens nypotnetical protem FLJ1 1 137 (rLJl 1 137), mKNA 


NM 018320 


TT * — 1_ xl. _ _ _ 1 a. * TTT T1 1 AAA AT?T Tt 1 AAA\ . TX ~v f A 

Homo sapiens hypothetical protem FIJI 1099 (FIJI 1099), mRNA 


NM 018317 


TT • 1 . _ 1 1_ x" _ 1 _ i T-*T Tt 1AOA /PT Tt 1AO^ — -TXX.T A 

Homo sapiens hypothetical protem FIJI 1082 (FIJI 1082), mRNA 


NM 018301 


«« • « *i . • i ■ YTf T * 4 A * Af^T *4 4 A1 ✓^V TX 'VTA 

Homo sapiens hypothetical protem FIJI 1016 (FIJI 1016), mRNA 


NM 018295 


TT • 1 <1 . • 1 . • ■ if T1 1 AAA fW^T T1 < AAAN TVVT A 

Homo sapiens hypothetical protem FIJI 1000 (FUl 1000), mRNA 


NM 018291 


Homo sapiens hypothetical protem FLJ10986 (FLJ10986), mRNA 


NM 018290 


Homo sapiens hypothetical protem FLJ10983 (FLJ10983), mRNA 


NM 018280 


TT 1 xt X* t x * TTT T1 AA A ^ /r»T T1 AA A ^X T\VT A 

Homo sapiens hypothetical protem FLJ10945 (FLJ10945), mRNA 


NM 018266 


TT • 1 xt x* t j • l| « f T1 A A A A /mT T1 AAAA\ TXX.T A 

Homo sapiens hypothetical protein FIJI 0902 (FU10902), mRNA 


NM 018263 


tt * t .i «• < .• t*«t ri ao An rr*~r n ahaa\ txxt a 

Homo sapiens hypothetical protem FLJ10898 (FU10898), mRNA 


NM 018249 


TT • 1 xt_ x^ t A • T^l T1 AA^**T /rw T -1 AA^*^*\ TX^.T A 

Homo sapiens hypothetical protem FIJI 0867 (FU10867), mRNA 


NM 018233 


TT * 1 xt x* t x* T*»T Tt A O A S /I »l T4 A A A ^\ 'WX'V T A 

Homo sapiens hypothetical protem FU10826 (FIJ10826), mRNA 


NM 018202 


TT t xl x* 1 . * 1 »■ T-* A^ Arv /HI T4 AT A *T\ T» X T A 

Homo sapiens hypothetical protem FIJI 0747 (FLJ10747), mRNA 


NM 018194 


Homo sapiens hypothetical protem FU10724 (FLJ10724), mRNA 


NM 018191 


TT T ■ T ■ * « • rr T 4 AT 4 /■ IT *• An * ^X T»XT A 

Homo sapiens hypothetical protein FLJ10716 (FLJ10716), mRNA 


NM 018134 


Homo sapiens hypothetical protem FU10547 (FLJ10547), mRNA 


NM 018131 


Homo sapiens hypothetical protem FLJ10540 (FLJ10540), mRNA 


•X TX iT A 1 01 Ai 

NM 018124 


TT < ,1 x* t t ■ »■ T< AfAA ATT Tt A ^A A\ Tx^T A 

Homo sapiens hypothetical protem FLJ10520 (FLJ10520), mRNA 


NM018114 


T T _ • i _ . -I jj < . • t^t T1 f\ A /PT T1 AdftA T1\T A 

Homo sapiens hypothetical protein FUl 0496 (FUl 0496), mRNA 


NM 018107 


TT V .1 ■ • 1 , T^T Tt/\>IOA /TP«T T 1 A A O A\ T»\Ti 

Homo sapiens hypothetical protem FUl 0482 (FU10482), mRNA 


"V TX x a n oaao 

NM 018098 


TT • t_ xt_ xJ 1 _ . • T^T Tt A il t ft »l Tt A4/1\ T»\T A 

Homo sapiens hypothetical protem FU10461 (FU10461), mRNA 


NM 018085 


TT * ^ — 1_ - xt .a ? . _ t _x T^T T1 AilAO /*TTf t* A A A A\ T|\t 1 

Homo sapiens hypothetical protem FU10402 (FU10402), mRNA 


NM 018079 


Homo sapiens hypothetical protem FU10379 (FU10379), mRNA 


NM 018063 


Homo sapiens hypothetical protem FU10339 (FUl 0339), mRNA 


NM 018062 


Homo sapiens hypothetical protein FU10335 (FU10335), mRNA 


NM 018059 


Homo sapiens hypothetical protein FU10324 (FU10324), mRNA 


NM 018053 


Homo sapiens hypothetical protem FU10307 (FU10307), rnRNA 


NM_0l8046 


Homo sapiens hypothetical protem FU10283 (FU10283), mRNA 


■VTl A" A* AAA/ 

NM 018006 


TT * "t il - • « . 14 1 Tint A A ATT T ^ ^\ * A T^ *V T A 

Homo sapiens hypothetical protein FU10140 (FLJ10140), mRNA 


NM 018004 


Homo sapiens hypothetical protem FU10134 (FU10134), mRNA 


"V TX A A % *1 AAA 

NM 017999 


TT * T .1 . ■ t • • tit T1 A 1 ■» /T4T T1 A 1 t t \ tXXT A 

Homo sapiens hypothetical protem FU101 1 1 (FU101 1 1), mRNA 


-V TX #■ A 4 T A AA 

NM 017992 


Homo sapiens hypothetical protem FU10083 (FU10083), mRNA 


NM 017991 


Homo sapiens hypothetical protein FU10081 (FU10081), mRNA 


NM 017979 


Homo sapiens hypothetical protein FU10043 (FU10043), mRNA 


NM 017975 


Homo sapiens hypothetical protein FU10036 (FU10036), mRNA 


NM 017973 


Homo sapiens hypothetical protein FU10034 (FU10034), mRNA 


NM 017610 


Homo sapiens hypothetical protein DKFZp761D081 (DKFZp761D081), mRNA 


NM 018457 


Homo sapiens DKFZp564J157 protein (DKFZP564J157), mRNA 


NM_017590 


Homo sapiens hypothetical protem DKFZp434K0920 (DKFZp434K0920), 


NM_017566 


Homo sapiens hypothetical protein DKFZp434G0522 (DKFZp434G0522), 
mRNA 


NM_017612 


Homo sapiens hypothetical protein DKFZp434E2220 (DKFZp434E2220), 
mRNA 


NM 018641 


Homo sapiens chondroitin 4-O-sulfotransferase 2 (C4S-2), mRNA 


NM 018659 


Homo sapiens cytokine-like protein C17 (C17), mRNA 
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NM 018656 


Homo sapiens bladder cancer overexpressed protein (BLOV1), rnRNA 


NMJH8702 


Homo sapiens double-stranded RNA specific adenosine deaminase (ADAR3), 
mRNA 


NM 014160 


Homo sapiens HSPC070 protein (HSPC070), mRNA 


NM_004288 


w • 11**1 1 fl n 1 »1 1 J »1 1 • 1*1* 

Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains, binding 
protem (PSCDBP), mRNA 


NM 004060 


tt « i* 1 /omr/^ « \ i\\t » 

Homo sapiens cychn Gl (CCNG1), mRNA 


NM 006521 


Homo sapiens transcription factor binding to IGHM enhancer 3 (TFE3), mRNA 


NM 007035 


Homo sapiens keratocan (KERA), mRNA 


NM 000546 


Homo sapiens tumor protein p53 (Li-Fraumeni syndrome) (TP53), mRNA 


NM 003015 


Homo sapiens secreted frizzled-related protein 5 (SFRP5), mRNA 


NM 003012 


Homo sapiens secreted frizzled-related protein 1 (SFRP1), mRNA 


NM 017414 


Homo sapiens ubiquitin specific protease 18 (USP18), mRNA 


NM 016525 


Homo sapiens ubiquitin associated protein (UBAP), mRNA 


NM 017442 


Homo sapiens toll-like receptor 9 (TLR9), mRNA 


NM 016937 


Homo sapiens polymerase (DNA directed), alpha (POLA), mRNA 


NM 016931 


Homo sapiens NADPH oxidase 4 (NOX4), mRNA 


NM 017433 


Homo sapiens myosin IDA (MY03 A), mRNA 


NM 016946 


Homo sapiens junctional adhesion molecule (JAM), mRNA 


NM 005536 


Homo sapiens inositol(myo)-l(or 4)-monophosphatase 1 (IMPA1), mRNA 


NM 017410 


Homo sapiens homeo box C13 (HOXC13), mRNA 


NM 017409 


Homo sapiens homeo box C10 (HOXC10), mRNA 


NM_015922 


Homo sapiens NAD(P) dependent steroid dehydrogenase-like; H105e3 
(H105E3), mRNA 


NM 004129 


Homo sapiens guanylate cyclase 1, soluble, beta 2 (GUCY1B2), mRNA 


NMJH7423 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine^K)lypeptide N- 
acetylgalactosaminyltransferase 7 (GalNAc-T7) (GALNT7), mRNA 


NM 016947 


Homo sapiens G8 protein (G8), mRNA 


NM 017434 


Homo sapiens dual oxidase 1 (DUOX1), mRNA 


NM 012143 


Homo sapiens tuftelin-interacting protein (TTP39), mRNA 


NM 017418 


Homo sapiens deleted in esophageal cancer 1 (DEC1), mRNA 


NM 016929 


Homo sapiens chloride intracellular channel 5 (CLIC5), mRNA 


NM 017413 


Homo sapiens apelin; peptide ligand for APJ receptor (APELIN), mRNA 


NM 000477 


Homo sapiens albumin (ALB), mRNA 


NMJ)07235 


Homo sapiens exportin, tRNA (nuclear export receptor for tRNAs) (XPOT), 
mRNA 


NM_004585 


Homo sapiens retinoic acid receptor responder (tazarotene induced) 3 
(RARRES3), mRNA 


NM 002134 


Homo sapiens heme oxygenase (decycling) 2 (HMOX2), mRNA 


NM_002100 


Homo sapiens glycophorin B (includes Ss blood group) (GYPB), mRNA 


NM 002099 


Homo sapiens glycophorin A (includes MN blood group) (GYP A), mRNA 


NM 005708 


Homo sapiens glypican 6 (GPC6), mRNA 


NMJH3280 


Homo sapiens fibronectin leucine rich transmembrane protein 1 (FLRT1), 
mRNA 


NM_001304 


Homo sapiens carboxypeptidase D (CPD), mRNA 


NMJD13410 


Homo sapiens adenylate kinase 3 (AEG), nuclear gene encoding mitochondrial 
protein, mRNA 


NM.0Q2161 


Homo sapiens isoleucine-tRNA synthetase (IARS), transcript variant short, 
mRNA 


NM013417 


Homo sapiens isoleucine-tRNA synthetase (IARS), transcript variant long, 
mRNA 


NM 015836 


Homo sapiens tryptophanyl tRNA synthetase 2 (mitochondrial) (WARS2), 
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nuclear gene encoding mitochondrial protein, mRNA 


NM 004992 


Homo sapiens methyl CpG binding protein 2 (Rett syndrome) (MECP2), mRNA 


NM 003926 


Homo sapiens methyl-CpG binding domain protein 3 (MBD3), mRNA 


NM 006150 


Homo sapiens UM domain only 6 (LM06), mRNA 


NM_013431 


Homo sapiens killer cell lectin-like receptor subfamily C, member 4 (KLRC4), 
mRNA 


NM 001427 


Homo sapiens engrailed homolog 2 (EN2), mRNA 


NM 001426 


Homo sapiens engrailed homolog 1 (EN1), mRNA 


NM 003445 


Homo sapiens zinc finger protein 155 (pHZ-96) (ZNF155), mRNA 


NM 016220 


Homo sapiens zinc finger protein (ZFD25) (ZFD25), mRNA 


NM 015855 


Homo sapiens Wilms tumor associated protein (WTT-1), mRNA 


NM 015873 


Homo sapiens villin-like (VEX), mRNA 


NM 016379 


Homo sapiens variable charge protein on X with eight repeats (VCX-8r), mRNA 


NM 016378 


Homo sapiens variable charge protein on X with two repeats (VCX-2r), mRNA 


NM 016437 


Homo sapiens tubulin, gamma 2 (TUBG2), mRNA 


NM 016575 


Homo sapiens TU12B1-TY protein (TU12B 1-TY), mRNA 


NM 016089 


Homo sapiens KRAB-zinc finger protein SZF1-1 (SZF1), mRNA 


NMJ)13272 


Homo sapiens solute carrier family 21 (organic anion transporter), member 1 1 
(SLC21All),mRNA 


NM 015926 


Homo sapiens putative secreted protein (SIG1 1), mRNA 


NM_016224 


Homo sapiens SH3 and PX domain-containing protein SH3PX1 (SH3PX1), 
mRNA 


NM 016276 


Homo sapiens serum/glucocorticoid regulated kinase 2 (SGK2), mRNA 


NM 015884 


Homo sapiens S2P protein (S2P), mRNA 


NM 016356 


Homo sapiens RU2S (RU2), mRNA 


NM 016321 


Homo sapiens Rh type C glycoprotein (RHCG), mRNA 


NM_015900 


Homo sapiens phosphatidylserine-specific phospholipase Alalpha (PS-PLA1), 
mRNA 


NM 016533 


Homo sapiens ninjurin 2 (NINJ2), mRNA 


NM 016641 


Homo sapiens membrane interacting protein of RGS16 (MIR16), mRNA 


NM 014319 


Homo sapiens integral inner nuclear membrane protein (MAN1), mRNA 


NMJH6249 


Homo sapiens melanoma antigen, family E, 1, cancer/testis specific (MAGEE1), 
mRNA 


NM 016153 


Homo sapiens LW-1 (LW-1), mRNA 


NM 016551 


Homo sapiens seven transmembrane protein TM7SF3 (TM7SF3), mRNA 


NM_016529 


Homo sapiens ATPase, aminophospholipid transporter-like, Class I, type 8 A, 
member 2 (ATP8A2), mRNA 


NM 016432 


Homo sapiens synoretm (LOC51749), mRNA 


NM 016362 


Homo sapiens ghrelin precursor (LOC5 1738), mRNA 


NM 016270 


Homo sapiens Kruppel-like factor (LOC51713), mRNA 


NM 016243 


Homo sapiens cytochrome b5 reductase 1 (B5R.1) (LOC51706), mRNA 


NM 016231 


Homo sapiens nemo-like kinase (LOC51701), mRNA 


NM 016225 


Homo sapiens RhD type ma protein (LOC51698), mRNA 


NM 016219 


Homo sapiens alpha 1,2-mannosidase (LOC51697), mRNA 


NM 016217 


Homo sapiens hHDC for homolog of Drosophila headcase (LOC51696), mRNA 


NMJ)16199 


Homo sapiens U6 snRNA-associated Sm-like protein LSm7 (LOC51690), 
mRNA 


NM 016171 


Homo sapiens prothymosin al4 (LOC51685), mRNA 


NMJH6447 


Homo sapiens MAGUK protein p55T; Protein Associated with Lins 2 
(LOC51678),mRNA 


NM 016126 


Homo sapiens HSPC034 protein (LOC51668), mRNA 


NM 016118 


Homo sapiens NY-REN- 18 antigen (LOC51667), mRNA 
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NM uiou/y 


TJ«*»A Pinions PflLI AQ xwAtoiri fT HP^I rnPMA 

Homo Sapiens ^aji-i**;* protein ^lu^j lodj*), miviN/x 


NM UloUoZ 


Homo sapiens i^jri-izo protein ^lul»j io*t/j, mruNA 


XTX/T AKAC"7 

JNM UlolD/ 


xiomo Sapiens laji-izu protein jiajlo io*4-4j, nirUNA 


\T» ft AliTACiC 

NM UIoUjO 


xiomo Sapiens v^vji- 117 protein (luuj 1 o*+j ) t mi\JN a 


NM 016U47 


Homo sapiens i^lti-i iu proiem ^lu^j io.jyj, mrsiNA 


XTKVT A1/CA1iC 


riomo sapiens uvji-oy protein ^lajlo iozs/j, ini\jN/\ 


XTXJT A1£AAO 

NM OloOUo 


riomo sapiens i^vji-ou protein jlajod iozoj, tjlkina 


xtx x Aiconc 

NM 015995 


riomo sapiens Jsjruppei-iiKe iactor l 3 (ivLr id), mKJNA 


NM 015980 


Homo sapiens HJVlriy protein (LULjIoi /), mKNA 


NM 015958 


Homo sapiens COl-iU protein (LUC j l o 1 1 j, mKN A 


NM 015941 


Homo sapiens IaxL-1 1 protem (LUwloUo), mKN A 


xtx x a i cnn 

NM 015937 


Homo sapiens COl-Oo protem (LUO!) ioU4;, mKN a 


xtxjc Aicnon 
NM 0159Z9 


Homo sapiens iipoyitransierase (iaxo iou l ) 9 mKNA 


XTX /T A1 C AO 1 

NM 015921 


Homo sapiens oivaient cation tolerant protem i A (JLUwoyo;, iiikina 


XTX X A1 CAAO 

NM 015908 


Homo sapiens arsenate resistance protein akoz (AKdzj, mKNA 


XTX X A1CC7C 

NM 015875 


Homo sapiens unnameo hkkv-h protem (LULj i joI ), mruN a 


NM 015874 


Homo sapiens H-zrx Din ding iactor-z (HJwiDouj, mKNA \ 


XTX X A 1 /"^Ol 

NM 016283 


Homo sapiens adrenal gland protem AD-U04 (LUU5 15 to), rnKNA 


XT* JT rv 1 £ £ A A 

NM 016644 


Homo sapiens mesenchymal stem cell protem DaC54 (LUC5 1 J J4;, mKNA 


xtk x A i /"/ji i 

NM 016643 


Homo sapiens mesenchymal stem cell protem D5L43 (LUL51 333), mKNA 


XTX >T A1 ^"/T yl 1 

NM 016642 


TTn — r-. .-■ i-i — I n m^rt L A i n X 7 nil n ■ < ■ ! ■ i PD CDTjP^ T\ ■ .."P XT A 

Homo sapiens beta V spectrin (Bbr-bCV), mKNA 


NM 016638 


Homo sapiens SRp25 nuclear protein (LOC51329), mKNA 


NM 016637 


TT. ■ t /T APfl MO\ . T>\T A 

Homo sapiens ncaml (LOC51328), mRNA 


XTXvT A 1 /T/TO *> 

NM 016633 


tt _ - . _ * i* i \T1 T7 - ^ . • /r PPCIOI^ .-, -, T*> XT A 

Homo sapiens EDRF protem (LUC51327), mKNA 


NM 016625 


Homo sapiens hypothetical protein (LOC51319), mRNA 


"V T"» Jf /\ -1 ^xrf\*\ 

NM 016622 


Homo sapiens hypothehcal protem (LOC513 18), mRNA 


NM_016621 


Homo sapiens hypomehcal protem (LOC51317), mRNA 


NM_016609 


XX ■ 1 XN lilt #• . . t ' I • • - • it ■* ■( /\\ 

Homo sapiens hBOIT for potent brain type organic ion transporter (LOC5 1310), 
mRNA 


NM 016606 


Homo sapiens SGC32445 protem (LOC51308), mRNA 


NMJH6591 


Homo sapiens core 2 beta-l,6-N-acetylglucosammyltransferase 3 (LOC51301), 

T>XT A 

mRNA 


NM 016585 


Homo sapiens testicular haploid expressed gene (THEG), mRNA 


NM 016573 


Homo sapiens Gem-interacting protein (LOC51291), mRNA 


XTX J" A 1 £ C £0 

NMJ0I6568 


Homo sapiens G-protein coupled receptor SALPR; somatostatin and angiotensin- 

., r-... tl J- /T APC1 OCO\ . , ,T> XT A 

nice peptide receptor (LUwlzoy), mKNA 


NM 01o5oo 


Homo sapiens pparl (LUC512oo), mRNA 


NM OlOJOJ 


Homo sapiens Kis (j^uL/j Izoj), mKNA 


XTXif AKC/1C 

NM 0IOD4o 


TTn .1 i n n-a »t i n ■ i i^- - - P'DTl PT PPf 1 OOA\ — _ UXT A 

Homo sapiens golgi membrane protem Or/3 (LUCd IzoU), mKNA 


NM 016499 


Homo sapiens hypothetical protein (LOC51259), mRNA 


NM U1O490 


TJnmn LifnA^lta^Aal -J — - — fT f\f* C 1 ACO\ M T) XT A 

Homo sapiens hypothetical protem (LOC51252), mKNA 


NM Ulo4oo 


xx * ■■ i - -»1 j 1 ^ . _ x _ ' /X APf 1 ^ ^ A\ x\ XT A 

Homo sapiens hypothehcal protem (LUC5123V), mKNA 


NM_016459 


Homo sapiens hypothetical protein (LOC51237), mRNA 


NM 016449 


Homo sapiens hypothehcal protem (LOC51233), mRNA 


XTX X f\1 £ A A r\ 

NM 016440 


Homo sapiens VRK3 for vaccinia related kinase 3 (LOC51231), mRNA 




riomo sapiens u anscnpiion eionganon iactor ^oixij eiongm /\z ^i^iiDjLj, 
mRNA 


NM 016423 


Homo sapiens zinc finger protein 219 (ZNF219), mRNA 


NM_016361 


Homo sapiens LPAP for lysophosphatidic acid phosphatase (LOC51205), 
mRNA 


NM 016353 


Homo sapiens rec (LOC5 120 1), mRNA 


NM 016349 


Homo sapiens susceptibility protein NSG-x (LOC5 1 198), mRNA 
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NM 016341 


Homo sapiens pancreas-enriched phosphohpase C (LOC51 196), mRNA 


NM 016323 


Homo sapiens cyclin-E binding protein 1 (i_uu:> i iy i ), nuuN a 


NM 016317 


Homo sapiens neutral sphingomyelinase (LUia 1 ivu), iiikjna 


NM 016286 


Homo sapiens carbonyl reductase (LOO 1181), mKNA 


NM 016269 


Homo sapiens lymphoid enhancer binding tactor-1 (LUUD 1 1 /O), hikin/v 


NM_016245 


Homo sapiens retinal short-chain dehydrogenase/reductase retsuKZ 
fLOC5 1 1 70), mRNA 


NM 016241 


Homo sapiens endomucin-1 (LOC51169), mRNA 


NM 016230 


Homo sapiens flavohemoprotein b5+b5R (LOC5 1 167), mRNA 


NM 016221 


Homo sapiens dynactin p62 subunit (LOC5 1 164), mRNA 


NM 016215 


Homo sapiens NEU1 protein (LOC51 162), mRNA 


NM 016210 


Homo sapiens g20 protein (LOC51 161), mRNA 


NM 016161 


Homo sapiens alpha-l,4-N-acetylglucosaminyltransferase (LOC51 146), mRNA 


NM 016123 


Homo sapiens putative protein kinase NY-REN-64 antigen (LOC51 135), mRNA 


NM_016120 


Homo sapiens putative ring zinc finger protein NY -KWN -43 antigen 
(LOC5 1 132), mRNA 


NM 016033 


Homo sapiens CGI-90 protein (LOC51 1 15), mRNA 


NM 016032 


Homo sapiens CGI-89 protein (LOC51 1 14), mRNA 


NM 016030 


Homo sapiens CGI-87 protein (LOC5 1112), mRNA 


NM 016028 


Homo sapiens CGI-85 protein (LOC5 1111), mRNA 


NM 016027 


Homo sapiens CGI-83 protein (LOC5 1 1 10), mRNA 


NM 016022 


Homo sapiens CGI-78 protein (LOC51 107), mRNA 


NM 016018 


Homo sapiens CGI-72 protein (LOC5 1 105), mRNA 


NM 016013 


Homo sapiens CGI-65 protein (LOC5 1 103), mRNA 


NM 016011 


Homo sapiens CGI-63 protein (LOC5 1 102), mRNA 


NM 016006 


Homo sapiens CGI-58 protein (LOC51099), mRNA 


NM 015999 


Homo sapiens CGI-45 protein CLOC51094), mRNA 


NM 015982 


Homo sapiens germ cell specific Y-box binding protein (LOC51087), mRNA 


NM 015963 


Homo sapiens CGI-36 protein (LOC51078), mRNA 


NM 015959 


Homo sapiens CGI-31 protein (LOC5 1075), mRNA 


NM 015950 


Homo sapiens CGI-22 protein (LOC5 1069), mRNA 


NM 015938 


Homo sapiens CGI-07 protein (LOC5 1068), mRNA 


NM 015916 


Homo sapiens hypothetical protein (LOC51063), mRNA 


NM 015914 


Homo sapiens hypothetical protein (LOC51061), mRNA 


NM 015910 


Homo sapiens hypothetical protein (LOC51057), mRNA 


NM 015901 


Homo sapiens unknown (LOC51055), mRNA 


NM 015893 


Homo sapiens preproprolactin-releasing peptide (LOC51052), mRNA 


NM_015887 


Homo sapiens putative peroxisome microbody protein 175.1 (LOC51051), 
mRNA 


NM 015880 


Homo sapiens RIG-like 14-1 (LOC51047), mRNA 


NM 015877 


Homo sapiens Kruppel-associated box protem (LOC51045), mKJNA 


NM 015863 


Homo sapiens surfactant protein B (LOC51041), mRNA 


NM_0 15854 


Homo sapiens retinoic acid receptor-beta associated open reading frame 
(LOC51036),mRNA 


NM 015849 


Homo sapiens pancreatic elastase IIB (LOC51032), mRNA 


NM 016075 


Homo sapiens CGI-145 protem (LOC51028), mRNA 


NM 016074 


Homo sapiens CGM43 protein (LOC51027), mRNA 


NM 016063 


Homo sapiens CGI-130 protein (LOC51020), mRNA 


NM 016048 


Homo sapiens CGI-1 1 1 protein (LOC5 1015), mRNA 


NM 016044 


Homo sapiens CGI-105 protein (LOC51011), mRNA 


NM 015947 


Homo sapiens CGI-18 protein (LOC51008), mRNA 


NM 016058 


Homo sapiens CGI-121 protein (LOC51002), mRNA 
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JNM Uljy4o 


Homo sapiens uoi-iy protein (Iajuj lUUU), mKNA 


NM UI0U4U 


Jtiomo sapiens uiri-iuu protein (LUCjuyyy), mKJNA 


NM 016571 


Homo sapiens lengsin (iajo), mKNA 


NM 015868 


Homo sapiens NK-receptor (KIR-023GB), mKNA 


NM 0162ol 


Homo sapiens MJfcziMiJce Kinase (J IK), mKNA 


NM 016358 


Homo sapiens iroquois homeobox protein 4 (IRX4), mRNA 


NM 016291 


Homo sapiens mammalian inositol hexakisphosphate kinase 2 (IP6K2), mRNA 


NM 015848 


Homo sapiens cytokeratin 2 (HUMCYT2A), mRNA 


NM 016506 


Homo sapiens hypothetical protein (HSPC252), mRNA 


NM 016498 


Homo sapiens hypothetical protein (HSPC242), mRNA 


NM 016460 


Homo sapiens hypothetical protein (HSPC192), mRNA 


NM 016390 


TT - " •*_ _,_ a * * x * /TTfmn 1 AA\ T1 -VTA 

Homo sapiens hypothetical protein (HSPC109), mRNA j 


NM 016091 


Homo sapiens HSPC025 (HSPC025), mRNA 


XTTV iT A1 f C 

NM 016522 


TT f _. " * ATVPTA n\Tl 

Homo sapiens neurotnmm (HNT), mRNA 


xtx k r\ 1 ^ o 

NM 016258 


Homo sapiens high-glucose-regulated protein 8 (HGRG8), mRNA 


■vt_. /\ _ y* - 1 ti 

NM 016173 


Homo sapiens HEMK homolog 7kb (HEMK), mRNA 


NM 016516 


Homo sapiens tumor antigen SLP-8p (HCC8), mRNA 


XTA VT A1 rcviA 

NM 016540 


Homo sapiens G protein-coupled receptor 72 (GPR72), mRNA 


xtk jt mim^ 

NM 012196 


Homo sapiens G antigen 8 (GAGE8), mRNA 


XTA ft A1COAO 

NM 015898 


Homo sapiens HIV-1 inducer of short transcripts binding protein (FBI1), mRNA 


XTK K Al^lfT 

NM 016357 


Homo sapiens epithelial protein lost in neoplasm beta (EPLIN), mRNA 


XTK M A 1 -CO 1 O 

NM 016218 


Homo sapiens polymerase (D N A-direc ted) kappa (POLK), mRNA 


NM 016240 


Homo sapiens CSR1 protein (CSR1), mRNA 


NM 016073 


Homo sapiens CGI-142 (CGI-142), mRNA 


NM 016315 


Homo sapiens CED-6 protem (CED-6), mRNA 


NM 016620 


Homo sapiens hypothetical protem (BM-005), mRNA 


NM 015896 


Homo sapiens BLu protein (BLu), mRNA 


NM 016426 


Homo sapiens G-2 and S-phase expressed 1 (GTSE1), mRNA 


NMJH5928 


Homo sapiens androgen-induced prostate proliferative shutoff associated protein 
(AS3), mRNA 


NM 016238 


Homo sapiens anaphase-promoting complex subunit 7 (APC7), mRNA 


NM 016376 


Homo sapiens ANKHZN protein (ANKHZN), mRNA 


NM 016282 


Homo sapiens adenylate kinase 3 alpha like (AKL3L), mRNA 


NM 016453 


Homo sapiens SH3 protein (AF3P21), mRNA 


NM 016614 


Homo sapiens TRAF and TNF receptor-associated protein (AD022), mRNA 


NM_0l5365 


Homo sapiens Alport syndrome, mental retardation, midface hypoplasia and 
elliptocytosis chromosomal region, gene 1 (AMMECR1), mRNA 


XTK if AA'7t^/ > 

NM 007126 


Homo sapiens valosm-containing protein (VCP), mRNA 


XTK AT AA1 ACA 

NM 001059 


Homo sapiens tachykinin receptor 3 (TACR3), mRNA 


NM_005963 


Homo sapiens myosin, heavy polypeptide 1, skeletal muscle, adult (MYH1), 
mRNA 


NM 005561 


Homo sapiens lysosomal-associated membrane protein 1 (LAMP1), mRNA 


NM 006407 


Homo sapiens vitamin A responsive; cytoskeleton related (JWA), mRNA 


"Ik. T"fc _T A A A n r J 

NM_000854 


Homo sapiens glutathione S-transferase theta 2 (GSTT2), mRNA 


NM 002046 


Homo sapiens glyceraldehvde-3 -phosphate dehydrogenase (GAPD), mRNA 


NM_UU150.J 


TT#h«MkA ■ mimi ■ ■ j-i m m rl_n.ll ^ * 1 11 ______ jjj _l_ 1 X. _ 1 — A 1 __ _t_ J-._J.___ J\ /T 1 .^!^^! \ 

Homo sapiens endothelial cell growth factor 1 (platelet-derived) (ECGF1), 
mRNA 


NM_000927 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 1 
fABCBl),mRNA 


NM 015686 


Homo sapiens TED protein (TED), mRNA 


NM 014070 


Homo sapiens STG protein (STG), mRNA 


NM 014069 


Homo sapiens SPR1 protein (SPR1), mRNA 



458 



WO 03/074654 



PCT/US03/05028 



1N1VJL U1HUOO 


nomo Sapiens t>£>cri.i protein ^ocjciwi )> njutvLN-rv 


IN1VI U14UJ1 


riomo sapiens n uui i protein \jr luui i j, ttikin/v 


1NIV1 U141U;* 


jciomo Sapiens ixvi^jzuuu protein (Jlisajzuuu nuviN/v 


JNiVi U141U/ 


riomo Sapiens rMssjiyy/. protein ^Jrxvuiyyzj, mKXNA 


XTAyf 01/tfiG< 
JNJVL U14U10 


riomo Sapiens rJKJJiouu protein ijrKUiooo), rnKJNA 


NM 014084 


Homo sapiens PRO0806 protein (PRO0806), mRNA 


XTX JT A1 jlllA 

NM 014130 


TT ? _ . _ - TYO^^A/IOO ± - * /TIT1 ArtilOO\ T1\T A 

Homo sapiens PRO0483 protein (PRO0483), mRNA 


XTA/f A1 /inoi 

NM 014082 


Homo sapiens PRO0397 protem (PRO0397), mRNA 


NM 014125 


Homo sapiens PRO0327 protem (PRO0327), mRNA 


XTTV Jf f~\ 1 /I AO 1 

NM 014081 


Homo sapiens PRO0297 protem (PRO0297), mRNA 


XT*k if Al ./lAI** 

NM 014037 


Homo sapiens NTT5 protein (NTT5), mRNA 


XTA/T A1 O ZTT 

NM_015367 


Homo sapiens M1L1 protein (MIL1), nuclear gene encoding mitochondrial 
protem, mKNA 


xnvvr ai/Iaxa 
NM 014U60 


riomo sapiens MUl-l protein (MC1-1J, mKNA 


XTA/T A1 AQQO 

NM 014892 


Homo sapiens K1AA1 116 protem (K1AA1 1 16), mRNA 


XTA/T A1 /Ifl/CO 

NM 014968 


TT__«_ T/TA A 1 1 f\A —^A.^: A7T A A 1 1 f\A\ T»XT A 

Homo sapiens KIAA1 104 protem (KIAA1 104), mRNA 


XTA/f ai /i At c 

NM 014915 


Homo sapiens KJAA1074 protem (KIAA1074), mRNA 


XTA/f AI 1 

NM 014911 


tt _ _ ' _ t/t A A 1 A/I O -- . — * . . frrf A A 1 A vl 0\ TlXT A 

Homo sapiens K1AA1048 protein (KIAA1048), mRNA I 


1N1VL U149&J 


TJa«ma VTA A 1 A/IO A7TA A 1 AvI^N __T)\T A 

riomo sapiens KJAA1042 protem (K1AA1042), mRNA 


ATA/f /"M/tO/l-7 

INJYL U1494/ 


TT n ,,. n nMMAMnl^TA A 1 A/1 1 a-- * -- A7T A A 1 A/1 1 \ n\T a 

Homo sapiens K1AA1041 protem (KIAA1041), mRNA 


xnvyf (\i aq^i 
XNivl Ui4yZJ 


TJrtTTift nnmA-*%n VTA A AQ7A /VTA A AATA\ M T)\TA 

Homo sapiens JsJAAOy /0 protem (K1AA0970), mKNA 


xnv/T 01^110. 

mvl UIDjIU 


Homo sapiens KlAA0y4z protem (K1AA0942), mKNA 




TjAtyi/N e*n*+ia*+e* VI A A AQ1 C /VT A A AA1 /T\ -»D\T A 

Homo sapiens JsJAAoyio protein (KJAA0yi6), mKNA 


ATA/f Al/A/M 

NM 014944 


TT VT A A AA 1 1 /VT A A A A 1 1 \ T> XT A 

Homo sapiens K1AA091 1 protem (K1AA091 1), mRNA 


ATX/f AI/IO/CI 

NM 014961 


TT , , . < ■ , i rt„~«-n T/TA A AOT1 A7TA A AO1 1 \ n\T A 

Homo sapiens K1AA0871 protem (K1AA0871), mRNA 


NM 014941 


Homo sapiens KIAA0852 protein (KIAA0852), mRNA 


XTA/f l\\Z1H£. 

NM OIjJ/6 


TT " _ . _ _ T A A f\ O A A Z /T^T A A t\ O A ^\ n\T A • 

Homo sapiens KIAA0846 protem (KIAA0846), mRNA 


\r\ r A 1 ^ *7 1 C 

NM 014/13 


TT _ * "I^T A A r\^7 1 ^ J a /T^T A A rt^ 1 ^\ T»^T A 

Homo sapiens KIAA0712 gene product (KIAA0712), rriRNA 


XTA /T A1 /I Q*71 

NM 014871 


tt _ _ _^ • _ t/t a A A1 1 A ^ ^ _ j • rrrT a a at i /\\ t»\t a 

Homo sapiens KIAA0710 gene product (KIAA0710), mRNA 


XTA K AlynOO 

nm 014/99 


Homo sapiens hephaestin (HEPH), mRNA 


XTX>T A1 ACTIO 

NM 014678 


TT - ' XX T A A A^Of 3 _ 1 T A A A^fi f\ T»^.T A 

Homo sapiens KIAA0685 gene product (KIAA0685), mRNA 


X1A/T A1 /IA1 1 

NM 014011 


Homo sapiens KIAA0671 gene product (KIAA0671), mRNA 


XTA /f A 1/1 "7 /II 

NM 014741 


TT . . » _ _ TTT A A rt/'r A J » fTFT A Af\*~0\ n\Ti 

Homo sapiens KIAA0652 gene product (KIAA0652), mRNA 


XTA/T tWACCD 

NM 014662 


TTniii n r. n .t .' ,t r, Ti^T A A A A C - J ^.x fT^T A A A C\ TT»XTA 

Homo sapiens KIAA0645 gene product (KIAA0645), mRNA 


XTA/f A 1/100 0 

NM 014838 


Homo sapiens KIAA0637 gene product (KIAA0637), mRNA 


XTA/f A 1/177/1 
NM 014//4 


TT--,* ———J——.— VT A A f\A C\A - - - — J a VTJ'T A A AAAA\ "VTA 

Homo sapiens KIAA0494 gene product (KIAA0494), mRNA 


ATA/f fk1/107fk 
JNiVL U145/0 


Homo sapiens KIAA0478 gene product (K1AA0478), mRNA 


JNJYL U14530 


Homo sapiens JsiAA04/6 gene product (K1AA0476), mRNA 


XTA/f AlAO^/l 


Unm/> «*fi-M«A«*A T/^T A A A/C7C _ J. . _A /t/" T A A A /I T C"\ T>\T A 

Homo sapiens K1AA0475 gene product (KIAA0475), mRNA 


XN1YI U145D/ 


TT— _.__*___ T/TA A A/111 — J a. /rrT a a Aini\ T»TkT A 

Homo sapiens K1AA0471 gene product (KIAA0471), mRNA 


INIVL UlHolZ 


IlArnrt „_ _ T/TA A A>I*7A r.^.« r. 1- - _A- /T/T A A AilTAN T>\T A 

Homo sapiens JsJAA04 /0 gene product (K1AA0470), mRNA 


INIVl Ul*f6ZO 


XIawa nn-i VT A A A /I C 1 ,-, ,-, . , . . ... J«. -.A. /T/T A AAA CI \ Tl VT A 

Homo sapiens KJAA045 1 gene product (KIAA045 1), mRNA 


isjm n 14/^7*; 

itivi v; 1 *kj / j 


UnrrtA n<irtionn VT A A (\A A C »a«ia wmJiioi A7TA A l\ A A C\ . . - Tt XT A 

Homo sapiens JviAAU44d gene product (K1AA0445), niKNA 


INiVl Ulf/ji 


Homo sapiens K1AA0429 gene product (KIAA0429), mRNA 


NM 014724 


Homo satiien^ K7A A04?r^ apnp nrnHnrt fKJA A(\AlrX\ mT?7sIA 


NM 014684 


Homo sapiens KIAA0373 gene product (KIAA0373), mRNA 


NM_014809 


Homo sapiens KIAA03 1 9 gene product (KIAA03 19), mRNA 


NM 014727 


Homo sapiens K1AA0304 gene product (KIAA0304), mRNA 


NM 014807 


Homo sapiens KIAA0285 gene product (KIAA0285), mRNA 


NM 014767 


Homo sapiens KIAA0275 gene product (KIAA0275), mRNA 


NM 014785 


Homo sapiens KIAA0258 gene product (KIAA0258), mRNA 
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xnvvf ai ^ 1 C2 
MM UIMjJ 


tt_ paT) ; 0nc VTA A CiOAA nmfptn fYTA A(\0AA\ ml? XT A 

Homo sapiens jsjaauz**** proiem ^jso/vtxvzhh j 9 imviN/x 


XTXyT A 1/1*7/1 "7 

MM U14/4/ 


TJrttv.rt ranionc VTA A A937 nptlO TWA/ln/*t /VTA AfiO^^ 1 ^ rtlPMA 

Homo sapiens jsJLrx/vuzo / gene proQuci {jsj^xxxuz.? / j, intviN a 


NM 014873 


Homo sapiens KIAA0205 gene product (KIAA0205), mRNA 


XTX >T A 1 AO AH 

NMJD 14846 


Tj-—,^ VTA A Al AiT ~^r^J,,/>+ /VTA ArtlOCV mDMA 

Homo sapiens JsJAAUiyo gene product (JsJAAU lyo), rnKJNA 


XTX AT A 1 A tl o 

NM_014738 


Homo sapiens JsJAAUiy!) gene product (JsJAAUiio), mKNA 


NM 014640 


TT_ . VT A AA1TJ A7TA A Al T>\ t>-vt a 

Homo sapiens K1AA0173 gene product (KIAAU173), mRNA 


NM 014666 


Homo sapiens KIAA0171 gene product (KIAA0171), mRNA 


NM 014641 


*t T • T^T A A A* J__ _a rrrT A A A1 ^/\\ T>^T A 

Homo sapiens KIAA0170 gene product (KIAA0170), mRNA 


NM_0l4737 


Homo sapiens Ras association (RalGDS/AF-6) domain family 2 (RASSF2), 
mRNA 


NM 014770 


TT • TFT A A /\ J a /T/"T A A /\ 4 T^^T A 

Homo sapiens KIAA0167 gene product (KIAA0167), mRNA 


NM 014739 


TT * TJ* T A A /"V 1 A J a fTFT A 1 A1 T» "VTA 

Homo sapiens KIAA0164 gene product (KIAA0164), mRNA 


NM J) 14865 


Homo sapiens chromosome condensation-related SMC-associated protein 1 
(KIAA0159), mRNA 


NM 014748 


Homo sapiens KIAA0064 gene product (KIAA0064), mRNA | 


NM 014876 


TT * TTT A A AA^I J < /TTT A A AA^1\ T>XT A 

Homo sapiens KIAA0063 gene product (KIAA0063), mRNA 


NM 014764 


Homo sapiens DAZ associated protein 2 (DAZAP2), mRNA 


NM 014875 


Homo sapiens KIAA0042 gene product (KIAA0042), mRNA 


NM 014642 


TT — ~ " TS"T A A AA1 £ J. . _ A fYff L A A AO /T"V T> XT A 

Homo sapiens KIAA0036 gene product (KIAA0036), mRNA 


NM 015340 


TT " ^ ^ 1 _ ^ | iTI\T A . 1 i • j t J * 1 /T/T A A AA^O\ T4XT A 

Homo sapiens leucyl-tRNA synthetase, mitochondnal (KIAA0028), mRNA 


NM 014634 


TT , , • T A A A A 1^ _ _ _ 1 _ _ ^ /Tr T A A AA1 f \ T>\T A 

Homo sapiens KIAA0015 gene product (KIAA0015), mRNA 


XTX Jt A 1 inoi 

NM 014783 


TT ' — TTT A A A A 1 O . J_ _ ^± rrr T i AAA11\ n\TA 

Homo sapiens KIAA0013 gene product (KIAA0013), mRNA 


NM 014008 


TT_ • TXX1 x_ ' /TXjC1\ T»XTA 

Homo sapiens JM1 protein (JM1), mRNA 


/V «• A% f\ A^ A^ 

NM_014066 


Homo sapiens HT002 protem; hypertension-related calcium-regulated gene 

/TTTAA A \ TiXT A 

(HT002), mRNA 


XTX # A T >* 1 C A 

NM 014154 


Homo sapiens HSPC056 protein (HSPC056), mRNA 


NM 014153 


tt_ * ^ TTPnriA C C ^ a • /TTOT>AArf\ T>XT A 

Homo sapiens HSPC055 protein (HSPC055), mRNA 


XIX It A1 il If A 

NM 014150 


Homo sapiens HSPC052 protem (HSPC052), mRNA 


NM 014149 


Homo sapiens HSPC049 protein (HSPC049), mRNA 


NM_0 14029 


TT ' TTOT^r»AAA a * /TTOTt/^A1A\ ti\t a 

Homo sapiens HSPC022 protem (HSPC022), mRNA 


NM 014027 


TT • _ TTOT^nAI O » ^ ♦ /TTflAnA 1 0\ T» VT A 

Homo sapiens HSPC018 protein (HSPC018), mRNA 


NM 014019 


TT * T T€1 T» f~*f\ /\ a * /TTAWOAAAV T**^T A 

Homo sapiens HSPC009 protem (HSPC009), mRNA 


NM 015372 


Homo sapiens hypothetical protein (HSN44A4A), mRNA 


NM 015343 


Homo sapiens hypothetical protein (HSAOl 19 16), mRNA 


NMJ) 14063 


Homo sapiens sre homology 3 domain-contaimng protem HIP-55 (HIP-55), 

l1n T)\ T A 

mRNA 


XTXjT A1 a aco 

NM 014052 


T_T.ri-H.tjL /—»n71AO __^A. n * u //TIITI Oft\ T)\T A 

Homo sapiens GW128 protem (GW128), mRNA 


XTX JT Al A OQO 

NM 01488o 


Homo sapiens predicted osteoblast protem (GS3786), mRNA | 


XTNjC Al Af\1f\ 

NM U14UJU 


Homo sapiens G protein-coupled receptor kinase-interactor 1 (G1T1), mRNA 


xix if Al AfY7H 

NM U14U// 


Homo sapiens iJlsJrZJOooUUlzu protem (Ujs^zPjooUuIzU;, mJKiNA 


JNM U134ZJ 


xiomo sapiens UJKJrZ.r->ooMUl2z protem (UJ^z^jooMUIzzJ, mKNA 


NM U1D4DO 


Jtiomo sapiens u&f/JrjoODVJiy protem iDl^ZJ^jooJDUDiy), mKlNA 




Homo sapiens DKrZAP5o4(J0o23 protein (DKr /aP5 6400823), mRNA 


XIX M A 1 C A 1 

NM 015421 


TT^. : T\T*'T2 r 7T%C£ATr*St\£Z*% »ljJ<a /TATA I?' 7 A AT Z" J 1/OA^1\ n\T a 

Homo sapiens DKFZP564K2062 protein (DKFZP564K2062), mRNA 


XTAjT Al C/l 1 C 

NM 015415 


Homo sapiens DKFZP564B167 protem (DKrZP564B167), mRNA 


TSTN/f 0.1^597 

INJVI \JlJJ£f 


Hatha canimc TWVTPAIAVMKCi rvmtf*i*n (T\KV7T>A'\AT>'\ 7<\fi\ mPMA 

nuitiu sapiens Lfj\r/Jr £ fj £ tr i / 3U proiem ^l^jxJZAi^'f jhx^i / mxuNA 


NM 015458 


Homo sapiens DKFZP434K171 protein (DKFZP434K171), mRNA 


NM 015599 


Homo sapiens N^cetylglucosamme-phosphate mutase (AGM1), mRNA 


NM 015434 


Homo sapiens DKFZP434B168 protein (DKFZP434B168), mRNA 


NM 015699 


Homo sapiens hypothetical protein (DJ159A19.3), mRNA 


NM 015697 


Homo sapiens hypothetical protein (CL640), mRNA 


NM 015702 


Homo sapiens hypothetical protein (CL25022), mRNA 
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Homo sapiens ccxi-yo protein (Uvji-ypj, mKJNA 


NM 01538U 


Homo sapiens vAji-o l protein tcvji-j 1 mrUNA 


NM 014143 


Homo sapiens B7-H1 protein (B7-H1), mRNA 


V TV AT A4 iA /"A 

NM 014062 


TT • - AT1T A i • / iTiT i<\ n\T a 

Homo sapiens AKT-4 protem (ART-4), mRNA 


NM 014596 


Homo sapiens zinc ribbon domain containing, 1 (ZNRD1), mRNA 


NM 014519 


Homo sapiens zmc finger protem 232 (ZNF232), mRNA 


NM 014437 


TT /* f . J A • 1 '| ft 9 ■ |VI'' 1 \ T>\T A 

Homo sapiens zmc/iron regulated transporter-like (ZIRTL), mRNA 


NM 015363 


Homo sapiens zmc ringer, imprinted 2 (ZHV12), mRNA 


NM_0 14232 


Homo sapiens vesicle-associated membrane protem 2 (synaptobrevm 2) 
(VAMP2), mRNA 


NMJH4233 


Homo sapiens upstream bmding transcription factor, RNA polymerase I (UBTF), 
mRNA 


NM 014235 


TT * 1_ • * a * fl.-—. A /T !'| IT >l\ T\\T A 

Homo sapiens ubiquitm-like 4 (UBL4), mRNA 


NM 014383 


Homo sapiens testis zmc linger protein (TZFP), mRNA 


NM 014547 


Homo sapiens tropomodulin 3 (ubiquitous) (TMOD3), mRNA 


NM 014548 


Homo sapiens tropomodulin 2 (neuronal) (TMOD2), mRNA 


"V T% AT f\. ■« A A S~ A 

NM 014464 


Homo sapiens tubulointerstitial nephritis antigen (TIN-AG), mRNA 


NM 014258 


Homo sapiens synaptonemal complex protein 2 (S YCP2), mRNA 


NM 014370 


Homo sapiens serine/threonine kinase 23 (STK23), mRNA 


NM 014264 


Homo sapiens senne/threonme kinase 18 (STK18), mRNA 


NM J) 14467 


Homo sapiens sushi-repeat protein (SRPUL), mRNA 


NM 014230 


Homo sapiens signal recognition particle 68kD (SRP68), mRNA 


NM 014320 


Homo sapiens putative heme-binding protein (SOUL), mRNA 


NM 014426 


Homo sapiens sorting nexin 5 (SNX5), mRNA 


NM_014311 


Homo sapiens single-strand selective monofunctional uracil DNA glycosylase 
(SMUG1), mRNA 


NM_014270 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 9 (SLC7A9), mRNA 


NM_0 14252 


Homo sapiens solute carrier family 25 (mitochondrial carrier; ornithine 
transporter) member 15 (SLC25A15), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 014251 


Homo sapiens solute earner family 25, member 13 (citnn) (SLC25A13), mRNA 


NM 014442 


Homo sapiens sialic acid binding Ig-like lectin 8 (SIGLEC8), mRNA 


NM 014521 


Homo sapiens SH3-domain binding protein 4 (SH3BP4), mRNA 


NM 014554 


Homo sapiens sentrin/SUMO-specific protease (SENP1), mRNA 


NM 014563 


Homo sapiens spondyloepiphyseal dysplasia, late (SEDL), mRNA 


NM_014191 


Homo sapiens sodium channel, voltage gated, type VH1, alpha polypeptide 
(SCN8A), mRNA 


NMJH4139 


Homo sapiens,sodium channel, voltage-gated, type XH, alpha polypeptide 
(SCN12A), mRNA 


NM 014363 


Homo sapiens spastic ataxia of Charlevoix-Saguenay (sacsin) (SACS), mRNA 


NMJ) 14285 


Homo sapiens homolog of Yeast RRP4 (ribosomal RNA processing 4), 3-5- 
exoribonuclease (RRP4), mRNA 


NM_0l4496 


Homo sapiens nbosomal protem S6 kinase, 90kD, polypeptide 6 (RPS6KA6), 
mRNA 




iiomo sapiens ring linger protem / yviNr / j, miviN/\ 


NM 014372 


Homo sapiens ring finger protein 1 1 (RNF1 1), mRNA 


NM 014314 


Homo sapiens RNA helicase (RIG-I), mRNA 


NM 014470 


Homo sapiens GTP-binding protein (RH06), mRNA 


NM 014248 


Homo sapiens ring-box 1 (RBX1), mRNA 


NM_0 14226 


Homo sapi ns renal tumor antigen (RAGE), mRNA 


NM 014488 


Homo sapiens RAB30, member RAS oncogene family (RAB30), mRNA 
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JN1V1 V LHjjJ 


Urtwri canipiic P A"R9^ TnpmW D AC rvnrnrrpnp familv fP A "R9^ mPMA 
XTUIIIU octpiCIlb £VnxiZ.Oj iuCulUCr XvrVO Uni/UgCUC loJIlliy yS\r\JJx.\)j f LLLCviN/\ 


NM 014410 


Homo sapiens clusterin-like 1 (retinal) (CLUL1), mRNA 


XTXyf A1<77< 

JNM_U1j /Zj 


riomo sapiens pnotoreceptor outer segment aii-trans rennoi aenyurogenase 

fPPP "HTT^ ttVPMA 
IvKJUrlJ, mrvlNA 


iNlVI_UUD^ / j 


xiomo sapiens papniary renai ceil carcnnoma ^transiocauon-associateaj trKUL*/, 


NM 014337 


Homo sapiens peptidylprolyl isomerase (cyclophilin>like 2 (PPIL2), mRNA 


JNM_U14.34o 


riomo sapiens similar to rax integral memorane glycoprotein ruiviizi 
CP0M121L1), mRNA 


XTXyT A1C70A 


nomo sapiens enaogiycan ^Jruui^AZ j, mKJN a 


NM 014386 


Homo sapiens polycystic kidney disease 2-like 2 (PKD2L2), mRNA 


NM 014390 


Homo sapiens EBNA-2 co-activator (lOOkD) (pi 00), mRNA 


NMJO 14321 


Homo sapiens origin recognition complex, subunit 6 (yeast homolog)-like 
(OKC6L), mRNA 


JNM_U14jOO 


Homo sapiens olfactory receptor, family 1, subfamily D, member 5 (OR1D5), 
mRNA 


INJYL_Ul*fjt)J 


Homo sapiens olfactory receptor, family 1, subfamily A, member 1 (OR1A1), 
mRNA 


iNJVl U1*OjZ 


uomo sapiens ruu transcription tactor (Ud 1 1), mKNA 


JNJVl Ul*Ool 


jciomo sapiens oaorani-Dinamg protein zd ^<jz$x^zxjj, mKJNA 


NM 014582 


Homo sapiens odorant-binding protein 2A (OBP2A), mRNA 


XTA/T Ai/I1>17 

IMM_ 01414Z 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 5 

\1N UU I J )> mtUN A 


INJV1__U l*»OUZ 


riomo sapiens nuciear matrix protein injvltzuu reiateo to splicing iactor r Kr l y 
nsrN>rP9n^ mPMA 

^INlVUrZUU^, nUSJ.N/x 


MM 014198 


nuiiiu sapiens ncsca protein ^inhov^a^j nuxiN/x 




xiomo sapiens inauxi aenyarogenase ^uoiqinnone^ 1 aipna suocompiex, 5 

n QVTi PrilAA nsmTTFAR^ mPTMA 


1N1VJL UlJVj / O 


nomo sapiens neurooeacmn ^injcjjciaj, mtvJNA 


NM 014461 


Homo sapiens contactin 6 (CNTN6), mRNA 


MNyf 014590 
1NJVX v i*OZU 


riomo sapiens jvixjts uuiQing protein ^iouj ia ^MioJtvriAj, mKJNA 


"MTVyf 014991 
JNIVI Ul*fZZl 


riomo sapiens mature i-cen proiueranon i (MiLri ), rniviNA 


vrxyr 00<097 

JNJVl uuoyz/ 


Homo sapiens microfibrillar-associated protein 3 (MFAP3), mRNA 


matt n 1/1^91 

JNJVl_U140Zj 


Homo sapiens male-enhanced antigen (ME A), mRNA 


JNJVl UI440Z 


riomo sapiens JLsmi protem cl,6MI), mKJNA 


JNJVl__UI*K)ZZ 


Homo sapiens loss of heterozygosity, 1 1, chromosomal region 2, gene A 
(L0H1 1CR2A), mRNA 


tsja/t n 149 ah 

in xvx yj l *tz*Tu 


riomo sapiens jljuvi aomains containing 1 ^ljjvllji j, mKJNA 


NM_0 14564 


Homo sapiens LIM homeobox protein 3 (LHX3), mRNA 


MTV/f 014553 


nomo sapiens u?r protem ^L-rSr-yj, mKJNA 


NM_014387 


Homo sapiens linker for activation of T cells (LAT), mRNA 


"MM" O14170 


Homo sapiens neuronal potassium channel alpha subunit (KV8.1), mRNA 


NM_014514 


Homo sapiens killer cell immunoglobulin-like receptor, three domains, short 
cytoplasmic tail, 1 (KiKJlJol), mKNA 


NM_014513 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 

cvtnnlasmie tail 5 fl<rTP9D°4^ mPWA 


NM_014512 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
cytoplasmic tail, 1 (KJR2DS1), mRNA 


NM_014511 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 3 (KIR2DL3), mRNA 


NM_014219 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 2 (KIR2DL2), mRNA 



462 



WO 03/074654 



PCT/US03/0S028 



NM014218 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cvtoolasmic tail 1 (KIR2DL11 mRNA 


NM 014765 


Homo santens translocate ofontpr nriirophnndri»1 rrnp-mVrroTi*» OA A a ViA mn i n ~ 

xa.uaxj.vs oopivxio uouoiuuoow vil uuivA ilUlUvllUIIUIlal IIICIXI DlaliC Z\J IVCoSlJ llOniOiOS 

fKlAA0016) mRNA 


NM_0 14406 


HoiTlO SST31CT1S TJOtassillTTl larpp fionHiiftanrp fulfil im_ar» - Ht7a+*»/"1 /^Vionnol 

AAvmv otiLj/Awixo yuwudiuui icu gv vv/UUUvUUlWw v>alv/l UAI1 ClVs LI YdlCU CUiulIlCly 

subfamily M, beta member 3-like (KCNMB3L), mRNA 


NM_0 14407 


HoiTlO SanienS OOtaSSilim larop rATiHnrtfln^A r»a1rMii"m_or»f~iiro fr»/-? /^V> nnn ol 
xxvuiv ou^/ivuo |yvioooiLUH loigv vwliUU.L>utJJ.wv7 UaAwllAAAA dCUValCU Crl3TiTlPI 

subfamily M beta member 3 (KCNMB3 1 mRNA 


NM 014216 


Homo Sat) i ens inositol 1 3 4-trinhnsnhate Uinacp fi r TPlT1 , i mPMA 

xxvsiixxs oapvtu) iUUOllVi A ) ^ ) 'T~UlLJllUopiiaiC J/\J Ml liloC ^A. JL a aV. 1 J, ITUvlNA 


NM 014425 


Homo s aniens inversin fTNVS i mP iMA 

xxviuu oc»xj*w«ixo luvvioiu I xJ. 1 vuf) ALlAYAN<tV 


NM 014214 


HomO Saoien*? mOoitolfrnVOi-1 Tor 4i-m rm r»r\Vif\er»Vio+<ao<» 7 fTA/TD A 0\ m D\TA 


NM_014271 


Homo sapiens interleukin 1 receptor accessory protein-like 1 (1L1RAPL1) 
mRNA 


NM 014339 


Homo Qanipnc fntprlpiilrin 17 rAOArttnr /II 1 70 1 mD\T A 


NM 014443 


Homo sanien^ intprlpiiVin 17R ^TT 17"R\ mPMA 

aiuuiu od|JXviiO Alllvli&UJVAAl 1 t D \XJLiL f ±J J y LliXvLNxV 


NM 014333 


HomO SaTVIPnQ 1TTITYI1 Ynf*C»l rtKlllin Clin<*t*^omiltF tnarnVtar /f /T/^!1CT7/1\ mDXIA 

xiuuii; dapi&ii^ umiiuiiugiuuuuii oupcridixLiiy, memoer *f {ivjoJr^ ) 9 niKJNA 


NM 014262 


Homo KflnieriQ hvnnfhptiral nrntm'n Tk /XT CT TA7Q7/Ci *WDXTA 
ajajiaivi aa.pitiio iiy pu laic uuoi pruLcin o vnoU*r/"ZOJ, m.KJN/Y 


NM 014424 


Homo ^anien^ fipat «if»orV 97VTj rtmtpin fomili/ momKor n ( r*n.-*A\ rt i , n ^^, ,i «^ 
A^vriiiw oapitno ixcaL ouuv\ pruiciii iaimiy, memoer / i carciovascuiar) 

(HSPB7), mRNA 


NM 014473 


Homo saoiens outative dimpthvlnHpnncinp tnxncff*mor* rPTQ A07/^1^ rWDXTA 

xxv/uxvp oaj^rAVAio yuiouvt uxuiwuiyiauciUUoxIlC lianalClaSe yxi^x\j^ /Oly, nltvlN A 


NM 015370 


Homo saoiens hvnothetical nrotein rHS747F? A"\ mTJlslA 


NM 015371 


Homo saoiens hvDothetical nrotein fHS122R1 mP"NTA 


NM 014345 


Homo saoiens endocrine reonlator nTRTTTFR?4^^ mT?tJA 


NM 014255 


Homo saoiens transmembrane nrotein 4 rTM"R\f*lA mPMA 


NM 014257 


Homo saoiens CD209 antmen-liVe (( ^D^OQT i mP"NTA 


NM 014213 


Homo sapiens homeo box D9 (HOXD9), mRNA 


NM 014620 


Homo saoiens homeo box C4 rHOVPA^ mT?TsIA 


NM 014212 


Homo saoiens homeo box P1 1 rHOVPl W ml? XT A 


NM 014260 


Homo saoiens HT.A claw TT rem on pyhtpqcpH m*n#» if"R7 /^4^?'lH7^ wiDxta 


NM 014356 


Homo saniens HGOfi ? nrntpfn (WC\Of\ T\ mPMA 


NM 014354 


Homo saniens HGCfi 1 1 nrotein fffOP/i 1 1^ mPiJA 

A-a-VAXAV/ OCIJJIWIIO XXVJ V_/\J. l . i piUtClIl ^AAVJV^U. 1.11, lAxxvXNA. 


NM 014571 


Homo sariien^ hairv/ennnnnpr-o'T-cnlit i*r>1of^/1 tt rif^t VO'DAaT' mAfif ix« /ttcvt \ 

xivrxAAv aapiciib iuiixyi ci iikiiiLci-oi -spi 1 1 reiaieQ wiin i jkjt w motxi-lilce ^hhyi 
mRNA 


NM 014606 


Homo saoiens hect domain and PT T> % fHRPP'* i mPMA S 


NM 015726 


Homo saoiens H326 fH^^rti mRNA 


NM014619 


Homo sapiens glutamate receptor, ionotropic, kainate 4 (GRIK4), mRNA 


NM 014626 


Homo saoiens O nrotein -ttm ml pd r<vAntnr /nPX><^ -_t>xt a 

-x-^v/xiiw oapiwio VJ piUlCill^UUpiCU ICvCpiOr JO ^Vjx xv3 0 1, TTlK,|N/\ 


NM 014627 


Homo sapiens G protein-coupled receptor 57 (GPR57), mRNA 


NM 014498 


Homo samen«5 tvne II r-rnl cn mpmKn)np -n-r/^-foi-rt /OT>I>1 oo\ m n\T a 

a ' i - wi - i * v7 *>**piwixd ujr pc. aa vjuigi incxnuTanc proiem ^vja a 1 jU j, mJKJNA 


NM 014373 


Homo saoiens niitativp Cr nrntpin in! ^>rl rapontnr i co^ «d\ta 

xxwinwr oapi^iid puLduvc \j pioicin-coupiea receptor ^vjJri^xvl^uj, mKJNA 


NM 014236 


Homo sapiens glyceronephosphate O-acyltransferase (GNPAT), mRNA 


NM 015710 


AAuiiiu odpiciib guoma lumor suppressor candidate region gene 2 (GLf SCR2), 
mRNA 


NM 015711 


xauiiiu sapiens gaoma uimor suppressor canaiaate region gene 1 (GLTSCR1 L 
mRNA 


NM 015715 


Homo sapiens group HI secreted phospholipase A2 (GHI-SPLA2), mRNA 


NM_014291 


Homo sapiens glycine C-acetyltransferase (2-amino-3-ketobutyrate coenzyme A 
ligase) (GCAT), mRNA 


NM_014364 


Homo sapiens glyceraldehyde-3 -phosphate dehydrogenase, testis-specific 
(GAPDS), mRNA ' 


NM 015714 


Homo sapiens putative lymphocyte G0/G1 switch gene (G0S2), mRNA 


NM 014489 


Homo sapiens FGF receptor activating protein 1 (FRAG1), mRNA 
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NM 014585 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 
transporters), member 3 (SLC1 1 A3), mRNA 


NM 014344 


Homo sapiens putative secreted ligand homologous to Ijxl l^JAl), mKJNA 


NM 014439 


Homo sapiens Merleukin-1 Superfamily z (FILl(ZETA)), mRNA 


NM 014440 


Homo sapiens Interleukin-1 Superfamily 1 (FlLl(EPSILON)), mRNA 


NM 014438 


Homo sapiens Interleukin-1 Superfamily e (*1L1), mRNA 


NM 014210 


Homo sapiens ecotropic viral integration site 2A (EVI2A), mRNA 


NM 014355 


Homo sapiens enolase alpha, lung-specific (ENOIB), mRNA 


NM 014600 


Homo sapiens EH-domain containing 3 (EHD3), mRNA 


NM 014601 


Homo sapiens EH-domain containing 2 (EHD2), mRNA 


NM 014503 


Homo sapiens down-regulated in metastasis (DRJM), mRNA 


NM 014549 


Homo sapiens DKFZp434P21 1 protein (DKFZP434P21 1), mRNA 


NM_014388 


Homo sapiens novel putative protein similar to YIL09 1C yeast hypothetical 84 
kD protein from SGA1-KTR7 (DJ434014.5), mRNA 


NM_014618 


Homo sapiens deleted in bladder cancer chromosome region candidate 1 
(DBCCR1), mRNA 


NM 014392 


Homo sapiens neuron-specific protein (D4S234E), mRNA 


NM 004389 


Homo sapiens catenin (cadherin-associated protein), alpha 2 (CTNNA2), mRNA 


NM 014343 


Homo sapiens claudin 15 (CLDN15), mRNA 


NM 014887 


Homo sapiens hypothetical protein from BCRA2 region (CG005), mRNA 


NM 014207 


Homo sapiens CDS antigen (p56-62) (CDS), mRNA 


NM 014335 


Homo sapiens chromosome 15 open reading frame 3 (C1SORF3), mRNA 


NM 014206 


Homo sapiens chromosome 1 1 open reading frame 10 (CI lorflO), mRNA 


NM 014453 


Homo sapiens putative breast adenocarcinoma marker (32kD) (BC-2), mRNA 


NM_014382 


Homo sapiens ATPase, Ca-H- transporting, type 2C, member 1 (ATP2C1), 
mRNA 


NM_014570 


Homo sapiens ADP-ribosylation factor GTPase activating protein 1 
(ARFGAP1), mRNA 


NM 014278 


Homo sapiens heat shock protein (hspl 10 family) (APG-1), mRNA 


NM 014495 


Homo sapiens angiopoietin-like 3 (ANGPTL3), mRNA 


NM_004037 


Homo sapiens adenosine monophosphate deaminase 2 (isoform L) (AMPD2), 
mRNA 


NM 014324 


Homo sapiens alpha-methylacyl-CoA racemase (AMACR), mRNA 


NM 014476 


Homo sapiens alpha-actinin-2-associated LM protein (ALP), mRNA 


NM 014423 


Homo sapiens ALU fused gene from 5q31 (AF5Q3 1), mRNA 


NM_0 14590 


Homo sapiens endogenous retroviral family W, env(C7), member 1 (syncytin) 
(ERVWE1), mRNA 


NM 014486 


Homo sapiens neuronal thread protein (AD7C-NTP), mRNA 


NM_014384 


Homo sapiens acyl-Coenzyme A dehydrogenase family, member 8 (ACAD8), 
mRNA 


NM 014274 


Homo sapiens Alu-binding protein with zinc finger domain (ABP/ZF), mKNA 


NM 014444 


Homo sapiens gamma tubulin ring complex protein (76p gene) (76P), mRNA 


NM_007082 


Homo sapiens RAB, member of RAS oncogene family-like 2A (RABL2A), 
mRNA 


NM_013412 


Homo sapiens RAB, member of RAS oncogene family-like 2A (RABL2A), 
transcript variant 1, mRNA 


NM_005036 


Homo sapiens peroxisome proliferative activated receptor, alpha (PPARA), 
mRNA 


NM_000793 


Homo sapiens deiodinase, iodothyronine, type H (DI02), transcript variant 2, 
mRNA 


NM_013989 


Homo sapiens deiodinase, iodothyronine, type II (DI02), transcript variant 1, 
mRNA 



464 



WO 03/074654 



PCT/US03/05028 



NM 004323 


Homo sapiens BCLz-associated atnanogene (BAGl), mKJNA 


NM 000156 


Homo sapiens guanidinoacetate N-methyltransferase (GAMT), mRNA 


NM 002782 


Homo sapiens pregnancy specific beta-1 -glycoprotein 6 (PSG6), mRNA 


NM 005523 


Homo sapiens homeo box Al 1 (HOXA1 1), mRNA 


NM 007050 


Homo sapiens protein tyrosine phosphatase, receptor type, T (PTPRT), mRNA 


NM 006249 


Homo sapiens proline-nch protein BstNI subfamily 3 (PRB3), mRNA 


NM 005529 


Homo sapiens heparan sulfate proteoglycan 2 (perlecan) (HSPG2), mRNA 


NM_005187 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 
3 (CBFA2T3), mRNA 


NM_005565 


Homo sapiens lymphocyte cytosolic protein 2 (SH2 domain^ontaining 
leukocyte protein of76kD) (LCP2), mRNA 


NM 002298 


Homo sapiens lymphocyte cytosolic protein 1 (L-plastin) (LCP1), mRNA 


NM 005190 


Homo sapiens cyclin C (CCNC), mRNA j 


NM_005415 


Homo sapiens solute carrier family 20 (phosphate transporter), member 1 
(SLC20Al),mRNA 


NM 001040 


Homo sapiens sex hormone-binding globulin (SHBG), mRNA 


NM_002777 


Homo sapiens proteinase 3 (serine proteinase, neutrophil, Wegener 
granulomatosis autoantigen) (PRTN3), mRNA 


NM_005199 


Homo sapiens cholinergic receptor, nicotinic, gamma polypeptide (CHRNG), 
mRNA 


NMJ) 13936 


Homo sapiens olfactory receptor, family 12, subfamily D, member 2 (OR12D2), 
mRNA 


NMJ)13937 


Homo sapiens olfactory receptor, family 11, subfamily A, member 1 (OR1 1A1), 
mRNA 


NM_013940 


Homo sapiens olfactory receptor, family 10, subfamily H, member 1 (OR10H1), 
mRNA 


NMJ)13941 


Homo sapiens olfactory receptor, family 10, subfamily C, member 1 (OR10C1), 
mRNA 


NMJ) 1393 8 


Homo sapiens olfactory receptor, family 10, subfamily H, member 3 (OR10H3), 
mRNA 


NMJ)13939 


Homo sapiens olfactory receptor, family 10, subfamily H, member 2 (OR10H2), 
mRNA 


NM 013452 


Homo sapiens variable charge, X chromosome (VCX), mRNA 


NM 013437 


Homo sapiens potential tumor suppressor (ST7), mRNA 


NM 013440 


Homo sapiens paired immunoglobiilin-like receptor beta (PILR(BETA)), mRNA 


NM_013439 


Homo sapiens paired immunoglobulin-like receptor alpha (PBLR(ALPHA)), 
mRNA 


NM 013446 


Homo sapiens makorin, ring finger protein, 1 (MKRN1), mRNA 


NM 007267 


Homo sapiens expressed in activated 17LAK lymphocytes (LAK-4P), mRNA 


NMJ)13450 


Homo sapiens bromodomain adjacent to zinc finger domain, 2B (BAZ2B), 
mRNA , 


NM_013448 


Homo sapiens bromodomain adjacent to zinc finger domain, 1A (BAZ1A), 
mRNA 


NM_000033 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 1 (ABCD1), 
mRNA 


iNXVi v\jjz.Dyo 


TJatM#\ n i\ m %. ■ .clot, n ■ -i i-_n_ _n j-l11jt ji.-lit #" ~* ,/i.ut. j\ j~l h n_ j_ *_1 i n <-> ^ n <-> /"Yl ^ ^\ T /^T7\ . ^ , T"^ "V T A 

riomo sapiens procollagen c-enaopepuaase enhancer (rUULCJcs), mKN A 


NM 004504 


Homo sapiens HTV-1 Rev binding protein (HRB), mRNA 1 


NM_004131 


Homo sapiens granzyme B (granzyme 2, cytotoxic T-lymphocyte-associated 
serine esterase 1) (G2MB), mRNA 


NM 000791 


Homo sapiens dihydrofolate reductase (DHFR), mRNA 


NM 004335 


Homo sapiens bone marrow stromal cell antigen 2 (BST2), mRNA 


NM 001197 


Homo sapiens BCL2-interacting killer (apoptosis-inducing) (BJK), mRNA 
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NM 000487 


TT ~ nnMOne anrl cnil T"at"oc*» A // A Q A ^ TTlWN A 

nOTTlO SSpiCllS aiy ISII UdUloC i\ \ J\J\Or\j t LLuVi>/\ 


i\M_U04jy / 


HOmO SapidlS Small LLUClCaT nDOnUV/lcUprULClll U£* yyjiy y^yuw* ^ii/.jftA/j 
/OXTPPTY?^ ml? 1ST A 


NM UU0iy4 


riorno Sapiens paiicu uua gciic y /, uirviiix 


NM 013330 


Homo sapiens NME7 (NME7), mRNA 


MM U1Z4/0 


TJnm/\ OQntAtlC ■« raft f » o 1 Q ft t PT"1 rVT" V) OTT1 nOY V f\t A A /i TttR A 

xiomo Sapiens ventral aiiicriur uuiiicuuua a \ vrvy\-£.y, iiixvi^xl 


NM 0 IZz j 3 


xiomo Sapiens a ctns&s loiase-iiKe 1 iirwii^ij, iiixvi^rv. 


NM 01 2268 


Homo Sapiens similar to vaccinia virus ximoiii jsj+Lj \ji\r vxiu-rw**/, lluvin/a. 


NM 002017 


Homo Sapiens rnena leu&emia virus integration 1 [tlalj, iiixsj.n/\ 


NM 006769 


Homo sapiens jljjvl aomain oniy h ^ovi\/*fj, niruN a 


NMJJUzzoO 


Homo sapiens Killer ceil lecnn-iiKe recepxor suDianniy memuer z ^ruuvozy, 

mKJNA 


NM 005317 j 


Homo sapiens granzyme ivi ^lympnocyie mei-ase i j ^vjz*ivij.Yij, uiiviirv, 


NM 00441 / 


xiomo sapiens uuai speciiiciiy pnospnaiosc 1 yuxjor ij, uuvi^tr\ 


NM 01zlz> 


Homo sapiens cnonnergic reccpior, musuariiiiu j ^u»xxivlvi j} 9 ijjjvin/\ 


NM OOIzjo 


Homo sapiens caruonyi reauciase 3 ^v^ijivj mixiN a 


XTTV/f (\~\11A1 

NM U13343 


Homo sapiens inavj-/ protein ^in/vvj- / ) 9 miviN/\ 


NM 01JJ44 


xiomo sapiens leucine zipper-iuvc pruiem ^l^z^i^x j 9 uuvln/v 


XTA/f A1 19'*£ 
NM U13Z30 


xiomo sapiens nice mouse urain proicin cto ^dhuij y, huuna 


NM OIjJoO 


Homo sapiens zinc nnger protein zzo ^/jiNrzzo^, mivLN/\ 


NM OIJjdZ 


Homo sapiens zinc nnger protein zzj ^ZANrzzjj, nuvtN/\ 


XT\JT A1 HOO 

NM OlJiJJo 


Homo sapiens zinc nnger protein zz*f ^z*iNrzz*fi, iiuvln/\ 


NM 013301 


jtiomo sapiens zinc nnger protein zzj ^ZjiNrzzj^, miviN/v 


NM U1330U 


nomo sapiens zinc nnger proicin zzz \z^i\rz.z,^) ) iiuvi^yx 


XTAyf nillCQ 

NM 0133jy 


Uy\<m/> cam'«nc mno fincw»r nrntAi'n 991 ^7^X1799^ TYlT?^J A 

uomo sapiens zinc nnger protein zz i jZ/iNrzzi^, mtviN/i 


NM OlizOO 


Homo sapiens zinc nnger protein zid v,zj.Nrzij^, nuviN/\ 


NM 013249 


Homo sapiens zinc finger protein 214 (ZNF214), mRNA 


XTJV If A1TK/C 

NM U13z->o 


Homo sapiens zinc linger protein lot/ ^xxriz,i oo ) ^ZviNr iou^, nuviNA 


NM 013371 


Homo sapiens interleukin 19 (IL19), mRNA 


NM 013403 


TT _ . . _ * * 1 * f I lvT\ T\TL T A 

Homo sapiens zmedm (zHN), mRNA 


NM 013378 


TT * . - "V\ I,,..,,,!. n - , j*. - _ O /X 7"T\"D L'l)0\ M T)\T A 

Homo sapiens pre-B lymphocyte gene 3 (yrKhB3), mKNA 


NM 013270 


Homo sapiens testes-specitic protease do (lorDOj, mKJNA 


-vt> jt rv 1 hoi 

NM_013381 


Homo sapiens thyrotropin-releasing hormone degrading ectoenzyme (TOHDE), 

mKJNA 


NM_013315 


Homo sapiens transmembrane phosphatase with tensin homology (TPTE), 

mPXTA 

mKJNA 


NM U133->3 


nomo sapiens tropomoQuiin ^musciey ^ i ixxkjuh ) i mxviN/\ 


vnT A1 IIQA 

NM 013390 


nomo sapiens transmemDrane protein z ^ iivtiiivizj, iiikin/y 


NM 013319 


Homo sapiens LTansiuonai epitnena response protein ^ 1 ckjci i ^, miviN a 


XTA>T A119<^ 

NM 013Zj4 


Homo sapiens l AiNiv-Dinoing Kmase i ^ iojvi ), nxKiN/v 


NMJU3309 


Homo sapiens solute carrier family 30 (zinc transporter), member 4 (SLC30A4), 

m T)VTA 

mKJNA 


XTA/T A111C< 

NM 0133 JO 


Homo sapiens monocarooxyiate transporter 3 ^oj^v^ io/\oj, rruviN/v 


NM 013Z5/ 


Homo sapiens serum/giucocorncoia reguiaieo Kmase-ince ^ovtjsjl/, miviN/v 


NM 013376 


Homo sapiens CDK4-binding protein p34SEIl (SEI1), mRNA 


MM 01394^ 
in jyx ui j ah j 


T-Tnmn <sflriipn<i c p rrf* tr» errs n in III r.xr'TT'^^ ttVR~WA 


NM_013352 


Homo sapiens squamous cell carcinoma antigen recognized by T cell (SART-2), 
mRNA 


NM 013401 


Homo sapiens RAB3A interacting protein (rabin3>like 1 (RAB3BL1), mRNA 


NM 013237 


Homo sapiens px 1 9-like protein (PX 1 9), mRNA 


NM 013261 


Homo sapiens peroxisome proliferative activated receptor, gamma, coactivator 1 
(PPARGC1), mRNA 
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NM 013268 


Homo sapiens placental protem l j (rr lj;, hikxna 


NM 013382 


Homo sapiens putative protem O-mannosyltransierase (ruivi i zj, itlkina 


NM 013232 


Homo sapiens programmed cell aeatn o (rjjuuoj, nuuNA 


NM 013397 


Homo sapiens over-expressed breast tumor protein (OBTP), mRNA | 


NM_013389 


Homo sapiens NPC1 (Niemann-Pick disease, type CI, genej-nice 1 (JNPClLl), 
mRNA 


NM 013326 


Homo sapiens colon cancer-associated protein Micl (MIC1), mRNA 


NM 013238 


Homo sapiens DNAJ domain-containing (MCJ)» mRNA 


MM 013269 


Homo sapiens lectm-like NK cell receptor (LLT1), mRNA 


NM_013289 


Homo sapiens killer cell immunoglobulin-like receptor, three domains, long 
cytoplasmic tail, 1 (KIR3DL1), mRNA 


NM 013311 


Homo sapiens insulin upstream factor 1 (IUF1), mRNA 


NM 013278 


Homo sapiens interleukin 17C (EL17C), mRNA 


NM_013292 


Homo sapiens (clone PWHLC2-24) myosin light chain 2 (HUMMLC2B), 
mRNA 


NM_013288 


Homo sapiens DNA binding protein for surfactant protein B (HUMBINDC), 
mRNA 


NM_013244 


Homo sapiens UDP-N-acetylglucosamine:a-l,3-D-mannoside beta-l,4-N- 

« « i , /» tt r 1 1 /YT/^\TT TXT TT\ n\T A 

acetylglucosaimnyltransferase IV-homolog (HGNT-IV-H), mRNA 


NM 013264 


Homo sapiens gonadotropin-regulated testicular RNA helicase (GRTH), mRNA 


NM_013281 


Homo sapiens fibronectin leucine rich transmembrane protein 3 (FLRT3), 
mRNA 


NM_013231 


Homo sapiens fibronectin leucine rich transmembrane protein 2 (FLRT2), 
mRNA 


NM 013241 


Homo sapiens FH1/FH2 domain-containing protein (FHOS), mRNA 


NM_0 13342 


Homo sapiens TCF3 (E2A) fusion partner (in childhood Leukemia) (T*PT), 
mRNA 


NM_0 13246 


Homo sapiens cardiotrophin-like cytokine; neurotrophin-l/B-cell stimulating 
factor-3 (CLC), mRNA 


NM_0 13372 


Homo sapiens cysteme knot superfamily l, BMP antagomst l (CKTSF1B1), 
mRNA 


NM 013327 


Homo sapiens CGI-56 protem (CGI-56), mRNA 


NM_013230 


Homo sapiens CD24 antigen (small cell lung carcinoma cluster 4 antigen) 
(CD24), mRNA 


NM 013276 


Homo sapiens carbohydrate kinase-like (CARKJL), mKJNA 


NM 013399 


Homo sapiens chromosome 16 open reading frame 5 (C16orf5), mRNA 


NM 006765 


mm • T^fc A A * A A A— ^ — /TV T*^ ^ \ T*l \T A 

Homo sapiens Putative prostate cancer tumor suppressor (N33), mRNA 


NM 006792 


Homo sapiens mortality factor 4 (MORF4), mRNA 


NM_000397 


Homo sapiens cytochrome b-245, beta polypeptide (chronic granulomatous 
disease) (CYBB), mRNA 


NM 005098 


Homo sapiens musculin (activated B-cell factor-1) (MSC), mKJNA 


NM_006144 


Homo sapiens granzyme A (granzyme 1, cytotoxic T-lymphocyte-associated 

• • O \ /rtrri Jt A \ ti\T 1 

senne esterase 3) (GZMA), mRNA 


NM 002047 


Homo sapiens glycyl-tRNA synthetase (GARS), mRlNA 


NM 004405 


Homo sapiens distal-less homeo box 2 (DLX2), mKJNA 


JN1V1 \)\Jhj 1 1 


TTsvm/t conimc C.r% o rrvm r*r r\mtf*\r\ /vvmnlpT CllV>l tTIlt fllTihfl fCOPAl mRN^A 
All/ II It) bdpiviio y*\J <X LUIIICI piUlClU ^UilipivA, alAUlAlliv aij/iiu * */j ""viin. 


NM 005181 


Homo sapiens carbonic anhydrase EH, muscle specific (CA3), mRNA 


NM 001663 


Homo sapiens ADP-ribosylation factor 6 (ARF6), mRNA 


NM 001662 


Homo sapiens ADP-ribosylation factor 5 (ARF5), mRNA 


NM 001660 


Homo sapiens ADP-ribosylation factor 4 (ARF4), mRNA 


NM 001658 


Homo sapiens ADP-ribosylation factor 1 (ARF1), mRNA 


NM 000492 


Homo sapiens cystic fibrosis transmembrane conductance regulator, ATP- 



467 



WO 03/074654 



PCT7US03/05028 





binding cassette (suD-tamiiy memoer / j ikj, nuviN/v 


NM 003560 


Homo sapiens phospholipase A2, grpup VI (cytosolic, calcium-independent) 
(PLA2G6), mRNA 


NM 004004 


Homo sapiens gap junction protein, oeia z, zoku iconncxin zoj ^vjjx>^j, hitun/\ 


NM 005198 


Homo sapiens choline Kmase-iiKe ^hjsxj, mtuN a 


NM 012482 


Homo sapiens zinc nnger protem Zo i (ZJNrZo i j, mKJNA 


NM 012256 


Homo sapiens zinc nnger protein ziz (ZaNrZizj, mKNA 


NMJ) 12479 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, gamma polypeptide 1 1 wxiavjj, iiikina 


NM 012255 


Homo sapiens 5 -3 exonbonuc lease z iakjnzj, mKJNA 


NM 012474 


Homo sapiens undine monophosphate kinase (UJVir Jvj, mKJNA 


NM 012473 


Homo sapiens tnioreaoxin, mitocnonanai (iajnzj, mKJNA 


NM 012466 


Homo sapiens tetraspanin 1M4-Jbs (1M4-15), mKNA 


NM 012465 


Homo sapiens tolloia-liKe Z (1JLJLZ;, mKJNA 


NM 012464 


Homo sapiens tolloid-like 1 (TLL1), mKNA 


NM 012290 


Homo sapiens tousled-like kinase 1 (TLK1), mKJNA 


NM 012455 


Homo sapiens SEC7 nomoiog mKNA 


NM 012454 


Homo sapiens T-cell lymphoma mvasion and metastasis z ^i jajyiz;, mrUNA 


NM 012251 


Homo sapiens transcription tactor A, mitocnonanai (irAMj, mKJNA 


NM 012451 


Homo sapiens synaptogyrin 4 (SYNGR4), mRNA 


NMJ) 12448 


Homo sapiens signal transducer and activator of transcription 5B (MA15B), 
mRNA 


NM 012447 


Homo sapiens stromal antigen 3 (STAG3), mKNA 


NM 012445 


Homo sapiens spondin 2. extracellular matrix protein (SPON2), mRNA 


NM 012443 


Homo sapiens sperm associated antigen 6 (SPAG6), mRNA 


NMJH2244 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 

. \ in /TIT A 0\ T1XT A 

system), member 8 (SLC7A8), mRNA J 


NMJ)12243 


Homo sapiens solute earner family 35 (UDP-N-acetylglucosamme (UDr- 
GlcNAc) transporter), member 3 (SLC35A3), mRNA 


NMJH2434 


Homo sapiens solute carrier family 17 (anion/sugar transporter), member 5 
(SLC17A5), mRNA 


NM 012432 


Homo sapiens SET domain, bifurcated l (SJEIDB1), mKNA 


NM 012427 


Homo sapiens kallikrein 5 (KLK5), mRNA 


NM 012236 


Homo sapiens sex comb on midleg homolog 1 (SCMH1), mRNA 


NMJ) 12424 


Homo sapiens nbosomal protem So kinase, 52kD, polypepuae 1 (KrboKCl;, 
mRNA 


NM 012421 


Homo sapiens rearranged L-myc fusion sequence (RLF), mRNA 


NM 012415 


Homo sapiens KAD54, o. cerevisiae, nomoiog oi, t> (KAUD^d), mKiNA 


NM_0l24l0 


Homo sapiens type I transmembrane receptor (seizure-related protein) (PSK-1), 
mKNA 


NM 012409 


Homo sapiens prion gene complex, downstream (PRND), mRNA 


NM 012402 


Homo sapiens partner of RAC1 (anaptin 2) (POK1), mKNA 


"V TK M /% 1 O vt f\(\ 

NM 012400 


Homo sapiens pnospnolipase AZ, group iilJ (rJLAZLjZU;, nuviNA 


NM 012399 


Homo sapiens pnospnotiayunositoi transter protein, beta (riirJNxJ;, mKJNA 


NM 012088 


Homo sapiens 6-phosphogJuconolactonase (PGLS), mRNA 


jNjyi uizjio 


xiomo sapiens rr I ajlkb protem Kinase i yrr iivi j, iui\in/\ 


NM_012391 


Homo sapiens prostate epithelium-specific Ets transcription factor (PDEF), 
mRNA 


NM 012385 


Homo sapiens p8 protein (candidate of metastasis 1) (P8), mRNA 


NM 012383 


Homo sapiens osteoclast stimulating factor 1 (OSTF1), mRNA 


NM 012375 


Homo sapiens olfactory receptor, femily 52, subfamily A, member 1 (OR52A1), 
mRNA 
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NM 012368 


Homo sapiens olfactory receptor, family 2, subfamily C, member 1 (0R2C1), 

mKJNA _ 


NMJH2360 


Homo sapiens olfactory receptor, family 1, subfamily F, member 8 (OKI* 8), 

mKJNA 


NM_012352 


UAtviA 0 oT\i^nc Aifnrtrtrv recentor fanulv 1 subfarmlY A* member 2 (OKI A2), 

rlOmO Sapiens Ollaviuijr lvvvpwJij ia*iujjr *» o ***^ j y \ '* 


\T» r A 1 1OC 1 

NM_0 12351 


Tj nTy) _ can : pnc nifortorv recentor family 10. subfamily J. member 1 (OK1UJ1), 


NM_0l2345 


tirvTTir* cawpnc nuclear fra«rile X mental retardation protein interacting protein 1 
jiomo sapiens mivicoi a* cigiiv x*. mwnui & vuu uuuv»» ^» v — ~» o * 

r\rr rcTP 1 \ ttiRNA 


NM 012344 


Homo sapiens neurotensin receptor 2 (NTSR2), mRNA 


NM 012343 


tJrtTvirt cQnimc nir ntinnTniHp nucleotide transhvdrosenase CNNT), mRNA 


NM 012342 


tt----. cQm'pnc nntntivp tran ^membrane nrotein fNMA), mRNA 


NM 012337 


Homo sapiens nasopharyngeal epithelium specific protein 1 (NESG1), mRNA 


NM 012330 


U/v-mA eonimc ViictATif» nrprvln^nsferase rMORFV mRNA 


NM 012064 


Homo sapiens major intrinsic protein of lens fiber (MIP), mRNA 


NM_012214 


it vnittnncnrl ( a1r\Via_1 ^ J\-Or1vcnnrntein hetB-1 4-N- 

xlomo sapiens mannosyi ^aipna-i,j-»-giywupiuit;ui u^ua x,-r 

««^4^»1rr1iir*rteQTniriT7ltTr»-ncfprsiCP l<?flPT17Vnie A rMGAX4A). mRNA 

acetyifiiucosaininyinranaicniop) iau^iiz.jriiiw a ■» . 


NM 012213 


Homo sapiens malonyi-CoA decarboxylase (MLYCD), mRNA 


NM_012325 


tToMH «««io*ip <m<ifvrrkfiiiMiif* occnr*icjtf»H rtrntpin RP/RB fainilv member 1 
Homo sapiens nucroiUDUie-associaicu piutcm, j\x /i^u- mum jr , jjjwuww a 

(MAPRE1), mRNA 


NM_012318 


yt„^,„ „^ i«Mi/*iTi<» TiT»r»**T PP-ViQ-nH rnntflininp transmembrane orotein 1 
xlomo sapiens leucine zipper- jut -iicuiu. L-uiiumiiiig utuioiuwiuuA«uw ^ivkvui 

0JETM1"), mRNA 


NM 012317 


tt„^, _ ———^^.^oi ic»n/->iT^ck r^rmpr /lAnm-rptmlateH in cancer 1 ( J J )t <•! i« tnKjNIA 


NM_012314 


Homo sapiens killer cell irnmunoglobulin-like receptor, two domains, short 

Mff AM 1aemii« Mil A fWRODQA} mRNA 


NM_012313 


tt a «,„ -n^io-e iriii«»r r>r>l1 i-mmiin AolnVnilin-lflre recentor two domains, short 
jriomo sapiens Kiner ceu liiiiiimiugiu u uitu ijjxw i^wpwi, l v * v 

*ifA«1oMYii« tail 3 n^TROFi^^^ mRNA 

cytoplasmic tan, d xjsjjs^ijoj ) f iiii\i>-rv 


NM_012312 


tj«-,a nnmanc triii<»r r»^ii i mmi in n ctI nKi i 1 i n -1 i Ice recentor two domains, short 
jiomo sapiens xuiier ecu uiuiiuAiugivji^uiij.* ii^v ivwj»w/ij «.»tw wviu«u*uj 

/wrfA^laPmiA roil 9 n^TR ?Tl^9^ mPMA 


NM_012307 


ronionr ^iflrVrf»r»Hj»llv pyatpqqpH in adenocarcinoma of the luns 
jxQiilo sapiens cniicrciiiiaiiy cApicoocu. in outu wcu wiuvui» ***** 

(KIAA0987),mRNA 


NM 012306 


tTattia eQni*»Tic lifpailflrH fPCTA AOQSO'i mRNA 


NM 012302 


Homo sapiens latrophilin (KIAA0786), mRNA 


NM 012295 


TT ntnn cQnipnc AalAin^nrin AinHincr nrotein 1 rtrTAAfl^^OV mKJNA 


NM 012288 


T| A mA cQTiipnc TP AM-lilrp nrntein nCTAA0057^ mRNA 


NM 0 1228o 


it Am a ca-nipnc MnPF-relflteH apne X rKIAA0026^. mRNA 


NM_0 12283 


Uattia conipnc r*Afoccintn vnltsioe-oatefl channel subfamily G, member 2 
rtCCl^Ci')} m"RNA 


NM_012282 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 1- 
ItVp n^PNFlT^ mRNA 


NM 012278 


Homo sapiens integrin beta 1 binding protein (melusm) 2 (TTGB1BP2), mRNA 


XTTV K A1 1 1 

NM 012211 


UnvnA canimc tnt*»frrtn al-nViil 1 1 CWCr A 1 1 1 TtllvNA 


NM OlZz// 


Wattia csiriipnc t>5inrrpflrir Kpffl cell crrowth fector (INGAPk mRNA 


NM 012275 


Homo sapiens interleukin-1 receptor antagonist homolog 1 (BL1HY1), mRNA 


NM 012259 

1~AtA V/ 1. ****** S 


Homo sapiens hairy/enhancer-of-split related with YRPW motif 2 (HEY2), 
mRNA 


NM_012258 


Homo sapiens hairy/enhancer-of-split related with YRPW motif 1 (HEY1), 
mRNA 


NM 012257 


Homo sapiens HMG-box containing protein 1 (HBP1), mRNA 


NMJH2087 


Homo sapiens general transcription factor mC, polypeptide 5 (63kD) (GTF3C5), 
mRNA 
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XTA/f AlO'lA'l 
JNM__vlZZU.3 


TTnmn wmipnc alvAxvlate tpAu r tespVh vdtOX VDVTUVatC reductase (CjRJdLfK.). 
mRNA 


NA/T 01990? 
IN 1V1 V 1 LL\J£* 


TTnmA ^aniens on an in e nucleotide bindins orotein ( G protein), ganuna 3 
(GNG3), mRNA 


JlNJVI UliUO*t 


TTnmA aniens Glutamate dehvdroeenase-2 fGLUD2i. niRNA 


KTAyf AT5101 


TJnmft cn-rvipnc nntativp tiimnr 'junnre^'JOT fFUS2 1 mRNA 


xtaj ni9lR^ 
JNM U1Z10J 


UnmA <?anien<; forkhead box E2 fFOXE2i. mRNA 


JNM UIZIoj 


Wntnft canipnc fnrVhearl box D3 fFOXD3^ mRNA 


NM U1Z1DJ 


jlOmO Sapiens Cti> noinoiOJgUUS lawLUi ^r<n ry, iiixvx^xx 


NMJH2080 


Homo sapiens DNA segment, numerous copies, expressed probes (GS1 gene) 

/TYYT7 £flQ 1 T?\ mPNA 


XTTV if aioi>40 
MM UlZi4o 


Xromo Sapiens ooudic huiiicu uu a, j ^i>/u/vj j, iu-lvl^/t. 


XTTV/f A TO 1/1*7 


TlnmA conipne HahKIp* ViAmpr\KriY 9 rOT Fx~9^ mRNA 

JnLOlTlO SaplCUS UUUUIC lXUJ IICVJ LHJ At XJJJLVL^iV 


XTA/f fi1*)1/l^ 

JNM U1Z14D 


iTntnn conipne HpkrtTrt/tTnvmiHvlflt^ VinaQP ftlwrnirivlate lonase^ ^UTYMIC^ mRNA 
XlOmO Sapiens UCUAy Uljr Illiuy laic Axiiaoc ^ uiijr ii iwxy xa iu< luiiaovy V.-*-** iA ' IAX - 1 - ^ x *- 


XTA/f A lO 1/M 

JNJV1 U1Z144 


TJTr*mrk conipne rKm^in aYnnpinal intPTmpHiate nAlvnentide 1 rDNAIl^ mRNA 


JNM_UlZl*fU 


Urtmrk canipnc coliit^ r«oTTipr fnTYiilv 9S ^ TTiitnciVinTifTrial earner dicarboxvlate 
fmncnnrtpr^ mpmher 10 fST P9SA10^ mRNA 

UallSpUliei y, lllClillywl IV ^OLtvL J A l.\J Jy iixlvx^^v 


JNIVL UlZi j / 


TTnmA Qnni ptiq Himptbvlaroinine dimethvlaminonvdrolase 1 fDDAHiy mRNA 

XlvLLlVI oai/lwlld UUilv Lily lAl f^lliuiv viiliiw v±ij[ muni a vxijr vau^jv x ^vx/i ^ / > ** ' * * 


XTAyf A1 917a 
JNM UlZlJ*f 


Wnmr» camVnc IfMAmAflin 1 ( om nn tVi mu^nlc i fLM^ODl^ mRNA 

IHJIIHj oapieild ICli/lXiv/UUi X ^olllliVIIXl lliuowxwy ^lyiUVl/ * y, ii-i*vi^^x 


NM 012133 


Homo sapiens coatomer protein complex, subunit gamma 2 (COPG2), mRNA 


XTTV/T 019179 
JNiVl U1Z13Z 


Wnmn ennipne rlaiiHtn R FiNR^ mRNA 
xromo sapiens eiauuin o ^v^a-jlalxo/, iiaxvl^i^v 


NM 012131 


Homo sapiens claudin 17 (CLDN17), mRNA 


XTA/f A1911A 
JNM UIZIjU 


jtiomo sapiens ciauain i*t ^Lri-/iN i**^, iiuvin/^. 


XTTV/T Anno 


riomo sapiens ciauain iz ^jLuiNizy, iiiivin/v 


NM 012127 


Homo sapiens Cipl -interacting zinc finger protein (CIZ1), mRNA 


NM_01212o 


riomo sapiens carDonyuraie ^iN-aceiyigiucosaiiiine suiiuuaiisiciaoc j 
(Ciio l j ), nuvJN i\ 


XTA/f A10A*7C 

NM_UlzUO 


riomo sapiens v^onserveu. gene icionicriu tu aipna giuum viuoLei ixxi^^j, 

ml? XT A 

rniviN/v 


XTA/f A1O1O0 

JNM UlZlzZ 


riomo sapiens coriWAyiesieraoc d ^uraiu^ j, iiuvi>irv 


NM_012116 


Homo sapiens Cas-Br-M (murine) ectropic retroviral txarisforming sequence c 

t^I5lA^ ), TtusJSJx 


XTA/f A 1 9 1 17 

JNM UiZllJ 


riomo sapiens caTDomc annyurasc .ajl v ^v^rviH^, luixi^rv 


XTA/T A19A91 

INM U1ZU/1 


Jtiomo sapiens our proicin ^dut j, iihvln/\ 


XTA/T A 1 9 1 1 A 
JNM UiZIlU 


riomo sapiens cysiem-ocn nyurupnouiw uuixioiii \\^x±i\^^/ 9 iiuvi^rv 


XJAjf AIOIAQ 
JNM UlZIUy 


Unmn coniAnc nrain-enpr«ifip mf*mV\mnf > -CiY\r i \>riT£*rt TiTrttPm |RS17^ AP I mR Tn A 

XiOnro Sapiens uiani spcvini/ uicijiui cu.iw aiiuiivji lji wl^hi ^uljitltu / j aiuvi x ^ 


NM_012107 


Homo sapiens bromodomain contaming protein 75 kDa human homolog (BP75), 

mPVT A 


XJAjf A191A/1 
INM UlZlU*t 


WrvmA com'pnc V»pfp _ci APP-/»1piivinO' MITVTTIP ACP^ mRNA 
XlOmO sapiens ucia-siie /\xr~vicavuig ciiztjrliie yDXX\^x^jf mx\^.^r-%. 


NM 012105 


Homo sapiens beta-site APP-cleaving enzyme 2 (BACE2), mRNA 


XTA/f A 1 9 1 CVX. 
JNM UIZIUJ 


nomo sapiens ancieni udiquilous protein 1 \n.ur i j, uuuin 


AJA/T 019109 
JNiVl U1Z1UZ 


TJ r»rr»r\ conipne nrmninp rrlnfomif* afifl HinpntiHp rRPi T*P/neatsYRERP^ mRNA 
nomo Sapiens argiiinie-giuuinuw awiu uipcpuue it}Avaw v- LVJ - /J - x - L- 'y j 11LLX - L ^- r *- 


MM 0190QQ 


TJnTnn com'pnc r r nO_p T »m 1 c cr\ci a T»rnt*»in' antl^PTl^e to T^RdC*-! T ASP-1^ 
nomo Sapiens ^i^O~epsuon aSSOlslalGU piULCiii, aiiixo^i-tow w i^i\^\^ l ^nuij xy, 

mRNA 


MM O19O0R 


TTnmA Qanipns anaiAnniptin-lilrp 9 f ANGPTT^^ mRNA 


NM_012067 


Homo sapiens aldo-keto reductase family 7, member A3 (aflatoxin aldehyde 
reductase) (AKR7A3), mRNA 


NM 012093 


Homo sapiens adenylate kinase 5 (AK5), mRNA 


NM 012066 


Homo sapiens hypothetical protein (20D7-FC4), mRNA 


NM 006276 


Homo sapiens splicing factor, argirnne/serine-rich 7 (35kD) (SFRS7), mRNA 


NM 007054 


Homo sapiens kinesin family member 3A (KIF3A), mRNA 


NM 002201 


Homo sapiens interferon stimulated gene (20kD) (ISG20), mRNA 
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NM 007274 


Homo sapiens cytosolic acyl coenzyme A thioester hydrolase (HBACH), mRNA 


NM_004174 


Homo sapiens solute earner family 9 (sodium/hydrogen exenangerj, isoiorm 3 
(SLC9A3), mRNA 


NM 004525 


Homo sapiens low density lipoprotem-reiatea protein z {usjrt), miuN a 


NM 003129 


Homo sapiens squalene epoxidase (byuti), mKiNA 


NM 003628 


Homo sapiens plakophilin 4 (PKP4), mRNA 


NM_003734 


Homo sapiens amine oxidase, copper containing 3 (vascular adhesion protein 1) 
(AOC3), mRNA 


NM 003322 


Homo sapiens tubby like protein 1 (TULP1), mRNA 


NM 002747 


Homo sapiens mitogen-activated protein kinase 4 (MAPK4), mRNA 


NM 002078 


Homo sapiens golgi autoantigen, golgin subfamily a, 4 (UULUA4), mKM A 


NM_006421 


Homo sapiens brefeldin A-inhibited guanine nucleotide-exchange protein 1 
(BIG1), mRNA 


NM 004282 


Homo sapiens BCL2-associated athanogene 2 (BAU2), mRNA 


NM 004304 


Homo sapiens anaplastic lymphoma kinase (Ki-1) (ALK), mRNA 


NM_001626 


Homo sapiens v-akt murine thymoma viral oncogene homolog 2 (Alfwl ZJ, 
mRNA 


NM 000686 


Homo sapiens angiotensin receptor 2 (AGTR2), mRNA 


NM 006287 


Homo sapiens tissue factor pathway inhibitor (lipoprotein-associated coagulation 
inhibitor) (TFPI), mRNA 


NM_000944 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, alpha 
isoform (calcineurin A alpha) (PPP3CA), mRNA 


NM_001142 


Homo sapiens amelogenin (X chromosome, amelogenesis imperfecta 1) 
(AMELX), mRNA 


NM_001171 


Homo sapiens ATP-binding cassette, sub-tamily (J QCJbTK/MKJfj, memoer o 
(ABCC6), mRNA 


NM 007351 


Homo sapiens multimerin (MMRN), mRNA 


NM 007355 


Homo sapiens heat shock 90kD protein 1, beta (HSPCB), mRNA 


NM 007354 


Homo sapiens putative GR6 protein (GR6), mRNA 


NM_007353 


Homo sapiens guanine nucleotide binding protein (G protem) alpha 12 (GJNA1Z), 
mRNA 


NM 007366 


Homo sapiens phospholipase A2 receptor 1, 180kD (PLA2R1), mRNA 


NM_007350 


Homo sapiens pleckstrin homology-like domain, family A, member 1 
(PHLDA1), mRNA 


NM 007364 


Homo sapiens integral type I protein (P24B), mRNA 


NM 007342 


Homo sapiens nucleoporin-like protein I (NLP 1), mRNA 


NM 007361 


Homo sapiens nidogen 2 (NID2), mRNA 


NM_007341 


Homo sapiens SH3 domain binding glutamic acid-rich protein (SH3BUK), 
mRNA 


NM 007370 


Homo sapiens replication factor C (activator 1) 5 (36.5kD) (RFC5), mRNA 


NM 007348 


Homo sapiens activating transcnption factor 6 (ATF6), mRNA , 


NM_004850 


Homo sapiens Rho-associated, coiled-coil containing protein kinase 2 (RUCKZJ, 
mRNA 


NM 005574 


Homo sapiens LIM domain only 2 (rhombotin-like 1) (LM02), mRNA j 


NM 006094 


Homo sapiens deleted m liver cancer 1 (DLC1), mRNA 


NM UUJOjo 


riomo sapiens Joarn-iiKe numcu uua z, ^x>rviwv£/, iiiixj.^**- 


NM 004209 


Homo sapiens synaptogyrin 3 (SYNGR3), mRNA 


NM 004879 


Homo sapiens etoposide-induced mRNA (PIG8), mRNA 


NM 005385 


Homo sapiens natural killer-tumor recognition sequence (NKTR), mRNA 


NM_005957 


Homo sapiens 5,10-methylenetetrahydrofolate reductase (NADPH) (MliUfR), 
mRNA 


NM 002248 


Homo sapiens potassium intermediate/small conductance calcium-activated 
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channel, subfamily N, member 1 (KCNN1), mRNA j 


NM 001563 


Homo sapiens interphotoreceptor matrix proteoglycan 1 (IMPG1), mRNA 


NM 005266 


Homo sapiens gap junction protein, alpha 5, 40kD (connexin 40) (GJA5), mRNA 


NM 001874 


Homo sapiens carboxypeptidase M (CPM), mRNA 


NM 007332 


Homo sapiens ankyrin-like with transmembrane domains 1 (ANKTM1), mRNA 


NM 003313 


Homo sapiens tissue specific transplantation antigen P35B (TSTA3), mRNA 


NM 001494 


Homo sapiens GDP dissociation inhibitor 2 (GDI2), mRNA 


NM 001607 


Homo saoiens acetvl-Coenzvme A acvltransferase 1 ( Deroxi somal 3-oxoacvl- 
Coenzyme A thiolase) (ACAA1), nuclear gene encoding mitochondrial protein, 
mRNA 


NM_003145 


Homo saoiens sienal seauence recentor. beta ftranslocon-associated orotein betal 
(SSR2),mRNA 


NM 000852 


Homo sapiens glutathione S-transf erase pi (GSTP1), mRNA 


NM 000827 


Homo sapiens glutamate receptor, ionotropic, AMP A 1 (GRIA1), mRNA 


NM_005252 


Homo sapiens v-fos FBJ murine osteosarcoma viral oncogene homolog (FOS), 
mRNA 


NM 005803 


Homo sapiens flotillin 1 (FLOT1), mRNA 


NM 004459 


Homo sapiens fetal Alzheimer antigen (FALZ), mRNA 


NM 004081 


Homo sapiens deleted in azoospermia (DAZ), mRNA 


NM 004055 


Homo sapiens calpain 5 (CAPN5), mRNA 


NM 004042 


Homo sapiens arylsulfatase F (ARSF), mRNA 


NM 003085 


Homo sapiens synuclein, beta (SNCB), mRNA 


NM 000612 


Homo sapiens insulin-like growth factor 2 (somatomedin A) (IGF2), mRNA 


NM 006995 


Homo sapiens butyrophilin, subfamily 2, member A2 (BTN2A2), mRNA 


NM_005739 


Homo sapiens RAS guanyl releasing protein 1 (calcium and D AG-regulated) 
(RASGRP1), mRNA 


NM 006267 


Homo sapiens RAN binding protein 2 (RANBP2), mRNA 


NM 002882 


Homo sapiens RAN binding protein 1 (RANBP1), mRNA 


NM 003884 


Homo sapiens p300/CBP-associated factor (PCAF), mRNA 


NM_005258 


Homo sapiens GTP cyclohydrolase I feedback regulatory protein (GCHFR), 
mRNA 


NM 001130 


Homo sapiens amino-terminal enhancer of split (AES), mRNA 


NM 001099 


Homo sapiens acid phosphatase, prostate (ACPP), mRNA 


NM 005155 


Homo sapiens oalmitovl-orotein thioesterase 2 fPPT2^ mRNA 


NM 006898 


Homo sapiens homeo box D3 (HOXD3), mRNA 


NM 006894 


Homo saoiens flavin containing monooxveenase 3 rFM03^ mRNA 


NM 004111 

A "ATI WW ■ X i. A. 


Homo saoiens flat) structure-snecific endnnuclease 1 fRFNI^ mRNA 


NM 001828 


Homo saoiens Charot-Levden crvstal nrotein (CL.O mRNA 


NMJW7315 


Homo saoiens signal transducer and activator of transcrintion 1 91kD f STATIC 
mRNA 


NMJ)05005 


Homo sapiens NADH dehydrogenase (ubiquinone).! betasubcomplex, 9 (22kD, 
B22) (NDUFB9), mRNA 


NM 003362 


Homo sapiens uracil-DNA glycosylase (UNG), mRNA 


NM_005221 


Homo sapiens distal-less homeo box 5 (DLX5), mRNA 


NM 000479 


Homo sapiens anti-Mullerian hormone (AMH), mRNA 


NM 005160 


Homo sapiens adrenergic, beta, receptor kinase 2 (ADRBK2), mRNA 


NMJXH619 


Homo sapiens adrenergic, bete, receptor kinase l^ADRBKl), mRNA 


NM 001611 


Homo sapiens acid phosphatase 5, tartrate resistant (ACP5), mRNA 


NM 003403 


Homo sapiens YY1 transcription factor (YY1), mRNA 


NM 003793 


Homo sapiens cathepsin F (CTSF), mRNA 


NMJ301922 


Homo sapiens dopachrome tautomerase (dopachrome delta-isomerase, tyrosine- 
related protein 2) (DCT), mRNA 
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iNivi__uu(y+ 1 z 


U<vm/\ coniAnc 1 _o r»\/l ar\\/r* f*m\ _^ _tiTi r% smV*Q tf» f\^pv1 trail QfPTa^fi 0 fiv^nnTlACTihatiHir 
xxOIIlO Sflpidlo l^uyi^yccTOl-j-pilOSpiliilC v_A-a.uy iuaiioit<i-"ov ^ijfoupiiuapilauUlV 

arid arvltrsrncfprfl^p hpfa^ f AGPAT9^ mPMA 


NM_000810 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 5 


NM 000430 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, alpha 


NM 003006 


Homo sapiens selectin P ligand (SELPLG), mRNA 


NM 002634 


Homo sapiens promoinn yrtiD), nuviNA 


NM 002410 


Homo sapiens maimosyl (alpha-l,6-)-glycoprotein beta-l,6«N-acetyl- 
glucosanunyitransterase (Mvjai dj, itikina 


NM 002409 


Homo sapiens maimosyl (beta-l,4-)-glycoprotein beta-l,4-N- 
acetylglucosaminyltransferase (MGAT3), mRNA 


NM_002408 


Homo sapiens mannosyl (alpha-l,6-)-glycoprotein beta-l,2-N- 
acetylglucosammyitransierase [MkjAIzj, mKiNA 


NM_002406 


Homo sapiens mannosyl (alpha-l,3-)-glycoprotein beta-l,2-N- 
acetylglucosarrunyltransferase (MGAT1), mRNA 


XT\>T AACflll 

NMJJ05923 


Homo sapiens mitogen-activated protein kinase kinase kinase 5 (MAP3K5), 

ml? XT A 




xiomo sapiens lsovaieryi L^ociizyiiie a aenyarogenasc [iv dj 9 nuciear gene 
encoding mitochondrial protein, mRNA 


NM 001480 


Homo sapiens galanin receptor 1 (GALR1), mRNA 


JNJVi uuiyyz 


riomo sapiens coaguiauon iacxor jjl ^inromDinj receptor ^rzxvj, mixiN/v 


NM 000677 


Homo sapiens adenosine A3 receptor (ADORA3), mRNA 


MM 002969 


Homo sapiens mitogen-acovatea protem Kinase i z (matk i z mxUN a 


NM 001526 


Homo sapiens hypocretin (orexin) receptor 2 (HCRTR2), mRNA 


NM_003605 


TT ? /"Y 1 J_-1, _ J \T ,, , Ilj1j1.1|i.i,jliljlillIi1J1 / 1 —"VT A «*» \ 4 . u ■ ■ fr. r. n ■ /T ( I ^TJ XT 

Homo sapiens O-linJced rs-acetylgiucosamine (CjIcNAcj trans lerase (UDr-fs- 
aceTyigiucosammeipoiypepuQe-iN-aceT^igiucosammyi uansierasej ^vjvji 
mRNA 


XTAjT AAAOOC 

NM__ OOOooD 


Homo sapiens integrin, alpha 4 (antigen CD49D, alpha 4 subumt of VLA-4 
receptor) (11 vrA4), mKJNA 


XTN/T AAQ 1 0*7 

iNM_oojiy / 


xiomo sapiens uransenpnon eionganon iacxor Jt> ^oiii), poiypepnae i-iiKe 

/Tprp 1 T \ rnPlSJA 

(ICJtiXJlJL), mKJNA 


JNiVi UUOloJ 


no mo sapiens neuroxensm ^in ioj, ttu\i\j\ 


NM_002524 


Homo sapiens neuroblastoma RAS viral (v-ras) oncogene homolog (NRAS), 

mKJNA 


NM 002478 


Homo sapiens myogenic factor 3 (MYOD1), mRNA 


XTTV/f AAO/IC1 

JNM UUz451 


Homo sapiens methylthioadenosine phosphorylase (MTAP), mRNA 


NM 002436 


Homo sapiens membrane protein, palmitoylated 1 (55kD) (MPP1), mRNA 


ISM 00237/ 


riomo sapiens mao l oncogene (MAo l J, mKJNA 


NMJ)02305 


Homo sapiens lectin, galactoside-binding, soluble, 1 (galectiii 1) (LGALS1), 

mKJNA 


JNJVl_UUUo<S/ 


xiomo sapiens iniegrin, aipna a ^anngen cl>i 10 [pi ov), aipna poiypepuae^ 
rrmA rWR"WA 

(llVJAA.), miSlNA 


"MM fiflflAI 0 

iNjyi__uuu'f i y 


xiomo sapiens miegnn, aipna zo ^piateiei giycoprotcm xio ui 110/ ixici uurnpiCA, 
antigen CD41B) (ITGA2B), mRNA 


NM 002203 


Homo saniens inteffrin alnha 2 fCD49B aloha 2 subunit of VLA-2 receotork 
(1TGA2), mRNA 


NM 003637 


Homo sapiens integrin, alpha 10 (1TGA10), mRNA 


NM 000843 


Homo sapiens glutamate receptor, metabotropic 6 (GRM6), mRNA 


NM 000838 


Homo sapiens glutamate receptor, metabotropic 1 (GRM1), mRNA 


NM 000835 


Homo sapiens glutamate receptor, ionotropic, N-metbyl D-aspartate 2C 
(GRIN2C), mRNA 
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NM.000834 


Homo sapiens glutamate receptor, ionolropic, N-methyl D-aspartate 2B 
rGRTN2Bl mRNA 


NM 000833 

A^llTA V/VVOJJ 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2A 
(GRIN2A), mRNA 


NM 002084 


Homo sapiens glutathione peroxidase 3 (plasma) (GPX3), mRNA 


NM 000R05 


Uattio samens gastrin fGAS\ mRNA 


NM 00 1 Q40 


Homo samens dentatorubral-Dallidoluysian atrophy (atrophin-1) (DRPLA), 
rnRNA. 


NM 001219 

xNiYl 1/1/ 


Homo sapiens calumenin (CALU), mRNA 


NM 0071 


Homo sapiens zona pellucida glycoprotein 3A (sperm receptor) (ZF3 A), mRNA 


NM 007136 


Homo sapiens zinc finger protein 80 (pT17) (ZNF80), mRNA 


NM 007250 


Homo sapiens Kruppel-like factor 8 (KLF8), mRNA 


NM 007167 


Homo sapiens zinc finger protein 258 (ZNF258), mRNA 


NM 007153 


Homo sapiens zinc finger protein 208 (ZNF208), mRNA 


NM 007152 


Homo sapiens zinc finger protein 195 (ZNF195), mRNA 


NM 0071 SO 


Homo sapiens zinc finger protein 185 (L1M domain) (ZNF185), mRNA 


NM 007147 

1N1YJL V/U /it/ 


Homo sapiens zinc finger protein 175 (ZNF175), mRNA 


NM 007145 


Homo sapiens zinc finger protein 146 (ZNF146), mRNA 


lNlYl i/U § lit 1 


Homo Qimipnq villin 1 rVTLH mRNA 


NM" ftO/7195 


Unmn cnnipnQ nhiniiitouslv transcribed tetratriconentide reneat gene, Y 
chromosome fUTYl mRNA 


NM 007124 

1^1 AY A \J\J I JLXr*T 


Homo sapiens utrophin (homologous to dystrophin) (UTRN), mRNA 


NM 007122 


Homo sapiens upstream transcription factor 1 (USF1), mRNA 


NM 007120 


Homo ^aniens UDP eivcosvltransferase 2 familv. oolvDentide B (XJGT2B). 
mRNA 


NM 007106 


Homo samens ubiauitin-like 3 (TJBL3). mRNA 


NM 0071 1 8 


Homo saniens trinle functional domain (PTPRF interacting) (TRIO). mRNA 


NM 0071 17 

IN1VJL \J\J tiki 


Unmn qarriens thvrolrooin-releasine hormone (TRtf). mRNA 


NM 007718 

lNlYl \J\J I £. 1 0 


Hfimn ^anien^ natched related nrotein translocated in renal cancer (TRC8), 
mRNA 


NM 0079 


Hnmo aniens TPS3 tareet ffene 1 (TP53TG1V mRNA 


NM 007114 


Homo sapiens TATA element modulatory factor 1 (TMF1), mRNA 


KRVvf 0071 1 9 


Hnmo canipriQ tlrromhn^fmdin 3 fl HBS3 1 mRNA 


NM 007111 


Homo sapiens transcription factor Dp-1 (TFDP1), mRNA 


xn^f 007100 


Hnmn cnnif*n<: tranQcrintion factor 19 fSCtt rrCF19^ mRNA 


"KFlV/f 0071 OR 


Mnmn carttpnc tran^rrmtiftn elonparJon factor B fSHH DOlvDCDtide 2 C18kD. 
elonmn B i rrCEB2 1 mRNA 


NM 007105 

ANaVA. \J\f / i\/«/ 


Homo <ianien^ solute carrier familv 22 f organic cation transporter), member 1- 
like antisense CSLC22 A 1 LS i . mRNA 

11A.W ClAAlAOWfllOV ^Ul/V*i*«li.l JJU hiava <-i *. 


NM 007163 

A^ATl W / 1 \JmJ 


Homo sapiens solute carrier family 14 (urea transporter), member 2 (SLC14A2), 
mRNA 


NM 007101 


Homo sapiens sarcosine dehydrogenase (SARDH), mRNA 


NM 007165 


Homo samens snlicins factor 3a. subunit 2. 66kD (SF3 A2), mRNA 


NM 007252 


Homo sapiens RetiiAa-derived POU-domain factor- 1 (RPF-1), mRNA 


NM 007273 


Homo sapiens B-cell associated protein (REA), mRNA 


NM 007195 


Homo sapiens polymerase (DNA directed) iota (POLI), mRNA 


NM_007284 


Homo sapiens protein tyrosine kinase 9-like (A6-related protein) (PTK9L), 
mRNA 


NM 007196 


Homo sapiens kallikrein 8 (neuropsin/ovasin) (KLK8), mRNA 


NM 007171 


Homo sapiens protein-O-mannosyltransferase 1 (P0MT1), mRNA 


NM 007215 


Homo sapiens polymerase (DNA directed), gamma 2, accessory subunit 
(POLG2), mRNA 
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MM UU/ZS4 


Unmn canipnQ nnlvmielentide kinase 3 '-T)ll0SDhatase (PNKPi, tnRNA 


NM 007221 


Homo sapiens polyamine-modulated factor 1 (PMF1), mRNA 


NM 007183 


XiOHlO SapidlS piaJvUpillllll J ^ilu J iiuvi^x-v 


NM 007169 


Homo sapiens phosphatidylethanolamine N-methyltransferase (PEMT), mRNA 


NM_007229 


nomo sapiens proiein Kinase \~> ana caocin axuoo& suuauoic m n^uiuuo 
(P ACSLN2), inKJNA 


NM 007190 


Homo sapiens Sec23-interacting protein pl25 (P125), mRNA 


NMJJ07160 


Homo sapiens olfactory receptor, tamily z, suDiamiiy ±i, memoer j ^iuiuj, 
mRNA 


NM_007256 


Homo sapiens solute earner tamily z l (organic anion uansponer/, memoer y 
(SLC21 A9), mRNA 


NM 007172 


Homo sapiens nucleoporin 50kD (NUP50), mRNA 


NM_007103 


Homo sapiens NADH dehydrogenase (ubiquinone j iiavoproiem 1 \piKU) 

/VTTXT TTTI f 1 \ T*>\T A 

(NDUFV1), mRNA 


NM_007181 


Homo sapiens mitogen-acuvatea protein Kinase Kinase junaac juudbc 1 
(MAP4K1 ), mKJNA 


NM 007230 


Homo sapiens mannosioase, aipna, crass i-d, inciiiuci 1 ^lnrvi^ luij, uum^ 


NM_007164 


Homo sapiens mucosal vascular aaurcosm ceii duiicMuu iuuicvuic i 

(JVrAlJL,AlVL 1 ) 9 mrUN A 


NM 007216 


Homo sapiens alpha integrin binding protein 63 (KIAA1017), mRNA 


NM 007213 


Homo sapiens jm** proiem ^Jivi*tj, nuvtN a 


xtx k Amino 
NM 007102 


TjntviA PQ-n-iAnc fm«mv1atp r»\7r1ac<» nrfivatnr riimo r ua , nv1i'n^ ^GTJCA2B^ mRNA 

XlOmO Sapiens gUanyiaiC vyUlaoC awUVaUJi ^Jj ^Ui ugwuxiijr may ^vjuvy/ui;;, *iaava^-^». 


NM 007227 


Homo sapiens o proiem-coupieQ reccpiur hj wj* xvtj^, uiixi^irv 


NM 007275 


rlomo sapiens lung cancer canoiuaic ^ruoiy, uiisj.^x% 


NM 007262 


Homo sapiens RNA-binding protein regulatory subunit (DJ-l\ mRNA 


NM_007166 


rlomo sapiens L/iatnnn assemoiy lympnoiu-myeioici lcuKcnua gcuc v v - yJ - ,AX v> 
mRNA 


NM 007186 


Homo sapiens centrosomai protem z ^L/JcJrzj, mcuN a 


NM 006585 


Homo sapiens chaperonin containing TCP1, subunit 8 (theta) (CCT8), mRNA 


NM 007185 


Homo sapiens trinucleotide repeat containing 4(1 JNKC4), mKJNA 


NM_007220 


Homo sapiens carbonic anhydrase VB, mitocnondnal (CAMs;, nuclear gene 
encoding mitochondrial protein, mRNA 


NMJ)07100 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subumt e (Air 51), mKJNA 


NM_007231 


JbLomo sapiens solute carrier iamuy o (neurouaiisiniiLer udnbpurierj, mcmuw i*t 
(olA^0Ai4J, mKJNA 


NM 007203 


rlomo sapiens a Kinase (rJKJvAj ancnor proiem ^ \t\jsj\x^) y lur^n. 


NM 007202 


Homo sapiens A kinase (PRKA) anchor protein 10 (AKAP10), mRNA 


NM_007168 


rlomo sapiens Air-Dinumg cassene, suo-iamny a ^/vduij, memoer o 


NM 000506 


Homo sapiens coagulation factor II (thrombin) (F2), mRNA 


NM 004343 


TT, ,., A ******* avkn nnlrafiiMilin /PAT D\ «mD XI A 

Homo sapiens caireucuim (calkj, mruNA 


NM 006736 


Homo sapiens near snocK protem, neuronal iJL\t\j-iusx, i ^rxoj ij 9 uu\j.^n. 


NM_006553 


TJrt-urt nnm'ano m rf W*»s>-i /4 ■! •pfWror* ft o fi r\-n QnH Hfmilpl f^TIOn 'faftfYT 1 /T4 KT KO TlvT 1 I 

jxomo sapiens eryrxiroiQ oiuerenuauon onu ucnu^/icaiiun la^uux a iri-a/i/xjiy, 

mKJNA 


NM 006984 


Homo sapiens claudin 10 (CLDN10), mRNA 


NM_005502 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 1 
(ABCA1), mRNA 


NM 005809 


Homo sapiens peroxiredoxin 2 (PRDX2), mRNA 


NM 006977 


Homo sapiens zinc finger protein 46 (KUP) (ZNF46), mRNA 


NM 006965 


Homo sapiens zinc finger protein 24 (KOX 17) (ZNF24), mRNA 


NM 006963 


Homo sapiens zinc finger protein 22 (KOX 1 5) (ZNF22), mRNA 
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NM_OOoy/o 


u nmn «mienq rinc finder Trrotein 183 (RING finger, C3HC4 type) (ZNF183), 

nVRTJA 


VTTiA* AA£0^1 


TTomA qanipn^ lirfmlalciTi 3 fi TPTC3\ mRNA 


NM 006952 


Homo sapiens uroplakin IB (UPK1B), mRNA 


NM_00oy j 1 


Wnmo cnnipnQ TATA box bindine orotein Clbi'Vassociated factor, RNA 
nrtKmiPTocp TT Tj lOOVD fTAF2Di mRNA 


NM 006950 


Ua«ia conimc cvnQncin T fSVWI^ TTlRNA 


NM 007056 


tt__— mmrtrpccAr nf* wViitp flTrricot Viomoloff 2 (SWAP2). mRNA 


NM 006949 


tt a _,- pfmimo cirnhvin Ivin/lin o TYrAtpin *z ^ STXBP2 1 mRNA 


NM_006948 


Un«Mn crfrocc *7fl «mt*»in r'Vin'nPTnri p tti i pTAg atti ft««a g SOC1 atftfl - nOk 1 J 

jnLomo sapiens stress /u protein wnapciuiic, uuwiudvuib ooow«*wa*, vuiw 

1 mKiN/V _ — . 


NM 00o94o 


Tjr,tnn ciniAnc cnf>/»frir» Kpta tiATi-ervthrocvtic 2 ^SKl BN2\ mRNA 


NM 006945 


Unmr* canipnc e-mail nrr»1 rnp-ri pVi nrotein 2B fSPRR2B). mRNA 


NM 006944 


TTrtTTirt canipnc cprrpfpd T>h A «mh OTODtein 2. 24kD (SPP2), mRNA 


XTTV A AA*7AAO 

NM 00/009 


TT/\mr» canipnc r 7nr\^x ripllnriHfl rvindinff orotein fSP38\ mRNA 


NM 006940 


Homo sapiens SRY (sex detennining region Y>box 5 (SOX5), mRNA 


-VTTV K AA7An 

NM 007017 


UArnn conimc CP V fcpv HptprmiiiiTia reffian YVbox 30 (SOX30), mRNA 


NM 006943 


Homo sapiens SRY (sex determining region Y)-box 22 (SOX22), mRNA 


NM 007084 


riomo sapiens oixx (sex acicx iiiiniiig region x j*uua yovy-^v^iy, h-hxat.t>. 


NM 006942 


Homo sapiens SRY (sex determining region Y)-box 20 (SOX20), mRNA 


NM 006941 


Homo sapiens 0K1 (.sex aeierminmg region i^-dua iu 


NM_006934 


jtiomo sapiens soiuxe earner ianiiiy 0 \ncuiuu.aiiauiiiiwi uauopun^i, gijrvu^, 
memDer y {pLA^oj\y ), misiNA 


NM_006933 


Homo sapiens solute carrier family 5 (inositol transporters), member 3 

(oLLjAJ j, 1T1KJN A 


NM_006931 


tt--,a „n-j a - n paIh+o AArnAT familv *7 ffnpilitatpH <y1ticA^G transoorterK memDer 3 
ilonio sapiens soiuxe earner idjiuiy ^ ^i»vin uiitwi gmL/uot ucuio^vriLw&y, mwiuuvi 

^Ol^V^ZAJJ, miSON/v 


NM 006930 


Homo sapiens S-phase kinase-associated protein 1A (pl9A) (SKP1A), mRNA 


NM 006925 


Homo sapiens splicing racior, arginme/seriiic-ri^ii j ^orivoj;, nuuin 


NM_006924 


TT " _ n.ilIninfT -fV, *+4-r\r QT*r«TlTTl#»/c/*T*inP-T > ipVl 1 ( CnllPITIQ "fjl C*jtCW 7. Jll tPTTI 3.tfi 

riomo sapiens spncmg iacxor, argmmc/seriiie-iiuii 1 ^^h 1 & ° uw uau ' 
spncmg ractoTj ^orxvoij, rnxviNA 


NM 006917 


riomo sapiens rennoia _v recepior, ganjnLi vin-ajvvj iiir_i^i-v 


NM 006987 


tinmft ^-.{o-c T-aVtnnilin ^ A-tiVp /'withAiit dAmams^ rRPH3AL^ mRNA 
jtiomo sapiens raopmnn j/v-iik.c ^wiuiuut v^z. uuiuaina; v x>j - - la ~ /x * j -^/j uuvin^ 


-VTfc If AAHACC 

NM_007055 


Urtinrt coni*»nc nnlvmpracp ^^"^JA^ TTT fDNA directed^ C155kD^ (RPC155), 
.txomo sapiens poiymerooe \in_l>ix\» m uiicv*«/u.y v > 1 " y ^' oa- v v av *- ****■'/> 

—PXTA 

niKJNA — 


NM 006915 


Homo sapiens retinitis pigmentosa 2 (X-linked recessive) (RP2), mRNA 


NM 006914 


TTsvm-t coniAnc P AP-rplnfpH ATnhflTl TftAPntAT B fRORB\ mRNA 


\T*/ AA^AII 

NM 006913 


TTst«~-m nnmione rinrr firtftAT nrTktf^in S ^V? MHP S i TTlR W A 


NM 006911 


Homo sapiens relaxin 1 (H11 fRLNl). mRNA 


NM 007043 


tt„ .„„ TjT\/ 1 Viinrl in a rtrntpin *5 /TTftR^ TTlRNA 


NM 007033 




XTX/f AA*7A01 

NM_007081 


TT Amrt T? a *D mpmKpr rt-f P AQ rtnrnffpnp familv-lilce 2B (RABL2B1. 
nOmo sapiens ivrvx>, memDer 01 xs-rvo uuuugeue lauuijr 41 v*^* j> 

mKJNA — — 


XTTV/T AA£AA<? 

NM 000905 


TJrttnn cmiprtc nnponptiov cnppifiP Kptfl-1 -alvcATTTOtein 1 (PSG1 ), mRNA 


XTKyf AATA1 /Z 

NM_00/01o 


TJ An , A eonionc nrntpin CiTnilar tA F PAli vVldp' and R CaDSlllatUS HlfR3 (PP35\ 

xiomo sapiens pruieui oiinii<u tu ctuu yuug tuiu rv» wd^r^*****"*** » r v* *■ 
mRNA 


NM 007024 


Homo sapiens PL6 protein (PL6), mRNA 


NM 007030 


Homo sapiens brain-specific protein p25 alpha (p25), mRNA 


NM 006901 


Homo sapiens myosin KA (MY09A), mRNA 


NM 007075 


Homo sapiens JM5 protein (JM5), mRNA 


NM 007003 


Homo sapiens JM27 protein (JM27), mRNA 


NM 006899 


Homo sapiens isocitrate dehydrogenase 3 (NAD+) beta (IDH3B), mRNA 
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NM_007Q3 1 


uomo sapiens neat shock trans enp n on iacior z uinuing proiem ^noriDr j t 

ml? XT A 

mJKJNA 


NM 007011 


Homo sapiens putative transmembrane protein (HS1-2), mRNA 


NM 006896 


Homo sapiens nomeo oox a / (HUAA / J, mKJN a 


•VTX li A AT A VIC 

NM 007045 


Homo sapiens rvjrKi oncogene partner (rur ) f uikjna 


NM 007051 


Homo sapiens Fas (TNFRSF6) associated factor 1 (FAF1), mRNA 


NM 006979 


Homo sapiens HLA class u region expressed gene KE4 (HJKJcA), mKJN A 


NM 007015 


Homo sapiens chondromodulin I precursor (CHM-I), mRNA 


NM_006890 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 7 
(CEACAM7), mRNA 


NM 007018 


Homo sapiens centrosomal protein 1 (CJbrl), mKJN A 


NM_006889 


Homo sapiens CD86 antigen (CD28 antigen ligana 2, H7-2 antigen) (UUoo), 
mRNA 


NM 006982 


Homo sapiens cartilage paired-class nomeoprotein 1 (CAK1 1), mKJNA 


NM 007058 


TT _ • ^^.1 i i a TYX.T 1 1 \ . ■ .T>TST A 

Homo sapiens calpain 1 1 (CAPN1 1), mRNA 


NM 006888 


Homo sapiens calmodulin 1 (pnospnorylase kinase, delta) (CALM1), mKJNA 


NM 007047 


Homo sapiens butyrophilin, subfamily 3, member A2 (BTN3A2), mRNA j 


NM 007048 


Homo sapiens butyrophilin, subfamily 3, member Al (BTN3A1), mRNA 


NM_006992 


Homo sapiens B7 protein (B7), mRNA 


NM 006885 


Homo sapiens AT-bindmg transcnption factor I (ATBFl), mRNA 


NM 007022 


Homo sapiens putative tumor suppressor (101F6), mRNA 


NM 006697 


Homo sapiens cisplatin resistance associated (CRA), mRNA 


NMJ)06826 


Homo sapiens tyrosine 3 -monooxygenase/tiyp tophan 5-monooxygenase 
activation protein, theta polypeptide (YWHAQ), mRNA 


NM_006761 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protem, epsilon polypeptide (YWHAE), mRNA 


NM 006784 


Homo sapiens WD repeat domain 3 (WDR3), mRNA 


NM 006846 


Homo sapiens serine protease inhibitor, Kazal type, 5 (SPINK5), mRNA 


NM_006830 


Homo sapiens ubiquinol-cytochrome c reductase (6.4kD) subumt (UQCR), 
mRNA 


NM_006798 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide Al (UGT2A1), 
mRNA 


NM 006757 


Homo sapiens troponin T3, skeletal, fast (TNNT3), mRNA 


NM 006827 


Homo sapiens transmembrane trafficking protem (TMP21), mRNA 


NM 006853 


Homo sapiens kallikrein 1 1 (KLK1 1), mRNA 


NM 006811 


Homo sapiens tumor differentially expressed 1 (TDE1), mRNA 


NM 006756 


Homo sapiens transcription elongation factor A (SHj, 1 (TCEA1), mRNA 


NMJ)06024 


Homo sapiens Taxi (human T-cell leukemia virus type I) binding protein 1 
(TAX1BP1), mRNA 


NM 006752 


Homo sapiens surfeit 5 (SURF5), mRNA 


NM_006819 


TT * j * J J 1_ 1 , • •% syy in /TT rtrt _ » ; 

Homo sapiens stress-induced-phosphoprotein 1 (Hsp70/Hsp90-orgamzmg 
protem) (ST1F1), mRNA 


XT1 Jt AAfTOA 

NM 006780 


Homo sapiens SMA3 (SMA3), mKJNA 


NM_006749 


Homo sapiens solute carrier family 20 (phosphate transporter), member 2 
(1SL(J20A2), mRNA 


INJYL UUO/**/ 


jtiomo sapiens signai-inauceu proniei auon-associaxea gene i v ojltai j, tdj\±sj\ 


NM 006873 


Homo sapiens stoned B/TOIA-alpha/beta-like factor (SALF)> mRNA 


NM 006788 


Homo sapiens ralA binding protein 1 (RALBP1), mRNA 


MM 006871 


Homo sapiens receptor-interacting serine-threonine kinase 3 (RJPK3), mRNA 


NM_006867 


Homo sapiens RNA-binding protein gene with multiple splicing (RBPMS), 
mRNA 


NM 006743 


Homo sapiens RNA binding motif protein 3 (RBM3), mRNA 
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INlvl uuuouo 


Homo sapiens RAB31, member RAS oncogene family (RAB31), mRNA 


1N1V1_IJUU0J 7 


Homo sapiens inner membrane protein, mitochondrial (mitofihn) (fMMT), 
mRNA 




Homo saniens amplified m osteosarcoma (OS-9), mRNA 


NM 006656 


Homo sapiens sialidase 3 (membrane sialidase) (NEU3), mRNA 


mm nn^70i 


Homo ^aniens MORF-related eene 15 (MRG15), mRNA 


mm no67£6 


Homo aniens zinc fineer nrotein 220 (ZNF220), mRNA 


MM 006804 


Homo sapiens steroidogenic acute regulatory protein related (MLN64), mRNA 


INM_UUO / /U 


Umnrt com'pnc mnrrrmhacrf* rpfiPntor with collagenous Structure fMARCO}. 

mRNA 


inm_uuo/oj 


UrimA conimc mnrncft nc«ncifltf*H Ivmmhoid tissue Ivmoboma translocation sene 
1 (MALT1), mRNA 


INM UUo/O/ 


iTrvmrh cam'pnc l#»nrin<»- , 7innpr-1ilfe tran <; cH ti ti onal regulator. 1 fLZTRl\ mRNA 


NM_006840 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
ana imvi aomainsj, iiicniuci j j y uuum. 


NM 006866 


Homo sapiens leukocyte immimoglobulin-like receptor, subfamily A (with TM 

j \ m0m Vi0r 7 fX TT P A 9 i mT?M A 

Qomam j, memoer z ^x-ji^ivrxx/, iiixviN/\ 


NM_006863 j 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (with TM 

j Arno ; 1 ,\ mpmVipr 1 /T TT P A 1\ mPMA 

uomain ), memoer 1 ^l»il,ix/\ i j, uu\jrir\. 


JNM__UUO<S4/ 


U/vmr» com' t>-n c 1 ai iVnn v+f» im-mi in n ol nVml in -1 i V p Tecentor subfami lv B ^ with TJVl 
Homo sapiviio icllxvul/ y lc mmiui lugiuuumi nr^x* iwi^yM/i) jjuuioiiuij \ *.*t*. 

and ITIM domains), member 4 (LILRB4), mRNA 


JNM_UU0oOD 


TJ/vm/\ caniAtic lMilrr*r»vf** i-mTminnfflohiilfn-lilce receotoT subfamilv A (without 
TM domain), member 3 (ULRA3), mRNA 


JNiVL_UUOo(>f 


ir nTnn canipn q lpiilrnrvfp lTnTniinoplohulin-like recentor subfamily B (with 1M 
and ITIM domains), member 3 (LILRB3), mRNA 


"MM" OAA73B 
iNlvl UUO/JO 


iTftmn caniptiQ TvmnhniH WnQt nriQi^ oncogene ^LBC^ mRNA 


JNM_UUO/OZ 


fT APTMS^k mRNA 


INJVx_UU0/3 / 


WoTYiri ca«ii*H , Q 5 lH11w rell immunoplobulin-like receotor three domains. Ions 

ilUIIlU SdUlvXlO iWXlivX vwll mill imiV^lllum m lUWV aww^/w*, mjan/w uwiiimim) a vug 

nvtonlflsmic tail 2 HCTR3DL21 mRNA 

L/Y HJL/Idoliu^ tail) x/i^a y ) iiuvl 


MM 006R01 

IN lVx__y UUOUl 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receotor 1 fKDELRl), mRNA 


NM 006844 


Homo sapiens ilvB (bacterial acetolactate synthase)-Uke (ILVBL), mRNA 


MM HOARDS 


TTomo ^aniens outative T1/ST2 recentor bindine DTOtein (TL1RL1LG), mRNA 


mm no£76d. 

IN1V1 VIUO / D*t 


TTomo qanien^ inteTferoTi-related develonmental regulator 2 f EFRD2), mRNA 


mm ooashi 


TTomo «winien<; ATP/GTP-bindinff Drotein (HEAB\ mRNA 


mm nn^704 


U/vmn ^aT»ien<5 fr nrotefn-coimled recentor 75 fGPR75\ mRNA 


mm no67sn 


Unmn Q5?Tiien^ pan iutiction oroteiri beta 6 fconnexin 30) (GJB6). mRNA 


mm 00*771 


Homo saniens FSH orimarv resnonse fLRPRl. rat) homoloc 1 (FSHPRH1), 
mRNA 


NM 006731 


Homo sapiens Fukuyama type congenital muscular dystrophy (FCMD), mRNA 


NM 006730 


Homo saniens deoxvribonuc lease I-like 1 (DNASE1L1), mRNA 


NM 004366 


Homo sapiens chloride channel 2 (CLCN2), mRNA 


MM 00A77^ 


TTomo Qanien^ PDfi anriaen fTDM mRNA 1 


mm nnfiROfi 


Womo ^aniens BTG familv member 3 (BTG3\ mRNA 


NM 006763 


Homo sapiens BTG family, member 2 (BTG2), mRNA 


NMJ)06789 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide- 
like 2 (APOBEC2), mRNA 


NM_006793 


Homo sapiens peroxiredoxin 3 (PRDX3), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 006818 


Homo sapiens ALL1 -fused gene from chromosome Iq (AF1Q), mRNA ( 


NM 004289 


Homo sapiens nuclear factor (erythroid-derived 2)-like 3 (NFE2L3), mRNA 
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■v-TTk r t\r\ £ C*^ £ 

NM 006526 


Homo sapiens zinc linger proicin zi / ^zj.n.tzi / iiuvin^ 


NM_006523 


Homo sapiens X-prolyl aminopeptidase (aminopeptidase P)-hke (XPNPEPL), 

-T>\T A 

mRNA 


NM 006537 


Homo sapiens uDiQUinn specinc proiease o ^uor jj, nixwn 


NM 006564 


Homo sapiens vj protein-coupieQ receptor \i i jyio i iy/, hiivin^x 


«k m jt f\f\ /f *71 

NMJ)06573 


Homo sapiens tumor necrosis iacxor ^uganaj super uuiiuy, uicmuci uu 
(TNFSF13B), mRNA 


NM_00l56l 


Homo sapiens tumor necrosis tactor receptor supenamiiy, memoer y 


NM 006528 


Homo sapiens tissue factor pathway inhibitor 2 t'ra'JZ). mRNA 


NM 006520 


Homo sapiens t-compiex-associateo-tesus-expTessea i-uite ^inii^j, nuuNn. 


NM 006519 


Homo sapiens t-compiex-associatea-tesus-expressea i-iijce 1 viv^ici^ij, mivr>(/\ 


NM_006602 


Homo sapiens transcription iactor-liKe d (pasic neux-ioop-neuxj ^luri^, 
mRNA 


NM 006593 


Homo sapiens T-box, brain, 1 (lbKi^, mKJNA 


NMJ)06679 


Homo sapiens putative opioid receptor, neuromedin j\. jneuroKinin dj recepior- 
like (TAC3RL), mRNA 


NM 006682 


Homo sapiens tibnnogen-liKe z (rUJ-zj, rriruNA 


NM 006558 


Homo sapiens oamoo-like pnospnotyrosine proiein, i-oi /vk. u-oi /uyj, mruN a 


NM 006603 


Homo sapiens stromal antigen z (o 1 avjzj, miviNA 


NM 006717 


Homo sapiens spindlin (SPIN), mRNA 


NM 006542 


Homo sapiens o-pnase response (cyciin-reiaieaj ^orxi/\iv;, rniuN/v 


NM_006654 


Homo sapiens sue 1 -associated neurotrophic factor target (FGFR signalling 
adaptor) ( SNT- 1 ), mKN A 


NM 006622 


Homo sapiens serum-inducible kinase (SNK), mRNA 


NM 006696 


Homo sapiens th^oid hormone receptor coaenvatmg pro tern (bMAfj, hikxna 


NM_006516 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 1 
(SLC2A1), mRNA 


NM_006632 


Homo sapiens solute carrier family 17 (sodium phosphate), member 3 
(SLC17A3), mRNA 


NM_006517 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 2 (putative transporter) (SLC16A2), mRNA 


NM_006598 


Homo sapiens solute carrier family 12 (potassiurn/chloride transporters), member 
7 (SLC12A7), mRNA 


NM_006515 


Homo sapiens SET domain and mariner transposase fusion gene (SETMAR), 
mRNA 


NM_006664 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 27 
(SCYA27), mRNA 


NM_006514 


Homo sapiens sodium channel, voltage-gated, type X, alpha polypeptide 
(SCN10A), mRNA 


NM_006559 


Homo sapiens GAP-associated tyrosme pnospnoprotem pt>/ (bamoej ibAMoo;, 

T>"KT A 

mRNA 


NM_0065ll 


Homo sapiens regulatory solute earner protein, iamiiy 1, memoer 1 ^.ivo^iAi^, 
mRNA 


NM_006583 


Homo sapiens retinal pigment epithelium-derived rhodopsin homolog (RRH), 


NM 006604 


Homo sapiens ret finger protein-like 3 (RFPL3), mRNA 


NM 006605 


Homo sapiens ret linger protein-like 2 (RFPL2), mRNA 


NM 006505 


Homo sapiens pohovirus receptor (PVR), mRNA 


NM 006504 


Homo sapiens protein tyrosine phosphatase, receptor type, E (PTPRE), mRNA 


NM_006503 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 4 
(PSMC4),rnRNA 
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NM 006587 


Homo sapiens corin (PRSC), mRNA 


NM 006556 


Homo sapiens phosphomevalonate kinase (PMVK), mRNA 


NM 006608 


Homo sapiens putative homeodomain transcription factor (PHI* 1), mRNA 


NM 006661 


Homo sapiens phosphodiesterase 10A (PDE10A), mRNA 


NM 006674 

X N 1VX UV/UU » • 


Homo sapiens MHC class I region ORF (P5-1), mRNA 


NM_006637 


Homo sapiens olfactory receptor, family 5, subfamily I, member 1 (OR5I1), 
mRNA 


NM_006649 


Homo sapiens serologically defined colon cancer antigen 16 (SDCCAG16), 
mRNA 


NM 002532 


Homo sapiens nucleoporin 88kD (NUP88), mRNA 


NM 006702 


Homo sapiens neuropathy target esterase (Nib), mRNA 


NM 006693 


Homo sapiens cleavage and polyadenylation specific factor 4, 30kD subunit 
(CPSF4), mRNA 


.NM_006669 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and riTM domains), member 1 (LILRB1), mRNA 


NM 006533 


Homo sapiens melanoma inhibitory activity (MIA), mRNA 


NM 006500 


Homo sapiens melanoma adhesion molecule (MCAM), mRNA 


NM 006610 


Homo sapiens marman-binding lectin serine protease 2 (MASP2), mRNA 


NM 006699 


Homo sapiens mannosidase, alpha, class 1 A, member 2 (MAN1A2), mRNA 


NM 006498 


Homo sapiens lectin, galactoside-binding, soluble, 2 (galectin 2) (LGALS2), 
mRNA 


NM 006547 


Homo sapiens IGF-II mRNA-binding protein 3 (KOC1), mRNA 


NM 006611 


Homo sapiens killer cell lectin-like receptor subfamily A, member 1 (KLRA1), 
mRNA 


NM 006546 


Homo sapiens IGF-II mRNA-binding protein 1 (IMP-1), mRNA 


NM 006665 


Homo sapiens heparanase (HPSE), mRNA 


NM 006497 


Homo sapiens hypermethylated in cancer. 1 (HIC1), mRNA 


NM 004667 


Homo sapiens hect domain and RLD 2 (HiiRC2), mRNA 


NM 006527 


Homo sapiens Hairpin binding protein, histone (HBP), mRNA 


NM 006658 


Homo sapiens G-substrate (GSBS), mRNA 


NM 006496 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
activity polypeptide 3 (GNAI3), mRNA 


NM 006529 


Homo sapiens glycine receptor, alpha 3 (GLRA3), mRNA 


NM 006530 


Homo sapiens glioma-amplified sequence-41 (GAS41), mRNA 


NM 006581 


Homo sapiens fucosyltransferase 9 (alpha (1,3) fucosyltransferase) (FUT9), 
mRNA 


NM 006700 


Homo sapiens FLN29 gene product (FLN29), mRNA 


NM 006684 


Homo sapiens complement factor H-related 4 (FHR-4), mRNA 


NM 004113 


Homo sapiens fibroblast growth factor 12B (FGF12B), mRNA 


NM 006495 


Homo sapiens ecotropic viral integration site 2B (EVI2B), mRNA 


NM 006532 


Homo sapiens ELL gene (1 1-19 lysine-rich leukemia gene) (ELL), mRNA 


NM 006566 


Homo samens adhesion glycoprotein (DNAM-1), mRNA 


NM 006639 


Homo sapiens cysteinyl leukotriene receptor 1 (CYSLT1), mRNA 


NM 006586 


Homo sapiens trinucleotide repeat containing 5 (TNRC5), mRNA 


NM 006565 


Homo sapiens CCCTC-binding factor (zinc finger protein) (CTCF), mRNA 


NM_006574 


Homo sapiens chondroitin sulfate proteoglycan 5 (neuroglycan Q (CSPG5), 
mRNA 


NM 006688 


Homo sapiens Clq-related factor (CRF), mRNA 


NM 006493 


Homo sapiens ceroid-lipofuscinosis, neuronal 5 (CLN5), mRNA 


NM 001750 


Homo sapiens calpastatin (CAST), mRNA 


NM 006624 


Homo sapiens adenovirus 5 El A binding protein (BS69), mRNA 


NM 006698 


Homo sapiens bladder cancer associated protein (BLCAP), mRNA 
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NM 006716 


Homo sapiens activator of S phase kinase (ASK), mRNA 


NM 006534 


Homo sapiens nuclear receptor coacnvaior j iinv^/y^, husj.n/\ 


NM 006670 


Homo sapiens 5 14 oncofetal tropnooiast glycoprotein \y a t/» iuimna 


NM_002069 


Homo sapiens guanine nucleotide Dinaing proxein ^vj piuicuy, aipim miimiimg 
activity polypeptide i ^oinaii j, TTuviN/\. 


T~fc At f\ f\ ■* 4 J*™ 

NM 001165 


Homo sapiens bacuio viral lAr repeat-containing d {dukk^jj, ihiun/y 


NM_000391 


Homo sapiens ceroiu-npoiuscinosis, neuronal z, iaie mianuic v JdIlsJ vy 
BielscnowsKy uiseasej ^unzj, nuuN/v 


\th/ f\t\E A At\ 

NM 005440 


Homo sapiens vj 1 r -Dinning protein Jtvno / ^ivriw / j 9 mxvrH.r_ 


■xt*. x f\t\ a £ 

NM 005346 


Homo sapiens neax snocjc /uku proiem id irujxv_ijJ7, imvi^--- 


NM 005345 


Homo sapiens neax shock /uku proiem irv vnorAin;, uuu^n 


NM 003545 


Homo sapiens Jti4 nistone iamiiy, memoer j jnnrjj, iutuxa 


NM 003543 


Homo sapiens H4 histone family, member H (H4FH), mRNA 


NM 003542 


Homo sapiens H4 nistone iamiiy, memoer vj ^H^rvx;, iiiruNA 


NM 003540 


Homo sapiens H4 nistone tamily, memoer c vH4ri_,;, nuuNi- 


NM 003539 


Homo sapiens H4 nistone tamily, memoer r> tri*frrj;, mruN/v 


NM 003538 


Homo sapiens H4 histone family, member A (H4FA), mRNA 


NM 005323 


TT * _ TTI 1_ * _A__ _ P- - - *1- - -i t n ml lhh *T* /f ri rrfi n nna*lfi^\ /TJl Cfl TYlT^1\J A 

Homo sapiens HI nistone family, member 1 (testis-speciiic; ^Hir 1 j, mKJNA 


NMJ)03752 


Homo sapiens eiikaryotic translation initiation tactor 3, suoumt o ^l ivku) 
(EIF3S8), mRNA 


NM_004929 


Homo sapiens calbmam 1, {2qkjJ) (CAJ_d1j, hikin/v 


NM 006122 


Homo sapiens mannosiaase, alpha, class za, memoer z uvjLmNz/_i;, iniviNA 


NM_006301 


Homo sapiens mitogen-acnvatea proiem Kinase Kinase Kinase iz \wu\rjx\*i.£) > 
mRNA 


NM 006299 


Homo sapiens zinc finger protein 193 (ZNF193), mRNA 


NM_006298 


Homo sapiens zone finger protein 15/2 (ZJNr iyz), mKJNA 


NM 006385 


Homo sapiens zinc linger protein zi 1 (ZJNrzi i j, uikjna 


NM 006296 


Homo sapiens vaccinia related kinase l (VKi_-£), mKJNA 


NM 006295 


Homo sapiens valyl-tRNA synthetase 2 (VARS2), mRNA 


NM 006447 


TT * * * J * - - - — j 1 /T TO D 1 <C\ tnDXTA 

Homo sapiens ubiqumn specific protease lo (U£>r loj, mKJNA 


NM 006294 


Homo sapiens ubiquinol-cytochrome c reductase binding protein (UQCRB), 
mRNA 


NM 006293 


Homo sapiens TYR03 protein tyrosine Kinase (1 YKU3;, mKJNA 


NM 006311 


Homo sapiens nuclear receptor co-repressor 1 (NCOR1), mRNA 


NMJ)06291 


Homo sapiens tumor necrosis factor, alpha-induced protein 2 (TNFAIF2J, 
mRNA 


NMJ)06290 


tt • __ • x* a _1___._ J — + ~ J _ "3 i ■ ivT Li* A Y"D"3 \ 

Homo sapiens tumor necrosis factor, alpna-mduced protem 3 ^iNfAlrjj, 
mRNA 


NM 006288 


Homo sapiens Thy-1 cell surface antigen (THY1), mKJNA 


NM_006286 


Homo sapiens transcription factor Dp-2 (E2F dimerization partner 2) (LtDirl), 
mRNA 


NM_006284 


Homo sapiens TATA box binding protem (TBP)-associatea tactor, KJNA 
polymerase II, H, 30kD (TAF2H), mRNA 


NM_006342 


Homo sapiens transforming, acidic coiled-coil containmg protem 3 (1 ACC3;, 
mRNA 


INM_UUOZoJ 


xiomo Sapiens u ansiorxning, aiuiuii/ voiicu.~wjii wmniiiiii^ ^uvivui i ^ in'w'^i^i 
mRNA 


NM 006282 


Homo sapiens serine/threonine kinase 4 (STK4), mRNA 


NM_006280 


Homo sapiens signal sequence receptor, delta (translocon-associated protein 
delta) (SSR4), mRNA 


NM 006307 


Homo sapiens sushi-repeat-containing protein, X chromosome (SRPX), mRNA 


NM 006415 


Homo sapiens serine palmitoyltransferase, long chain base subunit 1 (SPTLC1), 
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NM 006450 


Homo sapiens splicing factor (45kD) (SPF45), mRNA 


NM 006422 


Homo sapiens A kinase (PRKA) anchor protein 3 (AKAP3), mRNA 


NM_00o44o 


Homo sapiens soiuic earner iarniiy ^1 ^urganiv* axuuu uauopuitcaj, uidixuci u 
(SLC21A6),mRNA 


NM_006278 


Homo sapiens siaiyitransierase hk* ^ue T a-gaiacio5iaa&c mpiui-z.,.?- 
sialytransferase) (SIAT4C), mRNA 


NM_006378 


Homo sapiens sema uomani, immunogiu duiih uuiiioiii uanbincuiuiaiic 
Qomain t livij ana snort cy lopiasi i uv uuiiiaiu, ^bciuapiiuxui^ tx^ ^oxiivxrvtx-/^, 

tviPXTA 
UllvJN/V 


NM_UUoJ fy 


Uatwa cqt^-iotic* rami Arvmain i m m 11 n O crl r»Tn 1 1 i rt HfVmfllTI I To I QrlAT't' nfl^Iin flATTISllTl 
XXOmO Sapiens Scma UAJIIlallx, ULUnuxiugal/l/uixii uvjixuuii yxgjy aiiisii uaoiw wuiaiU) 

secreted, ^scnitipiiui in j ^oxjiyxtvj*^/, uxiyx^/tl. 


MM^ yuoz /4 


Unmn corvi*>tic email rnffllPlHI^ r*VtnVlTlf* QllHfWlTlllv A fPv^-PvS 1 TTlGTTiHfiT 19 

XXOinO sapiGxxo olxiaxi liiuuwiuic vYIUAJxlv/ pm/xqxxxi-ijr *v iaivaaawv** •* 


NM 006453 


• Homo sapiens transducin (beta)-like 3 (TBL3), mRNA 


INiYl uuoz/u 


TJr»TY>r* cai-»i**nc TfOatpH P A^ viral f r-ra q i nncnoene hnmolop fRRAS^ mRNA 


INIV1 UUDZOy 


Unrnn canienc r^tiriitiQ niomfmfAoa 1 fautA^omal dominants fRPlV mRNA 


NM 006355 


Homo sapiens ring finger protein 15 (RNF15), mRNA 


xnj AA<1 1 C 


xiomo sapiens ring linger pruicui -> ^ixi^iirjy, iinvi^in ^ 


NM 006394 


Homo sapiens regulated in glioma (RIG), mRNA 


NM_ UUoZoi 


xiomo sapiens proxeasome \prosomc, iiiat*ruptiiiiy cuuvaLui ouumui 1 \r r\^o 
aipnaj ^roivixiij, miviNA 


JNM UUoZoZ 


xiomo sapiens penpnenn ^xivrxij, mivrNrv 


NM_UUoZol 


xiomo sapiens propnci 01 x ili, paircu~iuvc iiuiiicuuuuijaiii u. <uio^/i iy vwjix xavtui 
(PROP1), mRNA 


XT\/f AArfJO^A 

JNM_UUoZoU 


xiomo sapiens proicin~isjiidoc, ixiici ici un-iiiLiUL/iuic uuuuic ou auucu xva^ni 
dependent inhibitor (PRKRI), mRNA 


XTAvT AA^CO^Q 

NM UUozjy 


xiomo sapiens pro lc m junose, cvjivxx -ucpcnucxiL, iypc jjl ixjvvjx^, ixx<vi>/x 


NM 006257 


Homo sapiens protein kinase C, theta (PRKCQ), mRNA 


NM 006255 


Homo sapiens proiein Kinase eta ^x xvivv^xx^, mxviN/v 


NM_006253 


xlomo sapiens protein Kinase, AJVir-acnvaiea, ueia 1 non-caiaiyuc sududii 
(PRKABl), mRNA 


NM_006252 


xlomo sapiens protem Kinase, Axvlt -aenvaxea, aipna z catalytic suounii 
(PRKAA2), mRNA 


XT\ A~ A AiCl C 1 

NM_UUoZj 1 


xiomo sapiens protein Kinase, /\ivxx-activaiea, aipna i cataiync suDunn. 
(PRKAAl), mRNA 


NM UU0Z4/ 


xiomo sapiens protein pnospnatase «>, cataiyuc suDunii ^rrrjv^j, iniviN/\ 


NM_006246 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), epsilon 
isoiorm ^rrzxoxi;, miviN j\ 


NM_006245 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), delta isoform 

n>PPTD^TW mDXJA ! 

[JrrrZssJjLf), mKINA 


NM_006244 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), beta isoform 

(rrr ZiOr> mKJNA 


NM_006243 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), alpha isoform 

(rrrZxOA), mKJNA 


NM 006241 


Wattia QnnifTic nrAfpin TihA^nViarase 1 reonlatorv rinhibitori subunit 2 CPPP1R2\ 
mRNA 


NM_006240 


Homo sapiens protein phosphatase, EF hand calcium-binding domain 1 (PPEF1), 
mRNA 


NM_006238 


Homo sapiens peroxisome proliferative activated receptor, delta (PPARD), 
mRNA 


NM 006237 


Homo sapiens POU domain, class 4, transcription factor 1 (POU4F1), mRNA 
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NM 006236 


tt _ „„^,v«o u/^TT ziAmam r»lacc 1 fran crnTiti nn factor 3 fPOU3F3V mRNA 
Homo sapiens ruu comain, ciass j, uoiioui ipuun i^wi «> v*- j j* *- 


NM 006235 


Homo sapiens rUU domain, ciass z, associating xa^uji 1 v a v^^^^vx 17, uuv^a 


NM 006231 


Homo sapiens polymerase (JJ1na airecieuj, ep&uuii \t\jx^j 9 imum 


NM_006358 


Homo sapiens solute earner iamny ^miiocnonuriAi o<unci, pcujAiaumai 
membrane protein, 34kD), member 17 (SLC25A17), mRNA 


NM 006227 


Homo sapiens phospholipid transier protein jri-ir j, huuna 


NM 006226 


Homo sapiens phospholipase C, epsilon (PLCE), mRNA 


NM 006225 


Homo sapiens phospholipase C, delta 1 {tru^ui), mKiNA 


NM 006224 


Homo sapiens phosphotidylinositol transfer protein (Pi TFN), mRNA 


NM 006479 


Homo sapiens RAD5 1 -interacting protem (FHO l ), mKJN A 


NM_006223 


Homo sapiens protein (peptidyl-prolyl cis/trans lsomerase) NIMA-interacting, 4 
(parvulin) (PIN4\ mRNA 


NM_006222 


Homo sapiens protem (pephdyl-prolyi cis/trans isomerasej JNlMA-mteracnng 1- 
like(PINlL),mRNA 


NM_006221 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase) NIMA-interacting 1 
fPIND.mRNA 


NM_006218 


Homo sapiens phosphoinositide-3-kinase, catalytic, alpha polypeptide 
(PK3CA), mRNA 


NM 006213 


Homo sapiens phosphorylase kinase, gamma 1 (muscle) (PHKG1), mRNA 


NM_006305 


Homo sapiens putative human HLA class 11 associated protem l [rtiJ\ri), 
mRNA 


NM_006212 


Homo sapiens 6-phosphofi^cto-2-kinase/fructose-2 > 6-Dipnospnatase z 
(PFKFB2), mRNA 


NM 006211 


Homo sapiens proenkephalin (PENK), mRNA 


NM_006209 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 2 (autotaxin) 
(ENPP2), mRNA 


NM_006205 


Homo sapiens phosphodiesterase 6H, cGMP-specitic, cone, gamma (tr umn) 9 
mRNA 


NM_006204 


Homo sapiens phosphodiesterase 6C, cGMP-specitic, cone, aipna prime 
(PDE6C), mRNA 


NM 006198 


Homo sapiens Purkinje cell protein 4 (PCP4), mRNA 


NM 006197 


Homo sapiens pencentnolar material 1 (PCM1), mKJN A 


NM 006195 


Homo sapiens pre-B-cell leukemia transcription tactor J t^rJAJ j, mKiNA 


NM 006193 


Homo sapiens paired box gene 4 (PAX4), mKJN A 


NM 006191 


Homo sapiens proliferation-associated 2u4, joku (i'AZur^j, nuuNA 


NM 006189 


Homo sapiens olfactory marker protein (OMP), mRNA 


NM_006186 


Homo sapiens nuclear receptor suDiamiiy 4, group a, memoer z- ^i^HiA-;^, 

^T> XT A 

mRNA 


NM 006185 


Homo sapiens nuclear mitotic appararus protem i uira^^ 


NM 006184 


Homo sapiens nucleobinain 1 (jnuuoij, ituuna 


NM 006182 


Homo sapiens oiscoioin comam receptor ianuiyj mcraucr z. v. A - /i - yxN ^'y> iiLLVLi **- 


NM 006180 


tt j.r, .. ! ■-. , xrl , -. 4.- J - > .. 1 .t-. 1 ■-■ fin-APino IrinorP T"W*^T\+Y\r TV/Til* *^ rNl' 1 K fC ✓ I fflKNA 

Homo sapiens neurotrophic tyrosine Kinase, receptor, type z. ixvj^;> u ^ n 


NM 006372 


Homo sapiens NS1 -associated protein 1 (NSAP1), mRNA 


NM 006177 


Homo sapiens neural retina leucine zipper (NRL), mRNA 


NM 006176 


Homo sapiens neurogramn (protein kinase u suds irate, kljj unx^^jin;, nuNiNA 


NM 006174 




NM 006170 


Homo sapiens nucleolar protein 1 (120kD) (NOLI), mRNA 


NM 006169 


Homo sapiens nicotinamide N-methyltransferase (NNMT), mRNA 


NM_006165 


Homo sapiens nuclear factor related to kappa B binding protein (NFRKB), 
mRNA 


NM 006164 


Homo sapiens nuclear factor (erythroid-derived 2)-like 2 (Ni«ii2L2), mRNA 


NM 006163 


Homo sapiens nuclear factor (erythroid-derived 2), 45kD (1MFJ&2), mRNA 
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VTX/ AA*T14TA 

NM 0061 60 


xinmn com'mc n*»iTrA<TATiip aH -RW^nti ati on 2 fNKUR.OD2V mRNA 

XlOmO S3plClla LLC Hi U HCLLIV UlXXwl v>4-l Uo-U. VJJ-i x» ^m^wxw^^A*/) nu\i,ifk 


NM 006158 


xiomo sapiens neuro m amen l, ngni puiypcpuuc \\jot\uj \L^±*r i^j 9 uuuia 


NM 006393 


Homo sapiens ncDuicuc ^iNnuj-.y, uumna 


NM 006316 


Homo sapiens DNA-binding transcriptional activator (NCYM), mRNA 


NM 006153 


Homo sapiens 1NL/K adaptor protein l ^rsuxvi j, mruN/\ 


NM_006424 


Homo sapiens solute earner iamiiy ^soaium pnospxidicj, mcinuci 
(SLC34A2),mRNA 


NM 006317 


Homo sapiens brain acid-soiuDie protein 1 i±jAor ij, mruNA 


NM 006343 


Homo sapiens c-mer proto-oncogene tyrosine kinase (MhK'rK), mRNA 


NM_006457 


Homo sapiens LIM protein (similar to rat protein Kinase c-omding enigma; 
(LIM), mRNA 


NM 006148 


TT • t t» jt 1 otto _«*v—£m 1 /T A CT)1\ — ,D\T A i 

Homo sapiens LIM and SH3 protein 1 (JLAorl), mKJNA 


NM_006383 


Homo sapiens DNA-dependent protem kinase catalytic suDtmit-interactmg 
protem 2 (Kir 2), mRNA 


NMJ)06459 


Homo sapiens similar to Caenorhabditis elegans protein C42C1.9 (KE04), 
mRNA 


-v t» r t\t\ ^ ■y A T 

NM 006147 


Homo sapiens interieron regulatory iactor o ^juktoj, mtuNA 


NM 006332 


Homo sapiens interieron, gamma -lnauci Die protem jv ^itaju;, nuvi>^\ 


NM 006337 


Homo sapiens micro spnerme protem i yviwi\o 1 nus-L>i/\ 


NM 006308 


Homo sapiens heat shock 27kD protein 3 (HSPB3), mRNA 


NM_006403 


Homo sapiens enhancer ot mamentauon i ^cas-iuce aocKing, i^rK-associaiea 
substrate related) (Hbrlj, mKrsA 


NM 006143 


Homo sapiens kj protem-coupieo receptor iy v.vjriviyj, iiiivln/\ 


NM 006302 


Homo sapiens glucosidase 1 (viuo i J, niruN a 


NM 006478 


Homo sapiens vjAoz-reiated on enromosome ^ur/vivzzj, iiiivina 


NM_006338 


Homo sapiens glioma ampliiiea on enromosome i proxem ^lcucuic-riuiy 
(vjrAOl )+ mKJNA 


NM 006360 


Homo sapiens dendritic ceu protem v^jai /), uiivln/v 


NM 006329 


Homo sapiens fibulm 5 (FBLN5), mRNA 


NM 006404 


Homo sapiens protem C receptor, endotnenai ^crrv^Jv; ^rKwv^ivj, iiuvln/\ 


NM 006304 


Homo sapiens Deleted m sput-nand/split-loot l region {JJbol j, mKJNA 


NM 001355 


▼ w — Y \ — - - - ^ - - - ^ — nw.«-> n n /" 1 ^ '"\ r I ' \ iit.Ij\T A 

Homo sapiens D-dopachrome tautomerase (DJL> 1 ), mKJNA 


NM 006139 


Homo sapiens CD28 antigen (Tp44) (CD28), mRNA 


NM 006371 


Homo sapiens cartilage associated protein (CK1 Ar;, mKJNA 


NM_006136 


Homo sapiens capping protein (actin filament) muscle Z-line, alpha 2 

fi~* A D7 A 0\ . ..T)\T A 

(CAPZA2), mRNA 


NM 006448 


Homo sapiens trinucleotide repeat containing 1 (TNRC1), mRNA 


NM 006333 


xiomo sapiens nuclear uiNA-omamg protem {k^lu), inssiyt\ 


NM__006419 


Homo sapiens small inouciDie cytoicme jd suoiamny ^ys-vv-v^yb mvuij, mcuiuw 
13 (B-cell chemoattractant) (SCYB13), mRNA 


NM 005453 


Homo sapiens zmc linger protem zy / ^zjnjt / ), mivrN/v 


NM 006324 


Homo sapiens craniofacial development protein 1 (CFDP1), mRNA 


NM 006375 


Homo sapiens cytosolic ovarian carcinoma antigen 1 (COVA1), mRNA 


NM 004466 


TT • 1 . ... i ,-.r-> ... C /PT>AC\ M D\TA 

Homo sapiens gjypican 5 (GPC5), mRNA 


"Km jt Aft j ii r> /4 

NM 004484 


Homo sapiens giypican 3 (urC3j, mKJNA 


JNM._UUZojO 


rtomo sapiens poiioviruo ret cp lor -rci <i lcu z. ^ucipcoviiuo vu.ujr uibuiawi x^y 
(PVRL2), mRNA 


NM_001420 


Homo sapiens ELAV (erhbryonic lethal, abnormal vision, Drosophila)-like 3 (Hu 
antigen C) (ELAVL3), mRNA 


NM 001634 


Homo sapiens S-adenosylmethionine decarboxylase 1 (AMD1), mRNA - 


NM 000483 


Homo sapiens apolipoprotein C-II (APOC2), mRNA 


NM 001645 


Homo sapiens apolipoprotein C-I (APOC1), mRNA 
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NM 000482 


Homo sapiens apolipoprotein A-IV (APOA4), mRNA 


NM 005953 


Homo sapiens metallothionein 2A (MT2A), mRNA 


NM 005954 


Homo sapiens metallothionein 3 (growth inhibitory factor (neurotrophic)) 
(MT3),mRNA 


NM 006007 


Homo sapiens zinc finger protein 216 (ZNF216), mRNA 


NM 006006 

1 www 


Homo saoiens zinc Sneer nrotein 145 fKronoel-like. exnressed in nromvelocvtic 

A Ivlllv OCiUlVliU till IV AAA 1 jS^WA k/X \J kvlli A T IAmUUI/V1 44i\V| VAL/1 VJUvv AAA UIVUIJ WlvVJ' UV 

leukemia) (ZNF145), mRNA 


NM_006004 


Homo sapiens ubiquinol-cytochrome c reductase hinge protein (UQCRH), 
mRNA 


NM 006003 


Homo saoiens ubiouinol-cvtochrome c reductase Rieske iron-sulfur oolvoeotide 
1 (UQCRFS 1), nuclear gene encoding mitochondrial protein, mRNA 


NM 006088 

111*1 www 


Homo saoiens tubulin, beta. 2 CTUEB2) mRNA 


NM 005999 


Homo sapiens translin-associated factor X (TSNAX), mRNA 


NM 006022 


Homo saoiens trgnsforminp erowtli factor heta-stimulated rrrotein 
(TSC22),mRNA 


NM 005998 


Homo saoiens chaneronin containing TCP1 subunit 3 ( PHnirnal (CCT3^ mRNA 

XAV/IUU 0tt|ilVllu VllUpvl *J11A11 VyllW 11 M 1 1 A^^ A, \^JL A y O *A AJ % 1 1 1 ■ «y \f> HHI HI y ^^-/X^/ A. .»/ UU\lllk 


NM 006073 


Homo saoiens triadin (TRDNl mRNA 

AA\/lAiV OUUIVlllJ UlliUUl 1 A 1\A/1 ^ f j 1AAAXA ™ A A 


NM 005997 


Homo sapiens transcription factor-like 1 (TCFL1), mRNA 


NM 006116 


Homo sapiens transforming growth factor beta-activated kinase-binding protein 
1 (TAB1), mRNA 


NM_005989 


Homo sapiens aldo-keto reductase family 1, member Dl (delta 4-3-ketosteroid- 
5-beta-reductase) (AKR1D1), mRNA 


NM_005988 


Homo sapiens small proline-rich protein 2A (SPRR2A), mRNA 


NM 005986 


Homo saoiens SRY (sex determining re si on YV-box 1 fSOXl^ mRNA 


NM 006049 


Homo saoiens small nuclear RNA activating comolex oolvoeotide 5 1 9kD 
(SNAPC5), mRNA 


NM 006080 


Homo saoiens sema domain, immunoglobulin domain short basic domain- 
secreted, (semaphorin) 3A (SEMA3 A), mRNA 


NM_006072 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 26 
(SCYA26), mRNA 


NM 005981 


Homo sapiens sarcoma amplified sequence (SAS), mRNA 


NM 006054 


Homo sapiens reticulon 3 (RTN3), mRNA 


NM 005977 


Homo sapiens ring finger protein (C3H2C3 type) 6 (RNF6), mRNA 


NM 005975 


Homo sapiens PTK6 protein tyrosine kinase 6 (PTK6), mRNA 


NM 005972 


Homo sapiens pancreatic polypeptide receptor 1 (PPYR1), mRNA 


NM 006112 


Homo sapiens peptidylprolyl isomerase E (cyclophilin E) (PPIE), mRNA 


NM 006107 


Homo sapiens acid-inducible phosphoprotein (OA48-18), mRNA 


NM 006067 


Homo sapiens neighbor of COX4 (NOC4), mRNA 


NM_005969 


Homo sapiens nucleosome assembly protein 1-like 4 (NAP1L4), mRNA 


NM 006058 


Homo saoiens Nef-associated factor 1 fNAFH mRNA 

A v ' f * A Uhi|/AVU0 A vWA UOOvVllll^/ll AUVIrVl A yA ^A AA, A J j lUlu llA 


NMJ)06097 


Homo saoiens mvosin resulatorv lieht chain 2 smooth muscle isoform 

v«*|/iwuj 111 .J vWUI A VgMllAliVl T HH^ 1 * VI mi 1A A* j tflllWUl UlUUVlv luVAVlAAl 

(MYRL2), mRNA 


NM 005955 


Homo sapiens metal-regulatory transcription factor 1 (MTF1), mRNA 


NM_005932 


Homo sapiens mitochondrial intermediate peptidase (NUPEP), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 005931 


Homo sapiens MHC class I polypeptide-related sequence B (MICB), mRNA 


NM 006081 


Homo sapiens MHC binding factor, beta (MHCBFB), mRNA 


NMJ)05930 


Homo sapiens meningioma expressed antigen 6 (coiled-coil proline-rich) 
(MGEA6), mRNA 


NM 005928 


Homo sapiens milk fat globule-EGF factor 8 protein (MFGE8), mRNA 


NM 005926 


Homo sapiens microfibrillar-associated protein 1 (MFAP1), mRNA 


NM 005925 


Homo sapiens meprin A, beta (MEP1B), mRNA 
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NM_005924 


Homo sapiens mesenchyme homeo box 2 (growth arrest-specific homeo box) 
(MEOX2), mRNA 


NM_005920 


rlomo sapiens MADb box transcnpnon ennancer iacior z,, puiypcjmuc u 
(myocyte ennancer iacior zu) yvuirAU/, nuviN^. 


NM_005919 


Homo sapiens iylajjo dox uranscnpuon cilluuioci iouum. x., pwjf^^uuw j-* 
i myocyte ennancer iacior za) ^iyldtad;, mj\rvr*. 


NM_005918 


xt _ __ 0 i O fo. r i e »ViT7/irft»*m{icp 9 "NJAD f mitochondrial^ (MDH2V nuclear 

domo sapiens maiate uenyarogenase z,, in/vl/ ^luiiuvnwiiUAiai^ v ivja ^ rAAX '/» uuwiwiu 

_ , ^ . ----- -1- — — kmIaoii A«\/iriol *"*t*f\^P»lTl mlt M A 


NM 005917 


Homo sapiens malate dehydrogenase 1, NAD (soluble) (MDH1), mRNA 


NM 005913 


Homo sapiens melanocortm j receptor imvokj, miviN a 


NM 005912 


Homo sapiens melanocortm 4 receptor iurina 


NM 005911 


Homo sapiens methionine adenosyltranslerase u, aipna (ivia±za;, miu>j/\ 


NM 005908 


Homo sapiens mannosidase, beta A, lysosomal uviajndaj, iiikjna 


NM 005907 


Homo sapiens mannosidase, alpha, class 1 A, member 1 (MAN1A1), mRNA 


NM_005898 


Homo sapiens membrane component, chromosome 1 1, surface marker 1 
(MllSl),mRNA 


NM 006060 


Homo sapiens zmc linger protein, suoiamiiy ia, a ti&axub; vz^*^ i ^ rvA ^» "^^^ 


NM 006059 


Homo sapiens lamimn, gamma 3 (LAM^jj, iiikjna 


NM 006038 


Homo sapiens spermatogenesis associated PD1 (KIAA0757), mRNA 


NM_006084 


Homo sapiens mterferon-stimulatea transcription iactor 5, gamma yftoKsj) 
(ISGF3G), mRNA 


NM 005897 


Homo sapiens intracisternal A paracie-promotea poiypepuae ^ir r ixumn/\ 


NM 005896 


Homo sapiens isocitrate dehydrogenase 1 (NADP+), soluble (IDH1), mRNA 


NM 006028 


Homo sapiens 5-nyaroxytryptanune (serotonin; receptor jd ^nixuDj, nusjxn* 


NMJ)06120 


Homo sapiens major histocompatibility complex, class H DM alpha (HLA- 

T"VH K A \ T> XT A 

DMA), mRNA 


NM 006026 


Homo sapiens HI ni stone tamily, memoer A (HirAj, uuuna 


NM_006051 


Homo sapiens FE65-LIKE 2 (FE65L2), mRNA 


NMJ)06079 


Homo sapiens Cbp/p3 00 -interacting transacuvator, witn uiu/Asp-ncn carooxy- 
tenninal domain, 2 (QTED2), mRNA 


NM_005894 


Homo sapiens CDS antigen-like (scavenger receptor cysteine rich family) 
(CD5L), mRNA 


NM 006016 


Homo sapiens CD164 antigen, sialomucin (CD164), mRNA 


NMJ)06078 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 2 
(CACNG2), mRNA 


NMJ)06030 


Homo sapiens calcium channel, voltage-dependent, aipna z/aeita suoumt z 
(CAOSIA2D2),mRNA 


NM 006085 


Homo sapiens 3 (2j, 5 -bisphosphate nucleotiaase l (tsriN i ij, mKiNA 


NM_006015 


Homo sapiens SWI/SNF related, matrix associated, actin aepenaent regulator 01 
chromatin, subfamily f, member 1 (bMAKOr i), itikina 


NM_006066 


Homo sapiens aldo-keto reductase tamily 1, memoer /vi ^aiaenyae reaucxasc; 

r a TTTJ 1 A 1 \ M T)\T A 

(AKR1A1), mRNA 


NMJ005891 


Homo sapiens acetyl -Coenzyme A aceiyiiransierabe i. ^auciud^iyi wuciiz,yiuc 
thiolase) (ACAT2), mRNA 


NM 006020 


Homo sapiens alkylation repair; aiKts nomoiog tADnj, uhvin^v 


INiVL UUHUJO 


Unmn ^jmiens carhrmic anhvdrase Vlll (CA8 )« mRNA 


NM 005664 


Homo sapiens makorin, ring finger protein, 3 (MKRN3), mRNA 


NM 005662 


Homo sapiens voltage-dependent anion channel 3 (VDAC3), mRNA 


NM 005836 


Homo sapiens translational inhibitor protein pl4.5 (UK1 14), mRNA 


NM_005660 


Homo sapiens solute carrier family 35 (UDP-galactose transporter), member 2 
(SLC35A2), mRNA 


NM 005659 


Homo sapiens ubiqtritin fusion depradation 1-like (DhDlL), mRNA 
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xnv>r nns 70^ 

iNxVl UUJ / UO 


Wrvmn ojmipn^ trrmoT sunT)re5wine subtransferable candidate 4 fTSSC4^ mRNA 




Wnmn ^aniens tetrasnan 5 fTSPAN-S^ mRNA 


NM 005727 


Homo sapiens tetraspan 1 (TSPAN-1), mRNA 


INIYI UUjDjo 


u nrnn cariipTiQ TNF recpntor-aR5?ACtated factor 1 fTRAFl^ mRNA 


IN1V1 UUjoUZ 


Wrt-mn conifnc tirmAr Trrntpfn T^S^-hitiditio' nTAtefn f rP53RPUi mRNA 

XxUIxlU oaUlCUo llxlliUi yi *J it/ ill pjj'mnuiiig tvnjiv/xii \ a •*> jjui • Lj /) xixxvi^**. 


iNlvl UUO/H;/ 


Wnrrin caniPTK! trnn«?Hiirpr nf FRR"R2 1 fTOBli mRNA 

TXOIIIO SuipiCXiO Li dXXOll <*l CIX XwX\JL)XJ.£>, 1 ^lvUl/j UUVL^^X 




TJ/vm/\ com'pnc TfJUR inHliriMp Mrlv OTAwfh TPOnAnCP CV\ h'fr 1 mRNA 
XTOIIIO oitpiCllo IVjP-D lllUUvlUlC Calijr glU WL1X It»opULlOt> yXXJLt\J Jy XlXXVl ^xV. 




Homo Sapiens ixansui lpuou iacior v^x ^ ^irv^r^j, hix\xn/\, 




riomo sapiens nuciear receptor suDiainiiy z, group r, mcniDcr i ^i>i\xr ij 3 
mRNA 


NM 005652 


Homo sapiens leiomeric repeal Dincung iacior z ^icxvrzj, niivi^/Y 


NM 005885 


Homo sapiens similar to S. cerevisiae SSM4 (TEB4), mRNA 


NM 005651 


Homo sapiens tryptopnan z, 3-01 oxygenase ^ijlajzj, jwsjsjx 


NM 005649 


Homo sapiens transcription factor 17 (TCF17), mRNA 


NM 005647 


Homo sapiens transducm (oetaj-liKe l {IdLI), mKJNA 


NM_005645 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 

t tt xr I01»n /TATTOO __T)XT A 

polymerase 11, K, lokD (lArzKj, mKJNA 


NM_005643 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, I, zokD (1 Arzlj, mKJNA 


NM_005o41 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 

■^r-vUmtawi^o TT TJ Hr\fQZ\sT\ /TATTOO ml? XT A 

polymerase 11, n, /u/oDKU ^ 1 Arziij, iukina 


XTN/T AAC/C7A 

JNM_00So/y 


Homo sapiens iaia dox Dinaing protein or j-associaica iacior, ivxna 
polymerase I, C, 1 lOkD (TAF1C), mRNA 


XTTV/T AA^/£91 

JNM_UUDOo 1 


TTnn-in ennianf TATA U AV Ki-n/^'iti rr nrntpin ^nTRTj\_a ccrw>i a+f*A fontnr TJXT A 

xiomo sapiens iaia dox Dinaing proxem ^ 1 or ^asscjciaicu iacior, ixin/v 
polymerase i, /i, hokl^ ^ jl /vt i/v^, nitviN/\ 


XJAyf AAC/C^Q 
JNJVL UUDOj!/ 


T-T/\t«/\ conionc c\rrt crrxtf\fai fTTTMT* 1 | Q^/' I'll TYlU^^A 

xiomo sapiens synapioragmin i ^oi iij, mjvrNA 


NM ,00563 8 | 


Homo sapiens synaptobrevin-like 1 (SYBL1), mRNA 


NM 005oi-> 


Homo sapiens synovial sarcoma, X breakpoint 1 (SSX1), mRNA 


NM_005871 


Homo sapiens splicing factor 30, survival of motor neuron-related (SPF30), 

.-■-■Tr>T A 

mRNA 


NM 005634 


Homo sapiens SRY (sex detennining region Y)-box 3 (SOX3), mRNA 


NM 005686 


Homo sapiens SRY (sex detennining region Yj-box 13 (p(JX13), mRNA 


NM_005629 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, creatine), 
member 8 (bLCoAo), mKJNA ! 


XTTV/f AA^/CIA 

NM__00jo30 


Homo sapiens solute carrier iamiiy z 1 yrrosiagianain iransporxer ) 9 memoer z 
(SLC21A2),mKNA 


NM^OODozo 


Homo sapiens solute carrier family 1 (neutral amino acid transporter), member 5 
(SLClA5),mRNA 


NM 003 0Z7 


Homo sapiens seriim/glucocorticoid regulated kinase (SGK), mRNA 


NM OODo// 


Homo sapiens splicing iactor 3a, suoumt l, izukjj (or jAl j, mKiNA 


NM UUDOZj 


Homo sapiens synaecan Dmaing protein (synteninj (oULDrj, mKJNA 


IN IV1__UUj OZJ 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 8 
^monocyte cnemotacuc proicm zj ^oliao nuuNA 


KM nns£?4 

INxVx^lM/J 0^*f 


T-Trtmrv canionc email inHnr"TKli» rvf olf~iTi enl>Tom-t1\/ A fC^xrcjT^xrdS m**mVvf fc T > 0^ 

riomo sapiens small ihuucidic uyioiunc buoxainxiy a v.^ys-v-ryoy, uicuiucr 
^Sr"YA9Si mRNA 

w X alJ IliXvlN/A. 


NM 005850 


Homo sapiens splicing factor 3b, subunit 4, 49kD (SF3B4), mRNA 


NM 005772 


Homo sapiens RNA cyclase homolog (RNAC), mRNA 


NM 005614 


Homo sapiens Ras homolog enriched in brain 2 (RHEB2), mRNA 


NM 005777 


Homo sapiens RNA binding motif protein 6 (RBM6), mRNA 


NM 005778 


Homo sapiens RNA binding motif protein 5 (RBM5), mRNA 


NM 005611 


Homo sapiens retinoblastoma-like 2 (pl30) (RBL2), mRNA 


NM 005704 


Homo sapiens protein tyrosine phosphatase, receptor type, U (PTPRU), mRNA 
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NM 005607 


Homo sapiens PTK2 protein tyrosine Kinase l [r l&ZJ, rnKJNA 


NM.005789 


Homo sapiens proteasome (prosome, macropam; activator suDumt J {rAzo 
pmma; Kl) (PSME3), rnRNA 


NM 005672 


Homo sapiens prostate stem cell antigen (PSCA), rnRNA 


NM 005865 


Homo sapiens protease, serine, 16 (thymus) (rKbMo), mKlNA 


NM 005729 


Homo sapiens peptidylprolyl isomerase F (cyclophilin F) (PPIF), rnRNA 


NM 005604 


Homo sapiens POU domain, class 3, transcription factor 2 (POU3F2), rnRNA 


NM 005709 


Homo sapiens PDZ-73 protein (PDZ-73/NY -CO-3 8), rnRNA 


NM 005767 


Homo sapiens purinergic receptor (family A group 5) (P2Y5), rnRNA 


NM_005835 


Homo sapiens solute carrier family 17 (sodium phosphate), member 2 
(SLC17A2), rnRNA 


NM_005793 


Homo sapiens nucleoside diphosphate kinase type 6 (inhibitor of p53-induced 
apoptosis-alpha) (NM23-H6), rnRNA 


NM 005600 


Homo sapiens nitrilase 1 (NIT1), rnRNA 


NM 005599 


Homo sapiens nescient helix loop helix 2 (NHLH2), rnRNA 


NM 005598 


Homo sapiens nescient helix loop helix 1 (NHLH1), rnRNA 


NM 005596 


Homo sapiens nuclear factor VB (NFEB), rnRNA 


NM 005665 


Homo sapiens ecotropic viral integration site 5 (EVI5), rnRNA 


NM_005594 


Homo sapiens nascent-polypeptide-associated complex alpha polypeptide 
(NACA), rnRNA 


NM 005593 


Homo sapiens myogenic factor 5 (MYF5), rnRNA 


NM 005592 


Homo sapiens muscle, skeletal, receptor tyrosine kinase (MUSK), rnRNA 


NM_005845 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 4 
(ABCC4), rnRNA 


NM_005874 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and HIM domains), member 2 (LILRB2), rnRNA 


NM 005588 


Homo sapiens meprin A, alpha (PABA peptide hydrolase) (MliFl A), rnRNA 


NM_005587 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide A 
(myocyte enhancer factor 2A) (MEF2A), rnRNA 


NM_005810 


Homo sapiens killer cell lectin-like receptor subfamily G, member 1 (KLRCil), 
rnRNA 


NM 005581 


Homo sapiens Lutheran blood group (Auberger b antigen included) (LU), rnRNA 


NM_005578 


Homo sapiens LTM domain-containing preferred translocation partner in lipoma 
CLPF\ rnRNA 


NM 005577 


Homo sapiens lipoprotein, Lp(a) (LPA), rnRNA 


NM 005576 


■w-r * 1 1 • i 1*1-1 /T AVT *1 \ -- n\T A 

Homo sapiens lysyl oxidase-like 1 (LOXL1), rnRNA 


NM 005573 


Homo sapiens lamin Bl (LMNBl), rnRNA 


NM 005572 


Homo sapiens lamin A/C (LMNA), rnRNA 


NM 005568 


Homo sapiens LIM homeobox protein l (LHXl), rnRNA 


NM 005780 


Homo sapiens lipoma HMGIC fusion partner (LHFP), rnRNA 


NM 005566 


Homo sapiens lactate dehydrogenase A (LDHA), rnRNA 


NM 005564 


Homo sapiens hpocalin 2 (oncogene 24p3) (LCN2), rnRNA 


NM 005558 


Homo sapiens ladinin 1 (LAD1), rnRNA 


NM 005556 


Homo sapiens keratin 7 (KRT7), rnRNA 


NM_005557 


Homo sapiens keratin 16 (focal non-epidermolytic palmoplantar keratoderma) 
(KK1 lo), mKJNA 


NM 005553 


Homo sapiens keratin, cuticle, ultrahigh sulphur 1 (KRN1), rnRNA 


NM 005552 


Homo sapiens kinesin 2 (60-70kD) (KNS2), rnRNA 


NM 005551 


Homo sapiens kallikrein 2 T prostatic (KLK2), rnRNA 


NM 005550 


Homo sapiens kinesin family member C3 (KIFC3), rnRNA 


NM_005832 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 2 (KCNMB2), rnRNA 



488 



WO 03/074654 



PCT/US03/05028 



NMJ)05549 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 10 (KCNA10), mRNA 


NM 005548 


tt _ .- * f - , ... A 4.TO"KTA ivo-iLninnn /Tf A T5 0\ M T)\T A 

Homo sapiens lysyl-tRNA synthetase (KAKoj, mRNA 


NM 005547 


Homo sapiens involucrin (IVL), mRNA 


NM_005545 


Homo sapiens immunoglobulin superfamily containing leucine-rich repeat 

/TOT T"» \ n\T A 

(ISLR), mRNA 


NM 005853 


Homo sapiens iroquois-class homeodomain protein (IRX-2A), mRNA 


■v n AT f\ s\ r* r A A 

NM 005544 


Homo sapiens insulin receptor substrate 1 (IRS1), mRNA 


NM 005543 


tt • * 1 • i 'i #> fr J • ii\ /TXT CI T 0\ - - nxT A 

Homo sapiens insulin-like 3 (Leydig cell) (INSL3), mRNA 


NM 005542 


tt * ' 1 * ♦ j j i /TVTOT/^ 1 \ T>"XT A 

Homo sapiens msulm induced gene 1 (INSIG1), mRNA 


NM 005541 


Homo sapiens inositol polyphosphate-5-phosphatase, 145kD (INPP5D), mRNA 


NM 005539 


Homo sapiens mositol polyphosphate-5-phosphatase, 40kD (INPP5A), mRNA 


NM 005537 


tt • i -t j» ii 1 r* 'i -| « /TXT^"* 1 \ t>\t A 

Homo sapiens inhibitor of growth 1 family, member 1 (ING1), mRNA 


NM 005535 


Homo sapiens mterleufcin 12 receptor, beta 1 (IL12RB1), mRNA 


NM 005532 


Homo sapiens interferon, alpha-inducible protem 27 (IFI27), mRNA 


NM 005531 


Homo sapiens mteiferon, gamma-mducible protem 16 (IFIlo), mRNA 


NM 005530 


Homo sapiens isocitrate dehydrogenase 3 (NAIH-) alpha (IDH3 A), mRNA 


NM 005808 


Homo sapiens HYA22 protein (HYA22), mRNA 


NM_005528 


Homo sapiens heat shock 40kD protein 2 (HSPF2), mRNA 


NM 005526 


Homo sapiens heat shock transcription factor 1 (HSF1), mRNA 


NM 005525 


Homo sapiens hydroxysteroid (11-beta) dehydrogenase 1 (HSD11B1), mRNA 


NM_005522 


Homo sapiens homeo box Al (HOXA1), mRNA 


NM_005521 


Homo sapiens homeo box 1 1 (T^cell lymphoma 3 -associated brealqpoint) 
(HOXll^mRNA 


NM_005518 


Homo sapiens 3-hydroxy-3-methylglutaryl-Coenzyme A synthase 2 
(mitochondnal) (HMGCS2), mRNA 


NM 005515 


TT « 1 1 T||>A fT ■ 1 T*"VT A 

Homo sapiens homeo box HB9 (HLXB9), mRNA 


NM 005516 


Homo sapiens major histocompatbihty complex, class I, E (HLA-E), mRNA 


NM 005712 


Homo sapiens HERV-H LTR-associatmg 1 (HHLA1), mRNA 


NM 005844 


Homo sapiens PERB 1 1 family member in MHC class I region (HCGIX), mRNA 


NM_005513 


Homo sapiens general transcription factor HE, polypeptide 1 (alpha subunit, 
56kD) (GTF2E1), mRNA 


NM 005683 


Homo sapiens G protein-coupled receptor 55 (GPR55), mRNA 


NM 005684 


Homo sapiens G protein-coupled receptor 52 (GPR52), mRNA 


NM 005512 


Homo sapiens glycoprotem A repetitions predominant (GARP), mRNA 


NMJ)05851 


Homo sapiens tumor suppressor deleted in oral cancer-related 1 (DOC-1R), 
mRNA 


NM 005740 


W * 1 * 1 -4 " 1 i 1 i * "1 A /TT*N"V TAT ji \ f-v 'VTA 

Homo sapiens dynein, axonemal, light polypeptide 4 (DNAL4), mRNA 


NM 005872 


Homo sapiens breast carcinoma amplified sequence 2 (BCAS2), mRNA 


NM 005671 


Homo sapiens reproduction 8 (D8S2298E), mRNA 


NM 005800 


Homo sapiens highly charged protein (D13S106E), mRNA 


NM_005752 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectm, superfamily member l (cartilage-derived) (CLECSFl), mRNA 


^ T"fc at f\ f\ ^ r r\ 

NM 005507 


TT * _ 1 • « a « \ //■■I'll a \ T»^T A 

Homo sapiens cofilm 1 (non-muscle) (CFL1), mRNA 


NM_005825 


Homo sapiens RAS guanyl releasing protein 2 (calcium and DAG-regulated) 
\i\j\oKjt\jrz.j 9 niKjNA 


NM 005773 


Homo sapiens zinc finger protein 256 (ZNF256), mRNA 


NM 005774 


Homo sapiens zinc finger protein 255 (ZNF255), mRNA 


NM 005504 


Homo sapiens branched chain aminotransferase 1, cytosolic (BCAT1), mRNA 


NM 005738 


Homo sapiens ADP-ribosylation factor-like 4 (ARL4), mRNA 


NM_005731 


Homo sapiens actin related protein 2/3 complex, subunit 2 (34 kD) (ARPC2), 
mRNA 
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NM_005719 


Homo sapiens actin related protein 2/3 complex, subunit 3 (21 kD) (ARPC3), 

ttiUMA 


XTA X AACOCJ 

MM UUjooJ 


u« m n cam'priQ nHptinmatnu^ nAivnAsis coli like f APCD. mRNA 


NM UU5ojo 


Uat«a canipnc A Irinase fPRKA^ anchor nrotein 8 f AKAP8), mRNA 


XTXiT A AO A0 1 


Wattia caniPTiQ fihrAmodulm fFMOD\ mRNA 


NM 000108 


Homo sapiens dihydrolipoamide dehydrogenase (E3 component of pyruvate 
AoVk\rAye\trfmac^ **Amn1f»Y 9^xA-phitarate cornnlex. branched chain keto acid 


NM 001621 


Homo sapiens aryl hydrocarbon receptor (AHR), mRNA 


XTX if AA1 1A1 

NM 001101 




\t» /r AA11AA 

NM 001100 


xjnmr* canianc onfiri alnVta 1 clrplptnl mn^nle ( ACTTA1 1 mRNA ! 
xiomo sapiens aeon, aipiia i, ai*cicia* muouiv v rLV/ * rLi /> uuyai "' 


XTX M AAAAC A 

NM_000054 


Uatma cunimic armninp i/s»cAT»r^QciTi rpr.pntnr 2 fnenhroffenic diabetes insipidus) 

XlOTClO SapieuS iir&lIllIlC Yabupicooiii *v*/&|/mj* ** ^**v/^/a** v/gwxAiw viiuwwwu mwij/iumy 
/ A VPP?^ mRtJA 


NM 005455 


Homo sapiens zinc finger protein 265 (ZNF265), mRNA 


\t» *• AAC A'il 

NM_005433 


Usvrvk/i ronicne ^7 vpc 1 VamaoiipVii oiiTPAfna viral Aticoffene horooloE 1 lYESl). 

JtiOnlO Sapiens Y-yeS-l X allla.guwlll aaituuia vuai uiit/u^uw uuiuvivg * V * rfV * */> 

mRNA 


XTX Jf AAC /IT A 

NM 005429 


TJ/xmrk eornonc xrocnillor PTI AVktVlplinl OTAWth fa ft AT fVEClFvTL IllRNA 

riOTno sapiens vascuiar cnuu uici lai giuwm la^wi ^ v. v *^vi *• 


NM 005499 


rlomo sapiens oUlvivj- 1 acuvaung cnzyinc buuuiiu ^uu/v^, uuuia 


NM 005427 


xiomo sapiens tumor protein p/j v 1 it / jj, mxvrN rv 


xn/r f\r\c a*> c 

NM_005425 


tt.„ _ - < -,- % 4a«,o 4rAYici4iAti *vr/\f<»-in 0 ( i\\Tf~\T\ <T Ml clwnP tA ATAtflTTllTlft TPT")1 3 CCTTl ET1 1 1 

tiomo sapiens transition protein z> ^uuiiiig iiioiuiiw iu piuwmiuB i^piovwuiwiAiry 
rrKTPO^ mpxr a 

v lNrZJ, mtUNA 


XTTVyT AA<zlO/t 

NM_UU54Z4 


U rtrnrt oortipnc f-\/rAcinf» Irfnncf* with irnrniTnAP'l ohlllin ATI ft PDI (Iff filial CTOWttl taCtOT 
ATTIC 1 JkITJICIIo IVI vJoillC iVilltloC W1L11 III 111 im mgmuuiiu vpiuviu«*» o 1 - ^ * T ■** * 

ViAmAl actv H Amain ^ rTTR^ mRNA 


xnvyr o.ac*io3 


Watha Q«Tiif*n^ trefAil factor 2 Tsriasmolvtic nrotein 1) (TFF2), mRNA 


NM UUj*+ZZ 


Wattia <:anif*n<i tpctorin alnha rTECTAV mRNA 


NM 005421 


Homo sapiens T-cell acute lymphocytic leukemia 2 (TAL2), mRNA 


XTKVT AA4I/10A 


tir»wiA conimc cn 1 1 fAtriiTi cfpTO Qf» pQtrAO'CTi-nT^ferrinff ('STEY mRNA 
xiomo sapiens sutiutroiioiciaoo, rauugux ^ibiwiiiug v-* m*^-*-^* *■ 


NM 005418 


Homo sapiens suppression of tumorigenicity 5 (ST5), mRNA 


NM 005470 


rr A1 __ pnnionr cmo/^frin QTT^ Hntriflin ArnHiVnT nrAtpfn 1 CSSH3BP1^ mRNA 

xiomo sapiens spectrin oru uuuiaiii uiiiujiig pii/tciu i ^uuiwui ±j 9 uxx-^x^j. ». 


NM 005416 


Homo sapiens small proline-rich protein 3 (SPRR3), mRNA 


NM 005460 


xiomo sapiens synuciein, arpna interacting proicm ^oyiipiiiiiii^ ^oi^v^-rvjj. j y ulevi^^v 


vr» r r\f\c /ill 

NM_005412 


xiomo sapiens serine nyuroxj rncuiy iiiaiioicnxoc ^iiuiuv/juununaiy ^iuui^, 

ml? XT A 


XTA /f AA*I/1AQ 

NM_UU54Uo 


Untnn ccir»i*»no email inHiiAiVilp rvtAViAp Qnhfamilv A TCvs-Cvs^ member 13 
/'Q^ , vAll^ mPKA 


NMJ)05402 


Homo sapiens v-ral simian leukemia viral oncogene homolog A (ras related) 

/p AT A^ m*PMA 


NM UU5J9/ 


Uatyia conime r> r» /^Af all/Yin -KVp rPOF)~3TT ^ TTl"RNA 

xiomo sapiens pououdiyAJxi'iiitc ^rui/ALj, uuvl^ixt. 


NM UUjjIO 


T-InmA cor\ipnc r»r*ctmf»i Aflf* QPCTTPOatlATl 1Tlf*TRased 2-llke 9 rPiWS2L9 )• TTlRNA 


NM UU3j!7*f 


Wattia cqtyictic r»Acfmpi Atir* cpoTpfxatiATi fncreafsed 2-like 8 rPMS2L8). mRNA 


NM UUDJyu 


TJattia canipne r^wiivatp HphvHrAO'pna^e ninAamide^ alnha 2 fPTVHA2V mRNA 

Xiomo o tip 1 CI IS pyi UVdlC Uvii y ui ug viuto^ ^upmu i iiv*^» y m^yixc* *- \* *-^a** ******'* * 


xTA/f aacikq 

NM_UU3jo7 


Wattia rimVnc r»TAtpiA_T -i QA^cmart^tp fi"}-a 9TiaTtatp^ O-TTiethvl transferase 
fPPMTn mRNA 


xta>t nn^dsn 

INiVl UUjHju 


Waitia canipnc nAffffiTi rN^OCT^ mRNA 


NM 005386 


Homo sapiens neuronatin (NNAT), mRNA 


NM 005384 


Homo sapiens nuclear factor, interleukin 3 regulated (NFIL3), mRNA 


NM 005383 


Homo sapiens sialidase 2 (cytosolic sialidase) (NEU2), mRNA 


NM 005382 


Homo sapiens neurofilament 3 (150kD medium) (NEF3), mRNA 


NM 005381 


Homo sapiens nucleolin (NCL), mRNA 


NM 005380 


Homo sapiens neuroblastoma, suppression of tumorigenicity 1 (NBL1), mRNA 


NM_005468 


Homo sapiens N-acetylated alplia-linked acidic dipeptidase-like; ILEAL 
DIPEFTIDYLPHFriDASE (NAALADASEL), mRNA 
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NMJW5374 


Homo sapiens membrane protein, paimitoyiatea z ^jvi/voujv pjj suoiamiiy 
member 2) (MPP2), mRNA 


NM 005373 


Homo sapiens myeloproliferative leukemia virus oncogene \jyurL,), nutuN a 


NM_005372 


Homo sapiens v-mos Moloney murine sarcoma viral oncogene homolog (MOS), 
mRNA 


NM 005439 


Homo sapiens myeloid leukemia factor 2 (MLr a)» itikjna 


NM 005369 


Homo sapiens MCF.2 cell line derived transforming sequence (MCF2), mRNA j 


NM 005368 


Homo sapiens myoglobin (MB), mRNA 


NM 005363 


Homo sapiens melanoma antigen, family A, 6 (MAGEA6), mRNA 


NM 005362 


Homo sapiens melanoma antigen, family A, 3 (MAGEA3), mRNA 


NM 005361 


Homo sapiens melanoma antigen, family A, 2 (MAGEA2), mRNA 


NM 005475 


__ . 4 > . ■» . , fx "V Tt7"\ T> "VTA 

Homo sapiens lymphocyte adaptor protem (LNK), mRNA 


NM 005357 


Homo sapiens lipase, hormone-sensitive (LIPE), mRNA 


NM 005356 


Homo sapiens lymphocyte-specific protein tyrosine kinase (LCK), mRNA 


NM_005472 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 3 
(KCNE3), mRNA 


NMJW5495 


Homo sapiens solute carrier family 17 (sodium phosphate), member 4 
(SLC17A4),mRNA 


NMJ)05456 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 1 
(MAPK8IP1), mRNA 


NM_005343 


Homo sapiens v-Ha-ras Harvey rat sarcoma viral oncogene homolog (HRAS), 
mRNA 


NM_005342 


Homo sapiens high-mobility group (nonhistone chromosomal) protem 4 
(HMG4), mRNA 


NM 005341 


Homo sapiens GLI-Kruppel family member HKR3 (HKR3), mRNA 


NM 005337 


Homo sapiens hematopoietic protem 1 (HEM1), mRNA 


NMJ)05477 


Homo sapiens hyperpolarization activated cyclic nucleotide-gated potassium 
channel 4 (HCN4), mRNA 


NM 005335 


Homo sapiens hematopoietic cell-specific Lyn substrate 1 (HCLS1), mRNA 


NM 005334 


Homo sapiens host cell factor CI (VP16-accessory protein) (HCFC1), mRNA 


NM_005333 


Homo sapiens holocytochrome c synthase (cytochrome c heme-lyase) (HCCS), 
mRNA 


NM 005328 


Homo sapiens hyaluronan synthase 2 (HAS2), mRNA 


NM_005327 


Homo sapiens L-3-hydroxyacyl-Coenzyme A dehydrogenase, short chain 

/IT a TMTf1/T\ T1XT A 

(HADHSC), mRNA 


NM 005324 


Homo sapiens H3 histone, family 3B (H3.3B) (HJr 3B), mKNA 


NM 005321 


Homo sapiens HI histone family, member 4 (H1F4), mRNA 


NM 005320 


Homo sapiens HI histone family, member 3 (H1F3), mRNA 


NM 005319 


Homo sapiens HI histone family, member 2 (H1F2), mRNA 


NM 005325 


Homo sapiens HI histone family, member 1 (H1F1), mRNA 


NM 005318 


Homo sapiens HI histone family, member 0 (H1F0), mRNA 


NM 005459 


Homo sapiens guanylate cyclase activator 1C (GUCA1C), mRNA 


NMJM5316 


Homo sapiens general transcnption factor HH, polypeptide 1 (62kD subunit) 

/OTTMTTI \ T4"VT A 

(GTF2H1), mRNA 


NM 005315 


Homo sapiens goosecoid-like (GSCL), mRNA 


NM 005314 


Jciomo sapiens gastnn-re leasing pepuoe receptor ^LrivrK;, mruN a 


NM 005313 


Homo sapiens glucose regulated protein, 58kD (GRP58), mRNA 


NM_005312 


Homo sapiens guanine nucleotide-releasing factor 2 (specific for crk proto- 
oncogene) (GRF2), mRNA 


NM 005311 


Homo sapiens growth factor receptor-bound protein 10 (GRB10), mRNA 


NM_005309 


Homo sapiens glutamic-pyruvate transaminase (alanine aminotransferase) 
(GPT), mRNA 
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NM 005308 


Homo saDiens G nrotein-coiroled recentor kinase 5 TGPRK5 1 mRNA 


NM 005286 


Homo saDiens G crotein-coiroled receotor 8 (GPR8 ) mRNA 


NM 005285 


Homo saDiens G Drotein-coimled recentor 7 f GPR7i mRNA 


NM 005284 


Homo saDiens G Drotein-coiml ed recentor 6 fGPR6i mRNA 


NM 005458 


Homo saniens G nrotem-^nunled recf*ntnr 51 ftTPPSI 1 mRNA 


NM 005282 


Homo sapiens G protein-coupled receptor 4 (GPR4), mRNA 


NM 005306 

X^IXtX uV/JJwU 


XXUIUU oapiCUo VJ pi U Willi -CUUpiCU. lCCCpiur *+J ^VJx lxrrO J, luxvINrV 




nuiuu ixipicixo vj pruicin-coupieu receptor ha> \\jr ivrtz inivJN a 


NM 005104 


Hatha canimc / v nrntpm n-\1 or? rp^^nfAr /II ( C~^Vi\) A.W «mD\TA 
XXUIXIU Sapiens VJ piUlcin-vOUpiCCl iCCCpior *rl ^VJx L\H1 )y mtvlNA 


NM 00^01 


xxuixiu sapiens vj pruiciji-cuupiea reccpior hkj \\j±i\rr\f ) 9 nuvlNA. 


NM 005281 


XxUlxlvJ SapiCIlo VJ piUlClIl-CUUpiCQ rCCCpiOr 0 ^VJx IxJ ), iniviN/v 




nomo sapiens vj proiein-coupiea receptor o i v enaotneiin receptor type d-IiKg) 
fGPR37i mRNA 


NM 005301 


Hnmft co-nipnc Cr rrr ofpi n-rmml pH rp/^pntnr ^5 /TrPP^5^ mPN A 
jiAuuiu oapiviio vj px\Jiwxui~wupiwU I vvcpiui JJ \VJi JL\J+f Jy III XX 1^ /A 


NM 005300 


Homo sanienQ O nrotein-roimlpd tpt* pnt nr ^d. ^frPP^^ mPMA 


NM 005299 

1 <1U \J\J *J 4— S J 


Homo QflniPriQ Cr nrofpfn-f mmlpd Tp**f*r\tnr "X 1 ^rirPl?'^^ tyiTJNA 


NM 005298 


Homo ^anienQ O nrotpin^oimlpd rpppntnr 75 /^TPP05^ mPNA 


NM 005297 


TTomo <!flnipn«i Cr rrrfitpin-r'/Mmlprl rpppntrvr fC*P\}0A\ mPXTA 


NM 005296 


Homo ^anipn^ O nrofpin-pnimlpd rt^npnytrvr O'X {CyT^Jf'J'W mPXTA 


NM 005295 


Homo QflntPTiQ O •nmtpin_r»nii-n1pH rppprttnr 09 /<^■PD'5'J^ mDXTA 
xxviillVF oapiciio VJ piUlClU^/UUpiCU rCCCpiOr ZZ. ^VJx xVZZy, nTJvIN/V 


NM 005294 


Homo ^anien<! G nrotpinwoimlpd rpppnfnr 91 ftTPR91 1 mPXTA 


NM 005293 


Homo 55anien<5 Ct nrofpin-poimlpH rpppntrir 90 ^frPP9ni mPXJA 


NM 005279 


Homo sapiens G protein-coupled receptor 1 (GPR1), mRNA 


NM 005291 


xxviixiu oapiciio VJ piUlCJJI-CUupiCU rCCCpiOr 1 / ^VJJT xvl / ) 9 ulXvlNrV 


NM 005290 


Homo sapiens G protein-coupled receptor 15 (GPR15), mRNA 


NM 0059RR 

XNIVI UVJ^OO 


nomo sapiens u protem-coupiea receptor iz {KjrKlz), niKxNA 


XTM 00^97A 


nomo sapiens glycerol-i-pnospnate aenyarogenase 1 (soluble) (GPD1), mRNA 


NM 005275 


Homo sapiens guanine nucleotide binding protein-like 1 (GNL1), mRNA 


xjm no ^974. 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 5 

(CwKi~lK\ mPXTA 

^vJiNvjoj, rniviNA 


±^1Y1__V>VJ / J 


nomo sapiens guanine nucieonae omamg protein [kj protem), beta polypepude 2 

f*OXTR9\ mPNA 


NM 005271 

XlAYX \J\J +J JL 1 1 


nomo sapiens giuiainaic aenyarogenase l ^Uri^uu 1 J, mKiNA 


NM 005269 


numu oapicnb giioiua-associatea oncogene nomoiog (zinc imger protem) v vjl-i), 
mRNA 


NM_005264 


Homo sapiens GDNF family receptor alpha 1 (GFRA1), mRNA 


NM 005263 

JL 1 ATX \J\JJ£m\jJ 


nomo sapiens growin iactor maepenaent i (vjrliy, mKJN/V. 


NM 005256 


Homo sapiens growth arrest-specific 2 (GAS2), mRNA 


NM 005255 


nomo sapiens cyciin vj associateo Kinase ^vjAis.), mKJNA. 


NM 005253 


Homo sapiens FOS-like antigen 2 (F0SL2), mRNA 


NM 00S94Q 


nomo sapiens ioncneaa oox vjIU (rUAvjliJ), niixlNA 


NM_005251 


Homo sapiens forkheadbox C2 (MFH-1, mesenchyme forkhead 1) (FOXC2), 

mPXJA 


>jm nn^94R 


Homo sapiens Gardner-Rasheed feline sarcoma viral (v-fgr) oncogene homolog 
(FGR), mRNA 


NM_005246 


Homo Saniens fer Tfes/fes related i tvro^mp Irinacp rnlioonnonrofpin TsJOPOA^ 

(FER), mRNA 


NMJTO5234 


Homo sapiens nuclear receptor subfamily 2, group F, member 6 (NR2F6), 
mRNA 


NM 005233 


Homo sapiens EphA3 (EPHA3), mRNA 


NMJW5231 | 


Homo sapiens emsl sequence (mammary tumor and squamous cell carcinoma- 
associated fp80/85 six substrate) (EMS 1 ), mRNA 



492 



WO 03/074654 



PCT/US03/05028 



NM 005227 


Homo sapiens epnnn-A4 (iiriNA4), mKJNA 


NM 005223 


Homo sapiens deoxyribonuclease I (DNASE1), mRNA 


\t\/ f\f\e^*>^ 

NM 005222 


Homo sapiens distal-less nomeo box 6 (DLXo), mRNA 


NM 005220 


Homo sapiens distal-less nomeo box 3 (DLX3), mRNA 


NM_005216 


Homo sapiens dolichyl-diphosphooligosaccharide-protein glycosyltransferase 

/T\r\ /~\ C\ r X v \ "VTA 

(DDOST), mRNA 


NM 005215 


Homo sapiens deleted in colorectal carcinoma (DCC), mRNA 


NM_005436 


Homo sapiens DNA segment, single copy, probe pH4 (transforming sequence, 
thyroid-l, (DlOSl/0), mRNA 


NM 005214 


Homo sapiens cytotoxic T-lymphocyte-associated protein 4 (CTLA4), mRNA 


NM 005213 


Homo sapiens cystatm A (stefin A) (CSTA), mRNA 


NM 005492 


Homo sapiens cystatm 8 (cystatm-related epididymal specific) (CST8), mRNA 


NM 005212 


Homo sapiens casein, kappa (CSN10), mRNA 


NM_005211 


Homo sapiens colony stimulating factor 1 receptor, formerly McDonough feline 
sarcoma viral (v-fms) oncogene homolog (CSF1R), mRNA 


NMJ)05204 


Homo sapiens mitogen-activated protein kinase kinase kinase 8 (MAP3K8), 
mRNA 


NM 005200 


Homo sapiens cell matrix adhesion regulator (CMAR), mRNA 


NMJJ05195 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), delta (CEBPD), 
mRNA 


NMJ)05194 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), beta (CEBPB), 
mRNA 


NM 005193 


Homo sapiens caudal type homeo box transcription factor 4 (CDX4), mRNA 


NM_005191 


Homo sapiens CD80 antigen (CD28 antigen ligand l, B7-l antigen) (CD80), 
mRNA 


NM_005188 


Homo sapiens Cas-Br-M (murine) ecotropic retroviral transforming sequence 
(CBL), mRNA 


NM 005185 


Homo sapiens calmodulin-like 3 (CALML3), mRNA 


NM 005184 


Homo sapiens calmodulin 3 (phosphorylase kinase, delta) (CALM3), mRNA 


NM_005483 


Homo sapiens chromatin assembly factor l, subunit A (pl50) (CHAFl A), 
mRNA 


NM 005441 


Homo sapiens chromatin assembly factor l, subunit B (p60) (CHAFIB), mRNA 


NM_005183 


Homo sapiens calcium channel, voltage-dependent, alpha IF subunit 
(CACNA1F), mRNA 


NM 005182 


Homo sapiens carbonic anhydrase VII (CA7), mRNA 


NM 005448 


Homo sapiens bone morphogenetic protein 15 (BMP 15), mRNA 


NM 005178 


Homo sapiens B-cell CLL/lymphoma 3 (BCL3), mRNA 


NM_005177 


XT " A ti t • * • i * « v 

Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) non- 
catalytic accessory protem 1 A (1 10/1 lokD) (ATPoNl A), mRNA 


XTAjf AAC 1 HA 

JNIVMJUj 1/4 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, 
gamma polypeptide 1 (ATP5C1), mRNA 


NM 005173 


Homo sapiens ATPase, Ca-H- transporting, ubiquitous (ATP2A3), mRNA 


NM 0051/1 


Homo sapiens activating transcription factor 1 (ATF1), mRNA 


XTXif AAC 1 £7 

NM 005167 


Homo sapiens ras homolog gene family, member C (ARHC), mRNA 


-v nv at t\t\c i C£ 

NM_0051oo 


Homo sapiens amyloid beta (A4) precursor-like protem 1 (APLP1), mRNA | 


IN1V1 UUJ 1 U«> 


xiomo sapiens aiaoiase rruciose-Dispnospnaie vajljjlic J, mKJNA 


NM_005163 


Homo sapiens v-akt murine thymoma viral oncogene homolog 1 (AKT1), 
mRNA 


NM 005161 


Homo sapiens angiotensin receptor-like 1 (AGTRL1), mRNA 


NM 005095 


Homo sapiens zinc finger protein 262 (ZNF262), mRNA 


NM 005096 


Homo sapiens zinc finger protein 261 (ZNF261), mRNA 


NM 005081 


Homo sapiens zinc finger protein 142 (clone pHZ-49) (ZNF142), mRNA 
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NM 005121 


Homo sapiens thyroid hormone receptor-associated protein, 240 kDa subunit 
(TRAP240), mRNA 


NM 005079 


Homo sapiens tumor protein D52 (TPD52), mRNA 


NM 005091 


Homo sapienspeptidoglycan recognition protein (PGLYRP), mRNA 


NM_005092 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 1 8 
(TNFSF18), mRNA 


NM_005118 


Homo sapiens tumor necrosis factor (Hgand) superfamily, member 15 
(TNFSF15), mRNA 


NM 005147 


Homo sapiens tumorous imaginal discs (Drosophila) homolog (T1D1), mRNA 


NM 005076 


Homo sapiens contactin 2 (axonal) (CNTN2), mRNA 


NM_005116 


Homo sapiens solute carrier family 23 (nucleobase transporters), member 1 
(SLC23Al),mRNA 


NM_005070 


Homo sapiens solute carrier family 4, anion exchanger, member 3 (SLC4A3), 
mRNA 


NM_005074 


Homo sapiens solute carrier family 17 (sodium phosphate), member 1 
(SLC17Al),mRNA 


NM_005073 


Homo sapiens solute carrier family 15 (oligopeptide transporter), member 1 
(SLC15Al),mRNA 


NM_005072 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 
4(SLC12A4),mRNA 


NM_005063 


Homo sapiens stearoyl-CoA desaturase (delta-9-desaturase) (SCD), mRNA 


NM 005060 


Homo sapiens RAR-related orphan receptor C (RORC), mRNA 


NM 005059 


Homo sapiens relaxin 2 (H2) (RLN2), mRNA 


NM 005045 


Homo sapiens reelin (RELN), mRNA 


NM_005058 


Homo sapiens RNA binding motif protein, Y chromosome, family 1, member Al 
(RBMY1A1), mRNA 


NM_005052 


Homo sapiens ras-related C3 botulinum toxin substrate 3 (rho family, small GTP 
binding protein Rac3) (RAC3), mRNA 


NM 005051 


Homo sapiens glutaminyl-tRNA synthetase (QARS), mRNA 


NM_005048 


Homo sapiens parathyroid hormone receptor 2 (PTHR2), mRNA 


NM 005044 


Homo sapiens protein kinase, X-linked (PRKX), mRNA 


NM 005043 


Homo sapiens mitogen-activated protein kinase kinase 7 (MAP2K7), mRNA 


NM 005042 


Homo sapiens proline-rich protein Haein subfamily 2 (PRH2), mRNA 


NM 005041 


Homo sapiens perforin 1 (preforming protein) (PRFl), mRNA 


NM 005040 


Homo sapiens prolylcarboxypeptidase (angiotensinase C) (PROP), mRNA 


NM 005039 


Homo sapiens proline-rich protein BstNI subfamily 1 (PRB 1), mRNA 


NM 005038 


Homo sapiens peptidylprolyl isomerase D (cyclophilin D) (PPID), mRNA 


NM 005029 


Homo sapiens paired-like homeodomain transcription factor 3 (PITX3), mRNA 


NM_005027 


Homo sapiens phosphoinositide-3-kinase, regulatory subunit, polypeptide 2 (p85 
beta) (PIK3R2), mRNA 


NM_005026 


Homo sapiens phosphoinositide-3 -kinase, catalytic, delta polypeptide (PDGCD), 
mRNA 


NM_005021 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 3 (ENPP3), 
mRNA 


NM 005019 


Homo sapiens phosphodiesterase 1A, calmodulin-dependent (PDE1A), mRNA 


XTA X AACA1 O 

NM 005018 


Homo sapiens programmed cell death 1 (PDCD1), mKIMA 


NM_005015 


Homo sapiens oxidase (cytochrome c) assembly 1-like (OXA1L), mRNA 


NM 005085 


Homo sapiens nucleoporin 2 14kD (CAIN) (NUP2 1 4), mRNA 


NM 005124 


Homo sapiens nucleoporin 153kD (NUP153), mRNA 


NM 005013 


Homo sapiens nucleobindin 2 (NUCB2), mRNA 1 


NM 005012 


Homo sapiens receptor tyrosine kinase-like orphan receptor 1 (ROR1), mRNA 


NM 005011 


Homo sapiens nuclear respiratory factor 1 (NRF1), mRNA 
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NM 005010 


Homo sapiens neuronal cell adhesion molecule (NRCAM), mRNA 


mm 00S009 

IN1V1 UUJUW7 


Homo saoiens non-metastatic cells 4 nrotein exnressed in (NME4Y mRNA 


NMJW5007 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor-like 1 fNFKBILn mRNA 


NM 00 SO 04 


TTnmn ^anien^ NADH dehvdroffenase (ubiQuinone") 1 beta subcomnlex. 8 fl9kD. 
A SHTi fNDUFB8^ mRNA 


NM_005001 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 7 
(14 5kD B14 5a}frJDUFA7} mRNA 


NM_004988 


Homo sapiens melanoma antigen, family A, 1 (directs expression of antigen 
M72-E^ (MAGEAH mRNA 


NM 005097 


Homo sapiens leucine-ricli, glioma inactivated 1 (LGI1), mRNA 




Uatvia rom'onc Irrnoetrt fomilt/ mpmKpf ^ A fUT I P A ^ mT^N^A 

xiOIuO sapiens Kiricbixi idiniiy iuciiiuci ^avat jixj, iiuvi>i». 


NM_004983 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 9 


NM_004982 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 8 


NM_000890 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 5 


NM_004981 


Homo sapiens potassium inwardly-rectilying channel, subfamily J, member 4 

^aVv^IN J*+ ) y IaaaVLNA. 


NM_005136 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 2 

nCOJV*1\ mRNA 


NM_004980 


Homo sapiens potassium voltage-gated channel, Shal-related subfamily, member 

a /TTPNT)^^ mRNA 


NM 004979 


Homo sapiens potassium voltage-gated channel, Shal-related family, member 1 
flCPNTH i mRNA 


NM_004978 


Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, 

mprnhpr 4 fYCKCA\ mRNA 




TT/vm/* ca-rvipnc r»r»tacciirm vnltatrp-oatpH rhannpl Shaw-rplatpd Qiinfamilv 

XxUIaIvJ OaLUICIao UUMooolUill VUlulgC gCll^U wIcUUI&a, Olid W~i via ivu. oUI^IaUaaaIjt, 

mpmhpr 3 fKONf"} i mRNA 

UlVlilUvl VlWl^v^J lllAVl^VA 


NM_004976 


Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, 

mpmhpr 1 HCrNf 1 ! i mRNA 

IaaVaIIUva 1 ^iVvli \^LJ 9 LLLIVI^I^a 


NM 004Q7S 


TTrwrm esmipne fvrtaccinm vnlta irp-oatp/i phanripl Shah-rplatPii ^nhfamilv mpmbpr 

1 (KCNB 1), mRNA 


NM 004060 


Wnmn cn'nipnQ mQiilin-HporaHmir pnTvmp (Ti IT* i mRNA 


NM 00S14^ 


TTr\mrt cartipnc VinntrttrlohiTi (W mRN^A 


NM 004965 

A^IaYa \J\J^^7\Jj 


Wnmo cflT>ipnQ biffh-mobilitv crroiTn rnnnhi^tnne cbromo^fimal^ nrotein 14 

nuxiiv »•* L/i Clio ill Ail iiiv/uiiiijr Qxxju^f yimi n i io tvjxiv vxuuiiiv/oviiiiai^ piui^iu a ~ 

0EIMG14), mRNA 


NM 005130 


Homo saniens heoarin-bindinff Growth factor binding nrotein (HBP IT). mRNA 


NM 004963 


Homo saoiens eiianvlate cvclase 2C (heat stable enterotoxin receotort 
fGUCY2C) mRNA 


NM 005100 


Homo sapiens A kinase (PRKA) anchor protein (gravin) 12 (AKAP12), mRNA 


NM 005113 

XI ATA V V*/ A A 


Homo saniens eolffi autoantiGen ffolein subfamilv a. 5 TGOLGA5\ mRNA 


NM_005145 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 7 
fGNG7^ mRNA 


NM 005142 


Homo sapiens gastric intrinsic factor (vitamin B synthesis) (GIF), mRNA 


NM 005110 


Homo sapiens glutamine-fructose-^phosphate transaminase 2 (GFPT2), mRNA 


NM_004960 


Homo sapiens fusion, derived from t(12;16) malignant Uposarcoma (FUS), 
mRNA 


NM_004959 


Homo sapiens nuclear receptor subfamily 5, group A, member 1 (NR5A1), 
mRNA 


NM 004957 


Homo sapiens folylpolygiutamate synthase (FPGS), mRNA 
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XTA K AA Af\C C 

NM 004956 


Homo sapiens ets variant gene 1 (bl VI), mKJNA 


XT* K AA At\C C 

NM_004955 


Homo sapiens solute carrier family 29 (nucleoside transporters), member 1 

/OT nOA n -.DMA 


NM 005107 


Homo sapiens endonuclease G-like 1 (ENDOGL1), mRNA 


NM_004953 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 1 (EIF4G1), 
mRNA 


NM vWyjz, 


Homo sapiens epnnn-AJ (xirN aj }, mKJNA 


NM 004V44 


T T r, ■ ■ , n mm-m-Tamr ArL jl ts ■ ■ J ilLj-iLLLjl1jJ.jni.il T O /TNXTAOTjIT *3 \ .1 tT>XT A 

Homo sapiens aeoxynoonuc lease l-like i (JJNAMilLi), mKNA 


NM 004938 


Homo sapiens death-associated protein kinase 1 (DAPK1), mRNA 


NM_005127 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 2 (activation-induced) (CLECSF2), mRNA 


NM 004935 


Homo sapiens cyclm-dependent kinase 5 (CDK5), mRNA 


NM 004931 


Homo sapiens CD8 antigen, beta polypeptide 1 (p37) (CD8B1), mRNA 


NM 005125 


Homo sapiens copper chaperone for superoxide dismutase (CCS), mRNA 


NM_005093 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 

A /APT A ATV»\ T>XT A 

2 (CBFA2T2), mRNA 


XTX K AAiAIA 

NM_0Q4930 


Homo sapiens capping protein (actin filament) muscle Z-line, beta (CAPZB), 

IXlKJNA 


JNJYl UUD13y 


Homo sapiens annexm AJ (ANAAJ), mKNA 


INM UUUoo4 


Homo sapiens acetyl-Coenzyme A carboxylase alpha (ACACA), mRNA 


NM 002108 


Homo sapiens histidine ammonia-lyase (HAL), mRNA 


XTX*" AA1 T1 O 

NM 001718 


Homo sapiens bone morphogenetic protein 6 (BMP6), mRNA 


XTX if fiAl 1 CA 

NM UU11j4 


Homo sapiens annexm A5 (ANXA5), mRNA 


NM 001153 


Homo sapiens annexin A4 (ANXA4), mRNA 


XTX IT A A >( On 

NM 004817 


Homo sapiens tight junction protein 2 (zona occludens 2) (TJP2), mRNA 


NM 004736 


Homo sapiens xenotropic and polytropic retrovirus receptor (XPR1), mRNA 


NMJ)04628 


Homo sapiens xeroderma pigmentosum, complementation group C (XPQ, 
mRNA 


NM 004627 


Homo sapiens tryptophan rich basic protein (WRB), mRNA 


NM_004183 


Homo sapiens vitelliform macular dystrophy (Best disease, bestrophin) (VMD2), 
mRNA 


^ TTk ^ -fx r\ A a** A 

NM_004664 


Homo sapiens Vertebrate LIN7 homolog 1, Tax interaction protein 33 (VELI1), 
mRNA 


NM_004679 


Homo sapiens vanable charge, Y chromosome (VCY), mRNA 


\T» AT A A A 1 oa 

NM 004182 


Homo sapiens ubiquitously-expressed transcript (UXT), mRNA 


XTX jf AAj1/*^1 

NM 004651 


Homo sapiens ubiqiutm specific protease 1 1 (USPl l), mRNA 


XTX K A A /! 1 O 1 

NMJJ04181 


Homo sapiens ubiquitin carboxyl-terminal esterase LI (ubiquitin thiolesterase) 

fTTniT ^ -ml? XT A 
(Ui^rLLl J, mKJNA 


NM 004223 


Homo sapiens ubiquitin-conjugating enzyme E2L 6 (UBE2L6), mRNA 


JNM UU4oZj 


riomo sapiens tetratncopeptiae repeat domain 4(11 C4), mRNA 


NM 004622 


Homo sapiens translin (TSN), mRNA 


NM 004236 


Homo sapiens thyroid receptor interacting protein 1 5 (TRIP 1 5), mRNA 


XTX if AAjfAAA 

NM 004909 


Homo sapiens taxol resistance associated gene 3 (TRAG3), mRNA 


XTX Jf AA A A AC 

NM 004295 


Homo sapiens TNF receptor-associated factor 4 (TRAF4), mRNA 


XTX iT AA A 1 in 

NM_004179 


Homo sapiens tryptophan hydroxylase (tryptophan 5-monooxygenase) (TPH), 
mRNA 


NM_004195 


Homo sapiens tumor necrosis factor receptor superfamily, member 18 
(TNFRSF18), mRNA 


NM 004202 


Homo sapiens thymosin, beta 4, Y chromosome (TMSB4Y), mRNA 


NM 004616 


Homo sapiens transmembrane 4 superfamily member 3 (TM4SF3), mRNA 


NM 004615 


Homo sapiens transmembrane 4 superfamily member 2 (TM4SF2), mRNA 


NM 004865 


Homo sapiens TBP-like 1 (TBPL1), mRNA 
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XTX M f\f\ /I Z" 1 O 

NM 004613 


XiOUlO S3.D1CHS TTnuS^niTflTTiITlnS" Z \y* poiypcpuuc, piuiwiii ^iuifliimi& gwium 
Elutamy lTxansierase ) \L vjiviz, j, imviN a 


NM_004612 


JtlOItlO SaplcnS UallSIUl Ililllg gTOWUl IdOlur, UCut icuvpuJi a ^auuYui iwtip lwi 

type II-like kinase, 53kD) (TGFBR1), mRNA 


NM 0U4/0o 


TJa«ma <*«v»«4ay*p nrnnromtviP/l f Hpki+Vi ^ /TPT^r^TiSA TTlR^JA 
rlOTIlO Sapiens pro grallllllCU vCH UCalll J y, imvi^-rv 


XTTV X AA/1 A 1 O 

NM 004918 


riorno Sapiens i-ceii iciiKemia/ ly iiipuuma id ^ i \sLsi±j j y iuxxi^xx 


XTXif AAVt-CAA 

NM 004609 


JrlOmO Sapiens UallSCriptlOn IaCLOr IJ ^UaSlU OCilA"lU\jp~iiciiA.y \ xksav U j) uiuxi^rx 


NM 004780 


Homo sapiens transcription elongation factor A (SID-like 1 (TCEAL1), mRNA 


NM 004783 


Homo sapiens thousand ana one ammo acia proiem Kinase j, nuxiN/\ • 


NM_004606 


TT - - - m.1 TATA 'L J« n nm^aiti f't'l jfjA o O r< /*V/>1 otpH TOptftr P XT A 

Homo sapiens TATA box binding protein (^Drj-associaiea iacior, kin a 

1 TT A ^CAIVFl /T ATTO A\ o,DM A 

polymerase H, A, 25ukjj ( lArZAj, mKJNA 


NM 004710 


Homo sapiens synaptogynn 2 (£>YNCjK2), mKJNA 


NM 004711 


Homo sapiens synaptogyrin 1 (SYNGR1), mRNA 


NM_004605 


Homo sapiens sulfotransierase ianuly, cytosouc, zJB, member i ipULiZBi), 
mRNA 


NM 004853 


Homo sapiens syntaxin 8 (*STXo), mRNA 


NM_004603 


Homo sapiens syntaxin 1 A (brain) (STX1A), mRNA 


NM 004217 


Homo sapiens senne/threonine kinase 12 (MK12), mRNA 


NMJ)04599 


Homo sapiens sterol regulatory element binding transcription iactor I (pKbisrzj, 
mRNA 


NMJ304176 


Homo sapiens sterol regulatory element bmdmg transcription iactor 1 ^JKJbDr ij, 

■ nP\T A 

mRNA 


NM_000582 


Homo sapiens secreted phosphoprotein 1 (osteopontin, bone sialoprotein I, early 

*T* 1 1 , n nir4n nn^im^'nn 1\ /OT3D1\ «mD XT A 

1 -lymphocyte activation l ) {prr ij, mKiNA 


NM 004189 


Homo sapiens SRY (sex determining region Y>box 14 (SOX14), mRNA 


\ti «• r\f\ a c c\ 

NM 004596 


Homo sapiens small nuclear ribonucleoprotein polypeptide A (SNRPA), mRNA 


NM 004782 


Homo sapiens synaptosomal-associated protein, 29kD (SNAP29), mRNA 


NM 004595 


Homo sapiens spermine synthase (SMS), mRNA 


NM_004594 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 5 
(SLC9A5), mRNA 


NM_004173 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 

. \ t a /a» a A \ T>XT A 

system), member 4 (SLC7A4), mRNA 


NM_004211 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, glycine), 
member 5 (SLC6A5), mRNA 


NM_004858 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
8 (SLC4A8), mRNA 


NM_004727 


Homo sapiens solute carrier family 24 (sodiurxypotassium/calcium exchanger), 
member 1 (SLC24A1), mRNA 


NM_004172 


Homo sapiens solute carrier family 1 (glial high affinity glutamate transporter), 
member 3 (SLC1 A3), nuclear gene encoding mitochondrial protein, mRNA 


NM_004171 


Homo sapiens solute carrier family 1 (glial high affinity glutamate transporter), 
member 2 (SLC1 A2), nuclear gene encoding mitochondrial protein, mRNA 


NM_00473 1 


Homo sapiens solute carrier fernily 16 (monocarboxylic acid transporters), 
member 7 (Ma,1oA7), mRNA 


NM_004695 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
TTipmher 5 TSLC16AS^ rnRNA 


NM_004207 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 3 (SLC16A3), mRNA 


NM 004870 


Homo sapiens marmose-P-dolichol utilization defect 1 (MPDU1), mRNA 


NM 004768 


Homo sapiens splicing factor, argirme/serme-ricb 1 1 (SFRS1 1), mRNA 


NM 004636 


Homo sapiens serna domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3B (SEMA3B), mRNA 
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NM 004753 


Homo sapiens short-chain dehydrogenase/reductase 1 (SDR1), mRNA 


NM_004168 


Homo sapiens succinate dehydrogenase complex, subunit A, flavoprotein (Fp) 
(SDHA), nuclear gene encoding mitochondrial protein, mRNA 


NM 004713 


Homo sapiens serologically defined colon cancer antigen l (aDCCAGl), mRNA 


NMJ)04591 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 20 
(SCYA20),mRNA 


NM_004590 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 16 
(SCYA16),mRNA 


NM 004588 


Homo sapiens sodium channel, voltage-gated, type n, beta polypeptide 
(SCN2B), mRNA 


NM 004165 


Homo sapiens Ras-related associated with diabetes (RRAD), mRNA 


NMJ)04755 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 5 (RPS6KA5), 
mRNA 


NM_004586 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 3 (RPS6KA3), 
mRNA 


NM_004790 


Homo sapiens solute carrier family 22 (organic anion transporter), member 6 

/ Y ***** /•*% A a*~*\ *v T A 

(SLC22A6), mRNA 


NM 004259 


Homo sapiens RecQ protem-like 5 (RECQL5), mRNA 


NM 004260 


Homo sapiens RecQ protein-like 4 (RECQL4), mRNA 


NM 004583 


Homo sapiens RAB5C, member RAS oncogene family (RAB5C), mRNA 


NM 004582 


Homo sapiens Rab geranylgeranyltransferase, beta subunit (RABGGTB), mRNA 


NM_004581 


Homo sapiens Rab geranylgeranyltransferase, alpha subunit (RABGGTA), 
mRNA 


NM 004251 


Homo sapiens RAB9, member RAS oncogene family (RAB9), mRNA 


\Ti r t\t\ a 1 fr\ 

NM 004162 


TT * T"» A n C A 1 T» AO— t*. M _ /Ti A ^ A \ t>\t a 

Homo sapiens RAB5 A, member RAS oncogene family (RAB5A), mRNA 


NM 004578 


Homo sapiens RAB4, member RAS oncogene family (RAB4), mRNA 


NM 004914 


Homo sapiens RAB36, member RAS oncogene family (RAB36), mRNA 


NM_004580 


Homo sapiens RAB27A, member RAS oncogene family (RAB27A), mRNA 


NM 004663 


TT T>k A T-* * * A 1 T*» A <"1 f *1 /T\ A Y*V 11 A \ T"V "V T A 

Homo sapiens RAB 1 1 A, member RAS oncogene family (RABl l A), mRNA 


NM 004160 


Homo sapiens peptide YY (PYY), mRNA 


NM 004103 


Homo sapiens protein tyrosine kinase 2 beta (PTK2B), mRNA 


NM 004158 


Homo sapiens persephin (PSPN), mRNA 


NM 004577 


Homo sapiens phosphoserine phosphatase (PSPH), mRNA 


NM_004159 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 8 (large 
multifunctional protease 7) (PSMB8), mRNA 


NM 004917 


Homo sapiens kallikrein 4 (prostase, enamel matrix, prostate) (KLK4), mRNA 


NM_004157 


Homo sapiens protein kinase, cAMP-dependent, regulatory, type H, alpha 
(PRKAR2A), mRNA 


NM_004758 


Homo sapiens peripheral benzodiazepine receptor-associated protein l (PRAX- 
l), mRNA 


NM_004576 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B (PR 
52), beta isoform (PPP2R2B), mRNA 


NM_004156 


Homo sapiens protein phosphatase 2 (formerly 2A), catalytic subunit, beta 
isoform (PPP2CB), mRNA 


NM 000942 


Homo sapiens peptdylprolyl isomerase B (cyclophilm B) (PPIB), mRNA 


XTTVvf (\(\A<ZH*Z 

INJVl Uw3/j 


nomo sapiens rUU aomam, class 4, transcription tactor z (rUU4rzj, 111KJNA 


NM 004573 


Homo sapiens phospholipase C, beta 2 (PLCB2), mRNA 


NM 004572 


Homo sapiens plakophilin 2 (PKP2), mRNA 


NM 004571 


Homo sapiens PBX/knotted 1 hoemobox 1 (PKNOX1), mRNA 


NM_004203 


Homo sapiens membrane-associated tyrosine- and threonine-specific cdc2- 
inhibitory kinase (PKMYT1), mRNA 


NM 004910 


Homo sapiens phosphatidylinositol transfer protein, membrane-associated 
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(PrrPNM), mRNA 


INIVL UU*fZ / O 


Unmn ccnvipnc nTlACATiflti/lvliTiACitAl clvpnn AlflQQ T . iPTCtT.! ITiRNA 
XlOIllO sapiwiio ^uvid^iKiiivijr iiiiUoiLUi gi^wou, vitwa x\j hiaajl^^x 


NM 004569 


Homo sapiens phosphatidylinositol glycan, class H (PIGH), mRNA 


XJV/T Afl4fi^ 
INiVl UU** 503 


TT/imn Mm'pnc Ar>ACrtViiiH/4\/1fn aci+a1 oIvpqii place *R fPTfrR 1 ttiRNA 
IxOIIlO SSpiCUo pUUopilaUUyjXUUMlUl giyvoll, viado D \x X\JMjJ 9 JJ.JXVJ.iiTV 


NM 004862 


Homo sapiens LPS-induced TNF-alpha factor (PIG7), mRNA 


INIVL UU*rO/0 


nomo sapiens probiagiauuLiii e* synuiadC \r i vjjc#o iiiivrN/Y 


1NM_UU4jO/ 


xiomo sapiens o-pnospnoixuc 10-z -Kinas e/ iruc 10 se-z , o- u lpnospnaiase h 
(PFKFB4), mRNA 


NM_0045oo 


Homo sapiens 6-phosphofiiicto-2-kmase/fiii^ 3 
(PW<LFB3),mRNA 


NMJ004836 


Homo sapiens eukaryotic translation initiation factor 2-alpha kinase 3 
(EIF2AK3), mRNA 


NM 004716 


Homo sapiens proprotein convertase subuiisin/Kexin type / (rUoR/), mKiNA 


NM_000437 


Homo sapiens platelet-activating factor acetylhydrolase 2 (40kD) (PAFAH2), 
mKJNA 


\n i AA /I 1 A A 

NM_004199 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
Hydroxylase), alpna polypeptide n 4xiAZ ), mKiNA 


XTX/T f\f\A1CA 

JNM_0U4154 


Homo sapiens pyrimidinergic receptor P2Y, G-protein coupled, 6 (P2RY6), 
mRNA 


XTX4" AA/IOOA 

IMM_Q042oO 


Homo sapiens eukaryotic translation elongation factor 1 epsilon 1 (EEF1E1), 

_,pXJ A 




xiomo sapiens nucleolar pnospnoprorcin pi jv \r lov), nusiN/x 


INIVL UU*t OUZ 


nomo sapiens oioieriin \\j i \jr j, ijiivlna 


INIVL UlW-OJZ 


xiomo Sapiens one cui aomain, iainiiy riicniucr z, ^v^inhv^u izj, jjjjvLNrv 


mm* nrvdo^/i 

IN m__U IWZ 


xiomo sapiens soiuie earner iamiiy zz ^organic anion uanspoirer^, memoer o 

\Oi~i\~'£*£.r\0 J, lluSJrirX. 


XJTV/f 004908 
INlYl UU*tZ"7a 


xlOIIlO odpiCIlo UUUlCUpUI 111 LJJJSJlJ \lri\Jx LJJ), IlLTvlN/A. 


NM 004560 


Homo sapiens receptor tyrosine kinase-like orphan receptor 2 (ROR2), mRNA 


INIVL UU45ZZ 


xiomo sapiens nexnn 1 iin iin i ) t rnxviN/v 


NM 004796 


Homo sapiens neirrexin 3 (NRXN3), mRNA 


MM UU4d!)o 


xiomo sapiens neurtunn (rNKlrN;, mKJNA 


NM 004688 


Homo sapiens N-myc (and STAT) interactor (NMI), mRNA 


XTX >f- A Ail 1 /IO 

NM 004148 


TT . . . _ m.l*m.~mr% «<'•■ Jii^o 1 /XTTXTT 1 \ . , . T> XT A 

Homo sapiens runjunn l (iNilNJ 1 ), mKNA 


NM_004552 


Homo sapiens NADH denyarogenase (ubiqumone) re-S protein 5 (15kD) 
(NADH-coenzyme Q reductase) (NDUFS5), mRNA 


NM_004551 


Homo sapiens JNAUH dehydrogenase (ubiqumone) re-o protem i (JUKD) 
(iNAJJxi-coenzyme reouctasej ^injjux i oj j, misJNA 


XTTvyT AA/I^CA 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 2 (49kD) 
^Nr\j^xi-coenzyme reauc lose ) ^rsuuroz j, roxviN/x 


XTTV/T A (\A CAf\ 

INIVL 


xiomo sapiens neural cen aanesion moiecuie z ^inv^/\ivizj, jiikjna 


NM_004644 


Homo sapiens adaptor-related protein complex 3, beta 2 subunit (AP3B2), 


INIVL 00*0.) O 


xiomo sapiens nucieosome assemoiy proiem i -iiivc j \rHjt\r miviNA 




Morn n QaAiPTiQ mvndn TYR fMVOQW\ mPNA 


NM ft 04? 04 


Wattia Q^nipnc mitApV>AnHria1 franola+i atiqI tpIpacp f&ctctr 1 HV^'I'M T71^ mPMA 
xiuuiu oauiwiio liiJiAJuiiuiiUi. lai uaiLbiaiioiiai icicadw lawiui i ^ivj. x xvr i j 9 iiu\j>/x 


NM 004923 


Homo sapiens metallothionein-like 5, testis-specific (tesmin) (MTL5), mRNA 


NM_004143 


Homo sapiens Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy- 
terminal domaiti, 1 (CTTEDl), mRNA 


NM 004279 


Homo sapiens peptidase (mitochondrial processing) beta (PMPCB), mRNA 


NM 004531 


Homo sapiens molybdenum cofactor synthesis 2 (MOCS2), mRNA 


NM 004244 


Homo sapiens CD163 antigen (CD163), mRNA 


NM 004528 


Homo sapiens microsomal glutathione S-transferase 3 (MGST3), mRNA 
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mm nnd99s 

IN iVi_U Lr+^X J 


Wnmn saniens MFH-flirmlifiPti scnuences with leucine-rich tandem ret) eats 1 

XXUXXlv oul/iwUO XV JUL ii rxiiiinii mt jVUUUiww TV X Ul ivuwiuv l»wu uuiuwul xwL/wto x 

fMASLl^ rnRNA 

^iVXxiJ-J x j) lixxvi^x* 


MM 002372 

XNXYX UULJ / 


Homo saniens manno sidase alnha class 2A_ member 1 (1MAN2A11. niRNA 


NMJ)G4721 


Homo sapiens mitogen-activated protein kinase kinase kinase 13 (MAP3K13), 
mRNA 


nm 009^9 


Hnmn saniens Inw densitv linnnrotein-related TxTotein 1 (alDha-2-macroelobulin 

1 1 1.1 1 1 lit OUUlWl XO IUYT VX^llOXkY XXU\Jk/X\/fcwXXX twIHIW UlVbWtU X iwpuu UIUW1 VgtwUUllU 

recentor^ fLRPtt mRNA 

iWwv|JbUl y ^' ' lv 1 X J J 1XXXVX ^XX 


NM flfV470^ 


TlVvmn saniens nrntease cerine 15fPRSSl5^ mRNA 


MM 0047RQ 

xNxYx vu*r / oy 


Unmn saniens T TM home oho* nrotefn 5 fT .TT3C2^ mRNA 

XxUXXIU OaL/lVlXO X-rXXVX llwXlXvUUvJl LXlULtslix yx_<X X/ix. J , xxxxvx^xX 


MM 0048 6"} 


TTnmn saniens serine Tralmitovltransferase lnnp chain base sub unit 2 fSPTLC2^ 

XXU1I1U dOUxwXXd ofcXAlXw Ual II 1 1 WJj 1 >X C*l 1QXI<X CtOw, ivllg w lit* XXI l/aow oixl/lxxxxv *• yui ii^v^y 

mRNA 


MM 00A737 

iNlYx Ulrr / J / 


Unmn ^aniens liVe-crlvrosvlrransferase fT-ARCrRi mRNA 

XXVrlllvJ 00|JlWlO IXA.W gljTlsUOjrlUClAXOXVXCLOls y J-JXU.VVJ X-/ y j XlXXVlTXX. 


NM 004795 


Homo sapiens klotho (KL), mRNA 


IN XVI UlrOZi 


T^AmA CQnipnc lrinpcm fi»Trri1v mf»T"nV*f*T KVK C\C 1 K^R^ m1?NA 
XxOlxxU sapiens xLXUColXx laiiniy IxlClAlUCl JD ^XVXX JXjy, XXlXVl^lx^. 


NM 004520 


Homo sapiens kinesin heavy chain member 2 (KIF2), mRNA 


xjX/T HA/1 09 H 


TJ/\m/\ coniprtc anAntncic acc/^/^iofp»H ^rrrtClTlf* VinQCP I A A 1 VC 1 TYlT? tv A 

XxOrnO SdpienS apopiOolo~ , aooOCl<tlCU lyruolixc lUIlabC ^/vrvxxv^, xiixvL^irv 


NM_004700 


Homo sapiens potassium voltage-gated channel, KQT-like subiamily, member 4 


NM_004519 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 3 




XTi^t-m/^ portion c t-v/~ffn ocium irnUonA rro+o^ oTiOfinAl T/" f~\T lilrp> cnKfamilv mpmKpr 9 

xiomo sapiens potassium voiiage-gaieQ cnannei, xvv^ 1 -iikc suuiaXLxiiy, niciuucr z 
(KCNQ2), mRNA 


KTKA 0041 37 
xNxVl__yU*f 1 J 1 


XxOmO SapiCllS pU Utoo l Ulll IdXgC L/UUUUUuILLL/C UcUUlUIIl-d.ULlVa.lCU UllflXXiXCX, 

^nhfflTTiilvM beta member 1 HCCNMRl^ mRNA 

OlXUXO.li 1X1 Jr XVX, UVka XXlwXXXUwi X ^JCVV^X^IXtXJLV X Jf llllvliri 


MM 004719 

1NXYX__VV*T 1 Jit 


Unmn Qanipn*; nntJKLQium vnltacp-oated channel shalcer-related suhfamilv beta 

XXvlXXlVJ OApiwXXO pUfcAOOXUXXX V Ulutgw galvu wlUU 11 twl, OllAiVV/X IvldlwU JLtUlulllllj) l/wUt 

member 3 fKCNAB3> mRNA 

XXXwXXXL/ wl ^IwliliilJ y j 1 IllVllfl 


NM 004691 

X^iXVX UU*tU7J 


TTfrnnn «:anipn<i cvtnVerarin tvne TT fl<C6TTRi mRNA 

XXUllXi/ OCl(JIWllO vjr lAJA^XCtUXX tjr ^v> XX ^xVvyXXJL HUMiix 


NM 004791 


Wnmr* Qanien^ intporfn beta-like 1 fwith ROF-lilce reneat domains^ {Tl'CiBL.1^ 

XXV/IXXV/ OCipiWlXO 111 Lv£pl 111 j Uvlu UAm X ^ WILLI XjVJX IUVw lwjL/VC(l> UvUIOIIlOy ^1X Ui^X^i yj 

mRNA 


NM 004517 

X^IXYX v/ V/™ J X / 


Homo saniens intecTin-linked kinase HLK^ mRNA 

X ±\J1 1 1U 0HL/lvlU/ XXXkVgXIXX X IXXXVwVX IU1UWW Y^M.^XVy, UU\111 1 


NM 004514 

X^iXVX \J\J~Tmf X " 


TTomo ^anien^ interleukin enhancer hindinff factor 1 fTLFl^ mRNA 

xxv/xxiv^ oa|sXwi-U7 xxx wx iv uxkxxx vi i imnwvi uixxuxxig lawiui x ^ 1 1 tx. xy, imviij l 


NM 004633 

X^IXVX W*TV/*/«J 


1-Tomo oanien^ interlenlon 1 recentor tvne TT riLlR2^ mRNA 

XXKJXILKJ Jupi WXXD 1XX IV*X i \* IXXvXXX A IwvWJ/Wlj tjrL/w XX I.I .> X 1\X y , XXXX\_L^XX. 


NM 004513 

X^IXYX \J\J~ *s X —J 


Homo saniens interleukin 16 nvmnhocvte chemoattractant factor) nL16^ mRNA 


NM 004512 


Homo sapiens interleukin 11 receptor, alpha (ELI IRA), mRNA 


NM 004258 


Homo saniens immunoglobulin sunerfamilv member 2 rTGSF2^ mRNA 


NM 004135 

X ^ XTX, Wr >XwS«/ 


Homo saniens isocitrate dehvdro^enase 3 fNAD+i eamma fIDH3G^ mRNA 


NM 004134 

A ~-lTX UVTTiJ"T 


Homo saniens heat shock 70kD nrotein 9H fmortalm-2^ rHSPA9B^ mRNA 

LX\J1L±\J oALyiwlXo llwOl JllUWIV / vXVI/ JJX VSLV/lXX ylXXUX ML1XXX X« J ^llUl IV/Wyj 1 HlvllXX 


NM 004697 


Homo sapiens PRP4/STK/WD splicing factor (HPRP4P), mRNA 


NM 004698 


TTnmn cflm>ns TI4/TI6-associated RNA snlirina factor rHPRP3P^ mRNA 

XxUXilU o<ipXdXd U*T/ w W^OOOUVIOICU XVX IXX opilUXXXg x,a\f\\JX ^XXJTXVX Jl yj 11 IX VI ^i^. 


NM 004503 


Homo sapiens homeo box C6 (HOXC6), mRNA 


MM 004S09 


XXtJIXXO oapiwilb UUI11CU VXJA. X> / ^XXV^/^VD / ^, II LlviN/\ 


NM 004497 


Homo sapiens hepatocyte nuclear factor 3, gamma (HNF3G), mRNA 


MM 0044Q6 


xiomo sapiens nepaiocyxe nuciear lacior j t aipna ^JtiiNr jr\) 9 inxvi^/\ 


MM 004719 


xionio Sapiens ncpaLui/yic ^luvvm xactor-reguiatcu lyrobiiic luixaoc ouu&uaic 

(HGS), mRNA 


NM_004834 


Homo saniens mito sen-activated nrotein kinase kinase kinase kinase 4 

UVUlW OUu 1 Vilw XX AX V WgVu w WX T UVVU L/X\ZI>wXXX AlUUOv M1UWW X*l 1 l"*>V ■ » 

(MAP4K4), mRNA 


MM_004494 


Homo sapiens hepatoma-derived growth factor (high-mobility group protein 1- 
like) (HDGF), mRNA 


NM 004876 


Homo sapiens zinc finger protein 254 (ZNF254), mRNA 


NM_004493 


Homo sapiens hydroxyacyl-Coexizyme A dehydrogenase, type II (HADH2), 
mRNA 
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NMJ)04904 


Homo sapiens cAMP response element-binding protein CRE-BPa 
(H vjMOj.LO.1), mKJNA 


NM 004893 


Homo sapiens xizA nistone iamiiy, member x jiiZAr i j, mKJNA 


NM 004130 


Homo sapiens glycogenm ivjYij), mKJNA 


NM 004286 


Homo sapiens vjlr binding protein l (tjirrJr i), mKJNA 


NM_004128 


Homo sapiens general transcription factor DDF, polypeptide 2 (30kD subumt) 
(OlrZrz), mKJNA 


NM 004491 


Homo sapiens glucocorticoid receptor DNA binding factor 1 (GRLF1), mRNA 


NM_000826 


Homo sapiens glutamate receptor, lonotropic, AMr A 2 (CjRIAz), mRNA 


NM 004490 


Homo sapiens growth factor receptor-bound protein 14 (ORB 14), mKJNA 


NM 004810 


Homo sapiens GRB2-related adaptor protein 2 (GRAP2), mRNA 


NM 004224 


Homo sapiens G protein-coupled receptor 50 (GPR50), mRNA 


NM 004871 


Homo sapiens golgi SNAP receptor complex member 1 (GOSR1), mRNA 


«V 1% AT AA i ^ A #*« 

NM_004487 


Homo sapiens golgi autoantigen, golgin subfamily b, macrogolgin (with 
transmembrane signal), l (GOLGBl), mRNA 


NM 004126 


Homo sapiens guanine nucleotide binding protein 1 1 (GNG1 1), mRNA 


NM_004297 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 14 

//^\T A 1 A\ tv "XT A 

(GNA14), mRNA 


NM 004246 


Homo sapiens glucagon-like peptide 2 receptor (GLP2R), mRNA 


NM 004123 


Homo sapiens gastric inhibitory polypeptide (GIP), mRNA 


NM 004121 


Homo sapiens gamma-glutamyltransferase-like activity 1 (GGTLA1), mRNA 


*V T1 r A A > A A ^ 

NM 004837 


Homo sapiens geranylgeranyl diphosphate synthase 1 (GGPS1), mRNA 


NM_004l88 


Homo sapiens growth factor independent IB (potential regulator of CDKN1A, 
translocated in CML) (GFI1B), mRNA 


NM 004293 


TT * * J ■ _ //tt-v A \ Ti"XT A 

Homo sapiens guanine deaminase (GDA), mRNA 


NM_00475l 


Homo sapiens glucosaminyl (N-acetyl) transferase 3, mucm type (GCNT3), 
mRNA 


NM 004193 


Homo sapiens golgi-specific brefeldin A resistance factor 1 (GBF1), mRNA 


NM 002030 


Homo sapiens formyl peptide receptor-like 2 (FPRL2), mRNA 


\X1 # t\t\ A A1 f 

NM_004476 


Homo sapiens folate hydrolase (prostate-specific membrane antigen) 1 (FOLH1), 
mRNA 


NM 004119 


Homo sapiens fins-related tyrosine kinase 3 (FLT3), mRNA 


NM 004475 


Homo sapiens flotillin 2 (FLOT2), mRNA 


NM 004472 


TT* • X"_ 1.1 1 1 T"\1 /TT'/^'VTrv 1 \ T»XT A 

Homo sapiens forkhead box Dl (FOXDl), mRNA 


\n/ AAilXTI 

NM 004471 


Homo sapiens forkhead box Gl A (FOXG1 A), mRNA 


NM 004474 


Homo sapiens forkhead box D2 (FOXD2), mRNA 


NMJ304469 


Homo sapiens c-fos induced growth factor (vascular endothelial growth factor D) 

/ 1» 1 /™»T7\ T> XT A 

(F1GJF), mRNA 


NM 004468 


Homo sapiens tour and a nali L1M domains 3 (rHL3), mRNA 


NM 004462 


Homo sapiens iamesyl-dipnospnate iamesyltransterase 1 (rDr 11), mRNA 


NM 004107 


Homo sapiens rc fragment of IgG, receptor, transporter, alpha (FCGRT), mRNA 


NM 004104 


Homo sapiens fatty acid synthase (FASN), mRNA . 


NM 004461 


Homo sapiens phenylalanme-tRNA syntnetase-like (FARSL), mRNA 


VTX K A A A 1 A 1 

NM 004101 


Homo sapiens coagulation factor 11 (thrombin) receptor-like 2 (F2RL2), mRNA 


NM 004235 


Homo sapiens Kruppel-like factor 4 (gut) (KLF4), mRNA 


vrx/r AA/fylCC 

MM 


xiomo sapiens exostoses ^multiple )-HKe 1 {ejl iLl), mKJNA 


NM 004454 


Homo sapiens ets variant gene 5 (ets-related molecule) (ETV5), mRNA 


NM_004453 


Homo sapiens electron-transferring-flavoprotein dehydrogenase (ETFDH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 004452 


Homo sapiens estrogen-related receptor beta (ESRRB), mRNA 


NM_004911 


Homo sapiens protein disulfide isomerase related protein (calcium-binding 
protein, intestinal-related) (ERP70), mRNA 
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NM_004447 


Homo sapiens epidermal growth factor receptor pathway substrate 8 (EPS8), 
mRNA 


NM 004446 


Homo sapiens glutamyl-prolyl-tRNA synthetase (EPRS), mRNA 


VTTUT OA/Mil 


tTnmn ^aniens EohA2 fEPHA2 1 mRNA 


NM.004099 


Homo sapiens erythrocyte membrane protein band 7.2 (stomatin) (EPB72), 

mRNA 


NM_004437 


Homo sapiens erythrocyte membrane protein band 4.1 (elliptocytosis 1 , RH- 

IfnVprft fFPT*41^ mRNA 


NM_004435 


Homo sapiens endonuclease G (ENDOG), nuclear gene encoding mitochondrial 


NM_004434 


Homo sapiens echinoderm microtubule-associated protein-like (EMAPL), 

mRNA 




Wnmn Q«Tiipn<5 F74-lilce factor 3 (ets domain transcriDtion factor, epithelial- 
onecific ^ fELF3^ mRNA 


IN 1V1__\J V/Hv 7 O 


Hnmn ^aniens eukarvotic translation initiation factor 4E binding protein 2 
fFTF4FBP2^ mRNA 




Homo «mien<; eukarvotic translation initiation factor 4E binding protein 1 
fl5IF4EBPl\ mRNA 


NM 004430 


Homo sapiens early growth response 3 (EGR3), mRNA 


NM 00409^ 


Homo saniens enhrin-B2 (EFNB2\ mRNA 


TSjiv/f n 04470 


Homo saoiens enhrin-B 1 fEFNBl). mRNA 


"MM 004428 

JLN1Y1 UvHtAO 


Homo ^aniens enhrin-Al fEFNAl\ mRNA 


MM 004867 


Homo sapiens integral membrane protein 2 A (TTM2A), mRNA 


NM 004415 


Homo sapiens desmoplakin (DPI, DPII) (DSP), mRNA 


NM 004760 


Homo sapiens serine/threonine kinase 17a (apoptosis-inducing) (STK17A), 
mRNA 


NM 00441 1 


Unmn Qanien<? dinentidase 1 frenan fDPEPl\ mRNA 


NM 0040 8 R 

IN IVX 1/ v*rv O O 


Hnmo sanien*? deoxvnucleotidvltransferase. terminal (DN XI), mRNA 


NM 00441? 

INIVX UUHniA 


Homo saoiens DNA fcvtosine-5-Vmethvltrarisferase 2 (DNMT2), mRNA 


NM 004411 


Homo sapiens dynein, cytoplasmic, intermediate polypeptide 1 (DNCI1), mRNA 


NM 004407 

INIVI UUHHU / 


Wnmn ^aniens dentin matrix acidic nhosDhonrotein (DMPl^. mRNA 


NM 004746 


Homo sapiens discs, large (Drosophila) homolog-associated protein 1 
fDT GAPH mRNA 


NM 004747 


Homo sapiens discs, large (Drosophila) homolog 5 (DLG5), mRNA 


"MM 004087 


TTnmrv conipn^ Hi^rQ laroe rDro^onhila^ homolop 1 fDLGlV mRNA 


NM_004900 


Homo sapiens phorbolin (similar to apolipoprotein B mRNA editing protein) 

mT74?P10 9^ mRNA 


XTXyT 004404 

XNJV1_U U 4*fU*f 


W/Ymn C5»nii*nc npirml wpriTrcnr ri*ll pYnre^^pd Hevelonmentallv down-reffulated 
5 (NEDD5) mRNA 


NM 004409 

IN 1V1 ^VUH^tv/Zt 


Homo saoiens DNA fragmentation factor. 40 kD. beta polypeptide (caspase- 
activated DNase) (DFFB), mRNA 


NM 004401 


Homo saoiens DNA fraementation factor. 45 kD, alpha polypeptide (DFFA), 
mRNA 


NM 004083 

1N1YX UVtUOJ 


Homo ^aniens DNA-damaee-inducible transcriDt 3 (DDl'i3), mRNA 


NM 004734 


Homo ^aniens doublecortin and CaM kinase-like 1 (DCAMKL1\ mRNA 


NM 004394 


Homo sapiens death-associated protein (DAP), mRNA 


NM_004393 


Homo sapiens dystroglycan 1 (dystrophin-associated glycoprotein 1) (DAG1), 
mRNA 


NMJ)04229 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 2 
(150WD) (CRSP2), mRNA 


NM 004079 


Homo sapiens cathepsin S (CTSS), mRNA 


NM 004390 


Homo sapiens cathepsin H (CTSH), mRNA 
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INIVl SJVjHj oo 


jriomo Sapiens cniiouiase, qi-in -acetyl- \\s ido ), ituvina 


1NJYL UU*f^o/ 


jtiomo sapiens caroiac-sp ecmc nomeo oox ^o.aj, nicviN/v 


XNiVL — UUhoOI 


riomo Sapiens cereDrosiae \? -pnospnoaaenyiyisuuaie.gaiaciosyiceraniicie J j 
suuouansieiasc ^v_^o i j, iuivi\/v 


vrxyr AA4A78 


riomo sapiens cysieine ana giycine-ncn protem 1 ^ojvt i j, nnviNA 


INIVl UlKOoO 


riomo sapiens cnonaroixin suiiaie proteoglycan j v neurocanj ^v^orvjj ), uikjna 


XJTVyf A A/17 fix 


Homo sapiens chondroitin sulfate proteoglycan 2 (versican) (CSPG2), mRNA 


XTXif AA/IIC/t 
XNiYl UU*00*f 


T-T-i'l i Li J l jiji-lIji-lji j-vn n s<i<a <v\ Tl ■ ■ ml. J l ji xil 1 inn O f g K'Kl \ I -LO \ XT A 

riomo sapiens casein Kinase I , gamma o (CoNxxioJ j, niKiNA 


XTV/f AA/l'Jfi'l 


Homo sapiens c-src tyrosine kinase (CSK), mRNA 


XTA/f AA^ATC 


riomo sapiens cryptocnrome l (pnoioiyase-liice) (UKY 1), mKJNA 


NM 004778 


Homo sapiens G protein-coupled receptor 44 (GPR44), mRNA 


1NM UU4750 


Homo sapiens cytokine receptor-like factor 1 (CRLF1), mRNA 


NM 004382 


Homo sapiens corticotropin releasing hormone receptor 1 (CRHR1), mRNA 


XTXiT A A yl 1*7 A 

NM 004379 


Homo sapiens cAMP responsive element binding protein 1 (CREB1), mRNA 


XTKjT A A/1 T TJ 

NM 004377 


Homo sapiens carnitine palmitoyltransferase I, muscle (CPT1B), mRNA 


XTA Jf A A A1 A O 

NM 004748 


Homo sapiens cell cycle progression 8 protem (CPR8), mRNA 


XTXjT AA/1A*7i* 

NM_004074 


Homo sapiens cytochrome c oxidase subunit VHI (COX8), nuclear gene 
encoding mitochondrial protein, mRNA 


JNM_UU4/00 


Homo sapiens coatomer protein complex, subunit beta 2 (beta prime) (COPB2), 

*WDXTA 

mruNA 


INIVl UUhOhj 


Homo sapiens coilin (COEL), mRNA 


XJTUf AAA<C1/I 

JN1VJL v/UU01*r 


Homo sapiens ciliary neurotrophic factor (CNTF), mRNA 


NM 004368 


Homo sapiens calponin 2 (CNN2), mRNA 


XTX M AA/!A*7A 

NM UU4U/2 


riomo sapiens cnemolone-lilce receptor 1 (CMivLRl), mRNA 


XTXVT AA/IA*71 

NM_UU4U / 1 


Homo sapiens CDOlike kinasel (CLK1), mRNA 


NM 004362 


Homo sapiens calmegin (CLGN), mRNA 


XTX K AAvlA*7A 

NM 004070 


Homo sapiens chlonde channel Ka (CLCNKA), mRNA 


NM 004804 


Homo sapiens WD40 protein Ciaol (CLAOl), mRNA 


NM_004267 


Homo sapiens carbohydrate (chondroitin 6/keratan) sulfotransferase 2 (CHST2), 
mRNA 


NM 004067 


Homo sapiens chimerin (chimaerin) 2 (CHN2), mRNA 


XTX >T AA/nO/l 

NM_004284 


Homo sapiens chromodomam hehcase DNA binding protem 1-like (CHD1L), 
mRNA 


XTX jT f\f\ A*> A 

NM_004364 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), alpha (CEBPA), 
mRNA 


XTX K AA A(\£C 

NM 004065 


Homo sapiens cerebellar degeneration-related protem (34kD) (CDR1), mRNA 


NM_004233 


Homo sapiens CD83 antigen (activated B lymphocytes, immunoglobulin 
supertamily) (CD83), mRNA 


XTTV>T AAyl*5« 
NM_UU43 N 0 


Homo sapiens CD81 antigen (target of antiproliferative antibody 1) (CD81), 
mRNA 


XTTV>T AA/II^T 
JNMUU4JS/ 


Homo sapiens CD151 antigen (CD151), mRNA 


XTTi/f A A/IK A 
JNJV1 UIWjjU 


Homo sapiens runt-related transcription factor 3 (RUNX3), mRNA 


NM_004349 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 

1* — 1- TX _1 _ j ^ J Z/^nT 1 A \ T% "VTA 

1; cychn D-related (CBFA2T1), mRNA 


NM 004345 


Homo sapiens cathehcidin antimicrobial peptide (CAMP), mRNA 




riomo sapiens caicium cnannei, voiiage-iiepencient, alpna Z/aelta subunit 1 
(CACNA2D1), mRNA 


NM 004334 


Homo sapiens bone marrow stromal cell antigen 1 (BST1), mRNA 


NM_004887 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 14 
(BRAK) (SCYB14), mRNA 


NM_004333 


Homo sapiens v-raf murine sarcoma viral oncogene homolog Bl (BRAF), 
mRNA 
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NM 004329 


Homo sapiens bone morphogenetic protein receptor, type IA (BMPR1 A), mRNA 


lNJYl_Uu4oZ / 


nomo Sapiens i\i r -Dinuing cassette, suo-iaiiiiAjr vj ^ vy xvxxi.xzi) y mcmocr z 


XNiVi UUhjZO 


nomo sapiens x>-wcii v^jujl/ ly uipnonia y ^dl/w;, miviN/i. 


XNivl UU*r/Oj 


xiomo sapiens d-ccii v_/j^i iv lyiupnoixui / v> ^d^l * v^, iihs-ln/^ 


NM 004324 


Homo sapiens BCL2-associated X protein (B AX), mRNA 


INM_UU40D0 


nomo sapiens jdk.l*ai ass ociatea protein- i ^uDiquian c ar d oxy-ierminai 
hydrolase) (BAP1), mRNA 


INJVL UU4U4o 


Homo sapiens beta-2-microglobulin (B2M), mRNA 


NM 004655 


Homo sapiens axin 2 (conductin, axil) (AXIN2), mRNA 


NM 004321 


Homo sapiens axonal transport of synaptic vesicles (ATSV), mRNA 


NM 004888 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
member J (ArPoJ), mRNA 


\n g f\r\ a t\ a *7 

NM_004047 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
zIKJJ (Alror ) 9 mKJNA 


JNM_UU4U4d 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, alpha 
suDunit, isoiorm 1, caroiac muscie {aijtd/vi j, mruNA 


IN JVl__yU i 05 J 


nomo sapiens /vi rase, Latt transporTing, pi as ma memorane z ir zuzj, 


IN 1VJ. VVrrJ 1 *t 


JTUIIIU a dpi CI Lb /vL^l 1 lUUbyiU allolCI aoC 1 ^AJ\1 1 J, UUvlN/\ 


XNIVI vwTj 1 J 


XIUIIIU oapiCIlo alXCbLiU, OCla A ^/VINJVDZ^, IXUxlN/\ 


NM 00411? 

1/N1VA UU*tJ 


XIUIIIU CMipiCIlo all Co till J, I Clii la 1 ^ A ai I Co Llll J ^/Vi\J\jJ, lilIVl>r\ 


TsTM 0041 1 1 


nUIIIU od.pi Clio /\X/iT I lLHJby lallUli laCLUI-lJJi.C j ynJSJ^D jy IIiX\J.\/\. 


TsIM 004^7^ 


nomo sapiens ras nomoiog gene lamiiy, memoer 1 ^/vivriij, mrviNA 


004110 

1N1V1 \}\JHJ 1\J 


nomo sapiens ras nomoiog gene lamiiy, memDer n ^/\ivnn ) } niLviN/v 


XJM" 004100 


nomo sapiens rvno kjuit aissociauon uinioiior {yjUL) aipna ^AJvnvjiJiA^, mxviNA 


"MAyf 004108 
INIVQ. UU*fjUo 


nomo sapiens jkjio vjirase acnvaung protein i ^AKnLrAri j, mKJNA 


>J\/f 004040 
1N1V1 UU*tU*tU 


nomo sapiens ras nomoiog gene iamiiy, memoer o ^ajkjxd j, mKJNA 


XTTV/f 004700 


nomo sapiens ring linger proicui ih ^jvinp i hj, itll\j.n/y 


"NTlVyf 004707 


nomo sapiens aaipose mosi aounaani gene transcript i (AJrivii ), nusJNA 


NM 004039 


Homo sapiens annexin A2 (ANXA2), mRNA 


XJJV/T 00410/? 
IN1V1 uvWO UO 


nomo sapiens annexin aij ^ainaai j j, mt\JNA 


xj\/f 004018 


nomo sapiens amylase, aipna i a, sanvary ^Aivi ± 1 aj, mKJNA 


TsTM 0041 0< 


nomo sapiens on aging mtegrator i (Jdun i ), niKiNA 


xt\jt 0048^7 
XNJVl UU4oD / 


nomo sapiens a Kinase jjrJKJsA; ancnor prorem d {ajsAx o), mKJNA 


MM" 004811 
XN1V1 Who DO 


nomo sapiens aoseni m melanoma z (auylz mKJN a 


MM" 004708 


nomo sapiens programmeQ ceil ueain o ^apoptosis-mnucmg iactor ) {jrUK^Uo ) 9 

mPMA 


NM 002199 


Homo sapiens interferon regulatory factor 2 (IRF2), mRNA 


>JM 001^^0 


nuinu oapiciio inieneuKm- 1 receptor-associaieu Kinase i ^lcv/\jv i ) f mJKJN A 


NTV/T 001^^7 


nomo sapiens inositol porypnospnaie pnospnatase-iiKe i ^UNx^iri^ i ) 9 nutvXN A 


NM 002194 


Homo sapiens inositol polyphosphate- 1 -phosphatase (INPP1), mRNA 


xr\yf 007 111 

XNJVl UUZ 111 


nomo sapiens nunungun (nunongton oiseasej {ti±J) 9 mKJNA 


vjiur 0001/^ 
XN1V1 UUU10D 


nomo sapiens gap junction protem, aipna i, 43kjj (connexm 43) (CjJAl), mKNA 


xrwr OOIOOQ 
INM_UUiy!7y 


nomo sapiens iiDTUim z (congemtal contracturai aracnnoaactyly) (rBNz), 
mRNA 


NM 001937 


Homo sapiens dermatopontin (DPT), mRNA 


NM_001381 


Homo sapiens docking protein 1, 62kD (downstream of tyrosine kinase 1) 
(D0K1), mRNA 


NM 000729 


Homo sapiens cholewstokinin (CCK), mRNA ! 


NM 000486 


Homo sapiens aquaporin 2 (collecting duct) (AQP2), mRNA 


NM 001520 


Homo sapiens general transcription factor HIC, polypeptide 1 (alpha subunit, 
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220kD ) (GTT3C1), mRNA 


inm uuzuy/ 


Homo sapiens general transcription factor IDA (GTF3 A), mRNA | 


XNJVl^UUJZUD 


Homo sapiens transcription factor 12 (HTF4, helix-loop-helix transcription 
tactors 4J (1 L,r izj, mKJNA 


vny/r nnfVl/1A 
IN 1V1_UUIA*W1J 


Jtiomo sapiens pnospnocnesterase oA, cvjrMr-speciiic, rod, alpha (PDE6A), 

ulKJNA 


NM_000806 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, alpha 1 

friA DD A 1\ m D\TA 


iNJvi uuiouy 


riomo sapiens centromere protein A (1 /kUJ (OJaNrA), mRNA 


XTA/f AAA/170 


Homo sapiens proprotein convertase subtilisin/kexin type 1 (PCSK1), mRNA 


NM 002529 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 1 (NTRK1), mRNA 


NM 003417 


Homo sapiens zinc finger protein 264 (ZNF264), mRNA 


NM_000395 


Homo sapiens colony stimulating factor 2 receptor, beta, low-affinity 
(granulocyte-macrophage) (CSF2RB), mRNA 


NM 000065 


Homo sapiens complement component 6 (C6), mRNA 


NM 000252 


Homo sapiens myotubular myopathy 1 (MTM1), mRNA 


NM_000229 


Homo sapiens lecithin-cholesterol acyltransferase (LCAT), nuclear gene 
encoding mitochondrial protein, mRNA 


NM UUU224 


Homo sapiens keratin 18 (KRT18), mRNA 


XTXvT AAAII 1 

NM_00021 1 


Homo sapiens integrin, beta 2 (antigen CD18 (p95), lymphocyte function- 
associated antigen 1; macrophage antigen 1 (mac-1) beta subunit) (TTGB2), 
mKJNA 


NM 000208 


Homo sapiens insulin receptor (INSR), mRNA 


NM_ 000206 


Homo sapiens interleukin 2 receptor, gamma (severe combined 
immunodeficiency) (IL2RG), mRNA 


NM_000416 


Homo sapiens interferon gamma receptor 1 (IFNGR1), mRNA 


NM_00020l 


Homo sapiens intercellular adhesion molecule 1 (CD54), human rhinovirus 
receptor (ICAM1), mRNA 


XTA X AAA1CA 

NM_000350 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 4 
(ABCA4), mRNA 


XT\>T AAA11A 

NM 000110 


Homo sapiens dihydropyrimidine dehydrogenase (DPYD), mRNA 


NM_000375 


Homo sapiens uroporphyrinogen HI synthase (congenital erythropoietic 
porphyria) (UROS), mRNA 


XT\/f AAA/1 


Homo sapiens 1 tyrosine kinase, endothelial (venous malformations, multiple 
cutaneous and mucosal) (TEK), mRNA 


INJYL UUIUD^ 


Homo sapiens somatostatin receptor 5 (SSTR5), mRNA 


NM 001052 


Homo sapiens somatostatin receptor 4 (SSTR4), mRNA 


XTN/T AA1AC1 
INIVI UU IUjI 


Homo sapiens somatostatin receptor 3 (SSTR3), mRNA 


NM 001050 


Homo sapiens somatostatin receptor 2 (SSTR2), mRNA 


vr\yf AAlAilQ 


Homo sapiens somatostatin receptor 1 (SSTR1), mRNA 


NM_000348 


Homo sapiens steroid-5-alpha^eductase, alpha polypeptide 2 (3-oxo-5 alpha- 
steroid delta 4-dehydrogenase alpha 2) (SRD5A2), mRNA 


NM_UUU340 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 2 
(p-LCzA2), mKN A 


IN iVl_UUUj 5 o 


Homo sapiens solute carrier family 12 (sodium/potassiurn/chloride transporters), 
member 1 (SLC12AD mRNA 


NM_000231 


Homo sapiens sarcogjycan, gamma (35kD dystrophin-associated glycoprotein) 
(SGCG), mRNA 


NM 001034 


Homo sapiens ribonucleotide reductase M2 polypeptide (RRM2), mRNA 


NM 000448 


Homo sapiens recombination activating gene 1 (RAG1), mRNA 


NM 000303 


Homo sapiens phosphomarmomutase 2 (PMM2), mRNA 


NM 000302 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase (lysine 



505 



WO 03/074654 



PCT/US03/05028 





hydroxylase, Ehlers-Danlos syndrome type VI) (PLOD), mRNA 


NMJ)00282 


Homo sapiens propionyl Coenzyme A carboxylase, alpha polypeptide (PCCA), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_000281 


Homo sapiens 6-pyruvoyl-tetrahydroptenn synthase/dimenzation cofactor of 
hepatocyte nuclear factor 1 alpha (TCF1) (PCBD), mRNA 


NM 000277 


TT • 4 44*44 4 /T* A 'r t\ -r^-v A 

Homo sapiens phenylalanine hydroxylase (PAH), mRNA 


NM_000436 


Homo sapiens 3-oxoacid CoA transferase (OXCT), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_000274 


Homo sapiens ornithine aminotransferase (gyrate atrophy) (OAT), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 000273 


Homo sapiens ocular albinism 1 (Netdeship-Falls) (OA1), mRNA 


NM 000272 


Homo sapiens nephrophthisis 1 (juvenile) (NPHP1), mRNA 


NM 000271 


Homo sapiens Niemann-Pick disease, type CI (NPC1), mRNA 


NM_000269 


Homo sapiens non-metastatic cells 1, protein (NM23A) expressed in (NME1), 
mRNA 


NM 000268 


Homo sapiens neurofibromin 2 (bilateral acoustic neuroma) (NF2), mRNA 


NM_000267 


Homo sapiens neurofibromin 1 (neurofibromatosis, von Recklinghausen disease, 
Watson disease) (NF1), mRNA 


NM 000434 


Homo sapiens sialidase 1 Oysosomal sialidase) (NEU1), mRNA 


NM 000266 


Homo sapiens Norrie disease (pseudoglioma) (NDP), mRNA 


NM_000265 


Homo sapiens neutrophil cytosolic factor 1 (47kD, chronic granulomatous 
disease, autosomal 1) (NCF1), mRNA 


NM 000262 


Homo sapiens N-acetylgalactosaminidase, alpha- (NAGA), mRNA 


NM_000261 


Homo sapiens myocilin, trabecular meshwork inducible glucocorticoid response 
(MYOC), mRNA 


NM_000258 


Homo sapiens myosin, light polypeptide 3, alkah; ventricular, skeletal, slow 
(MYL3), mRNA 


NM_000432 


Homo sapiens myosin, light polypeptide 2, regulatory, cardiac, slow (MYL2), 
mRNA 


NM_000257 


Homo sapiens myosin, heavy polypeptide 7, cardiac muscle, beta (MYH7), 
mRNA 


NM 000431 


Homo sapiens mevalonate kinase (mevalonic aciduria) (MVK), mRNA 


NM_000255 


Homo sapiens methylmalonyl Coenzyme A mutase (MUT), nuclear gene 
encoding mitochondrial protein, mRNA 


NMJ)00254 


Homo sapiens 5-methyltetrahydrofolate-homocysteine methyltransferase (MTR), 
mRNA 


NM_000253 


Homo sapiens microsomal triglyceride transfer protein (large polypeptide, 88kD) 
(MTP), mRNA 


NM_QQ0250 


Homo sapiens myeloperoxidase (MPO), nuclear gene encoding mitochondrial 
protein, mRNA 


NM UUU245 


Homo sapiens microphthalmia-associated transcription factor (MTTF), mRNA 


NM 000247 


Homo sapiens MHC class I polypeptide-related sequence A (MICA), mRNA 


NM 000246 


Homo sapiens MHC class II transactivator (MHC2TA), mRNA 


NM_000245 


Homo sapiens met proto-oncogene (hepatocyte growth factor receptor) (MET), 
mRNA 


NM 000244 


norao sapiens multiple endocrine neoplasia 1 (MbN 1 ), mRNA 


NM 000243 


Homo sapiens Mediterranean fever (MEFV), mRNA 


NM_000242 


Homo sapiens mannose-binding lectin (protein C) 2, soluble (opsonic defect) 
(MBL2), mRNA 


NM 000429 


Homo sapiens methionine adenosyltransferase I, alpha (MAT1A), mRNA 


NM_000240 


Homo sapiens monoamine oxidase A (MAOA), nuclear gene encoding 
mitochondrial protein, mRNA 
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vnvvr AAA/OQ 
JNM_UUU4zo 


UomA comVnc lafpnt franc fnrmi-n cr (yrrYa/fh fnrtrvr ViPtn hfndfnt* nmtPin 0 (\ TRP9^ 
jlOIHO Sapiens laic 11 1 U allolUl iiiing giUWUl laULUI ucio umuiiig pi vjcclli z. ^i_/i.J_>x ^j, 

mRNA 


■VTA K A A AO 1 0 

NM_UUUZ3o 


XlOIHO Sa.pl Clio pULadblum VUllagC'galCU (^ilamlCl, oUUiaiiUijr Jtx \^cog icioicuy, 
mprntipr 0 fKPNH?^ rnRNA 

incmucr z> ^rv.\_»iNxxz.y, uuviNrY ! 


NM_000237 


Homo sapiens lipoprotein lipase (LPL), mRNA | 


XTNyf AAA/1 T7 


nomo sapiens luricnn \l\jxs.) 9 uusshix 


NM 000236 


Homo sapiens lipase, hepatic (LIPC), mRNA 


NM_000235 


Homo sapiens lipase A, lysosomal acia, cnoiesteroi esterase ^woiman aiseasej 
(LIPA), mRNA 


NM 000234 


Homo sapiens ligase I, DNA, ATr-aepenaent (LKjl), mKJNA 


NM_000233 


Homo sapiens luteinizing hormone/choriogonadotropin receptor (LHCGR), 
mRNA 


NM_000228 


Homo sapiens lammin, beta 3 (rucein (125kD), Kalinin (14UleU|, nJYLoUO 
(125kD)) (LAMB3), mRNA 


NM_000426 


Homo sapiens laminin, alpha 2 (merosin, congenital muscular dystrophy) 
(LAMA2), mKMA 1 


NM_000226 


Homo sapiens keratin 9 (epidennolytic palmoplantar keratoderma) (KRT9), 
mKJNA 


MM 000422 


Homo sapiens keratin 17 (KRT17), mRNA 


NM 000223 


Homo sapiens keratin 12 (Meesmann corneal dystropnyj (isJvi iz), mKJNA 


NM_000421 


Homo sapiens keratin 10 (epidermolytic hyperkeratosis; keratosis palmaris et 
plantans) (KR1 10), mRNA 


NM_000222 


Homo sapiens v-kit Hardy-Zuckerman 4 feline sarcoma viral oncogene homolog 
(K1I), mRNA 


XTK/T AAAO 1 Q 


rlomo sapiens potassium voitage-gatea cnannei, is-v^i-iiKe suDiamny, memoer i 
(KCNQl),mRNA 


XTTV J* AAA1 1 C\ 

NM_000219 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 1 
(K(^l),mRNA 


NM_000217 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 1 (episodic ataxia with myokymia) (KCNA1), mRNA 


NM 000216 


Homo sapiens Kallmann syndrome 1 sequence (KALI), mRNA 


NM_000215 


Homo sapiens Janus kinase 3 (a protein tyrosine kinase, leukocyte) (JAK3), 

Tl XT A 

mRNA 


NMJD00212 


Homo sapiens integrin, beta 3 (platelet glycoprotein Ula, antigen CD61) 
{li udj )y mxviN j\ 


XTAvT AAAOAO 


Jtiomo sapiens msuiin promoter iactor l, nomeouomain transcnpuon iactor 


iNJVl uuuzu/ 


nomo sapiens mouiui ^jinoj, nuviN/i 




Unmn caniPnc lntpTlpitVin A. Tf*r*f*r\tf\r ( 1 \ ^ mRNA 


NM 000417 


Homo sapiens interleukin 2 receptor, alpha (TL2RA), mRNA 


XJXyf AA1 CC1 


xiomo sapiens lnimunogiODUim {y^u /yj\) Dincung proicm i v.ii_tjdx i ^, itusjna 


INlVl UUUZUj 


xiomo sapiens louroni o ase, aipna-j_#- \iuur\) f uusjrix\ 


xnvyf aaa.41 


iiomo sapiens lsiet amyioiu poiypepnue \u\rr) 9 uix\rij\ 


INlVl UUUZUU 


nomo sapiens nistaun j ^xiiXN j ), iilkin/v 


XN1V1 UvIJjO 


Unmn co-nipriQ Vipsit cVinoV fraric/*rinfir\-n raptor A fT-f£\V*£\ mRMA 


NM 000859 


Homo sapiens 3 -hydroxy-3 -methylglutaryl-Co enzyme A reductase (HMGCR), 
mRNA 


NM 001527 


Homo sapiens histone deacetylase 2 (HDAC2), mRNA 


NM 001525 


Homo sapiens hypocretin (orexin) receptor 1 (HCRTR1), mRNA 


NM 001524 


Homo sapiens hypocretin (orexin) neuropeptide precursor (HCRT), mRNA 


NM 001510 


Homo sapiens glutamate receptor, ionotropic, delta 2 (GRID2), mRNA 


NM 000829 


Homo sapiens glutamate receptor, ionotrophic, AMPA 4 (GRIA4), mRNA 
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TvJAyf OH 1ziQ£ 


xiomo Sapiens vjjJiNr iamuy receptor aipna o ^urKAj J, hikts a 


NM 001486 


Homo sapiens glucokinase (hexokinase 4) regulatory protein (GCKR), mRNA 


VTKyT AAAOOA 

JNM UUUoZU 


TTj ■ . i.-. _n_ nniiiniin ■ ■ ilia I * C - /T / Z""' A O ZT~\ T~> \T A 

Homo sapiens growtn arrest-specinc o (CjAoo), mKJNA 


NM 000155 


Homo sapiens galactose-1 -phosphate uridylyltransferase (GALT), mRNA 


XJTVyf AAAK1 

JNM UUUiJj 


Homo sapiens galactosylceramidase (Krabbe disease) (GALC), mRNA 


NM 000816 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, gamma 2 
(GABRG2), mRNA 


NM_000815 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, delta (GABRD), 
mRNA 


NM_000811 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 6 
(GABRA6), mRNA 


NM_000809 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 4 
(GABRA4), mRNA 


NM_000808 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 3 
(GABRA3), mRNA 


XTfcvT AAAOAT 

NM_000807 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 2 

//"* A DD A *1\ -.DVT A 

(OABRA2), mRNA 


XTTV/f AAA1*1 

JNM_UUU1M 


Homo sapiens glucose-6-phosphatase, catalytic (glycogen storage disease type I, 
von vjierKe disease j (UrorCj, mKlNA 


iNIVl UUl'OZ 


riomo sapiens iorKjieaa box rz (rUArz), mRNA 


1N1V1 UUU 1 jo 


xiomo sapiens iiDmim i (Marian syndromej (rBNl), mRNA 


1NJV1 UUUIjO 


Homo sapiens Fanconi anemia, complementation group C (FANCC), mRNA 


MM" A A \AAK 


xiomo sapiens iatry acia binding protem o, ileal (gastrotropm) (F ABPo), mRNA 


NM 001442 


Homo sapiens fatty acid binding protein 4, adipocyte (FABP4), mRNA 


NM 001443 


Homo sapiens fatty acid binding protem 1 , liver (FABP1), mRNA 


XTKyf AA1/M1 
INJVi UU144I 


Homo sapiens tatty acid amide hydrolase (FAAH), mRNA 


XTX/T AAA/1 A 1 

JNM UUU4U1 


Homo sapiens exostoses (multiple) 2 (EXT2), mRNA 


XTAvT AAA10*7 
NM 000127 


Homo sapiens exostoses (multiple) 1 (EXT1), mRNA 


XTXyf AA1 All 

MM UU 14 3 3 


Homo sapiens ER to nucleus signalling 1 (ERN1), mRNA 


NM_000122 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 3 (xeroderma pigmentosum group B complementing) 
{JtSKCCJ ) 9 mKiNA 


XTX/T AAA 101 


Homo sapiens erythropoietin receptor (EPOR), mRNA 


XlX/f AAAIOA 


Homo sapiens epoxide hydrolase 1, microsomal (xenobiotic) (EPHX1), mRNA 


NMJ)00119 


Homo sapiens erythrocyte membrane protein band 4.2 (EPB42), mRNA 


INM UU 14Zy 


Homo sapiens El A binding protein p300 (EP300), mRNA 


NM 000118 


Homo sapiens endoglin (Osler-Rendu-Weber syndrome 1) (ENG), mRNA 


XTAvf AAA1 1*7 

NM UUU 117 


Homo sapiens emerin (Emery-Dreifuss muscular dystrophy) (EMD), mRNA 


NM 001422 


Homo sapiens E74-like factor 5 (ets domain transcription factor) (ELF5), mRNA 


NM 000114 


Homo sapiens endothelin 3 (EDN3), mRNA 


NM_001393 


Homo sapiens extracellular matrix protein 2, female organ and adipocyte specific 
(ECM2), mRNA 


XTTVvf AAA1 1 O 

NM_UUUllz 


Homo sapiens solute carrier family 26 (sulfate transporter), member 2 
(SLC26A2),mRNA 


XTTV/f AA11CO 

INM^UUl JoZ 


Homo sapiens dolichyl-phosphate (UDP-N-acetylglucosarmne) N- 

acetvlo'lupnQJiTriitipriliAQriliAtraTiQ'fpmcp 1 ^nir»XTA/» 1 P tranef^ra^ /TlPAr!Tl\ 
o^w»iy 1^1 utuart 1 1 1 1 1 1 C|Jiiuapnu u aiiaxcx aoC 1 ^VJlClN/YC- 1 -a TTdJlSIcTaSv J ^JL/i AVJl Ljy 

mRNA 


NM .001365 


Homo sapiens discs, large (Drosophila) homolos 4 (DLG4), mRNA 


NM 000792 


Homo sapiens deiodinase, iodothyronine, type I (DIOl), mRNA 


NM_001358 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 15 (DDX15), 
mRNA 


NM 000107 


Homo sapiens damage-specific DNA binding protein 2 (48kD) (DDB2), mRNA 
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NM 001348 


Homo sapiens death-associated protein kinase 3 (DAPK3), mRNA 


NM 000101 


Homo sapiens cytochrome b-245, alpha polypeptide (CYBA), mRNA 


NM 001081 


Homo sapiens cubilin (intrinsic factor-cobalamm receptor) (CUBN), mRNA 


NM 001334 


Homo sapiens cathepsin O (CTSO) ? mRNA 


NM 001328 


Homo sapiens C-terminal binding protein 1 (CTBP1), mRNA 


NM 000554 


Homo sapiens cone-rod homeobox (CRX), mRNA 


NM 000096 


Homo sapiens ceruloplasmin (ferroxidase) (CP), mRNA 


NM_000095 


Homo sapiens cartilage oligomeric matrix protein (pseudoachondroplasia, 
epiphyseal dysplasia 1, multiple) (COMP), mRNA 


NM_000392 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 2 
(ABCC2), mRNA 


NM 000085 


Homo sapiens chloride channel Kb (CLCNKB), mRNA 


NM_000084 


Homo sapiens chloride channel 5 (nephrolithiasis 2, X-linked, Dent disease) 
(CLCN5),mRNA 


NM 001279 


Homo sapiens cell death-inducing DFFA-like effector a (CIDEA), mRNA 


NM_000080 


Homo sapiens cholinergic receptor, nicotinic, epsilon polypeptide (CHRNE), 
mRNA 


NM_000751 


Homo sapiens cholinergic receptor, nicotinic, delta polypeptide (CHRND), 
mRNA 


NM_000747 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 1 (muscle) 
(CHRNB1), mRNA 


NM_000079 

- 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 1 (muscle) 
(CHRNA1), mRNA 


NM 001273 


Homo sapiens chromodomain helicase DNA binding protein 4 (CHD4), mRNA 


NM 001271 


Homo sapiens chromodomain helicase DNA binding protein 2 (CHD2), mRNA 


NM 001270 


Homo sapiens chromodomain helicase DNA binding protein 1 (CHD1), mRNA 


NM 000078 


Homo sapiens cholesteryl ester transfer protein, plasma (CETP), mRNA 


NM_000076 


Homo sapiens cyclin-dependent kinase inhibitor 1C (p57, Kip2) (CDKN1Q, 
mRNA 


NM 001258 


Homo sapiens cyclin-dependent kinase 3 (CDK3), mRNA 


NM 001251 


Homo sapiens CD68 antigen (CD68), mRNA 


NM_000074 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 5 (hyper-IgM 
syndrome) (TNFSF5), mRNA 


NM_000073 


Homo sapiens CD3G antigen, gamma polypeptide (TiT3 complex) (CD3G), 
mRNA 


NM_001249 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 5 (ENTPD5), 
mRNA 


NM_001248 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 3 (ENTPD3), 
mRNA 


NM 001246 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 2 (ENTPD2), 
mRNA 


NM_000072 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin receptor) 
(CD36),mRNA 


NM 000591 


Homo sapiens CD14 antigen (CD14), mRNA 


NM 000071 


Homo sapiens cystathionine-beta-synthase (CBS), mRNA 


NM_000388 


Homo sapiens calcium-sensing receptor (hypocalciunc hypercalcemia 1, severe 
neonatal hyperparathyroidism) (CASR), mRNA 


NM 000070 


Homo sapiens calpain 3, (p94) (CAPN3), mRNA 


NM_000069 


Homo sapiens calcium channel, voltage-dependent, L type, alpha IS subunit 
(CACNA1S), mRNA 


NM 001215 


Homo sapiens carbonic anhydrase VI (CA6), mRNA 


NM 000067 


Homo sapiens carbonic anhydrase II (CA2), mRNA 
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NM 000606 


Homo sapiens complement component 8, gamma polypeptide (C8G), mRNA 


XTX K t\f\t\f\C£L 

NM 000066 


Homo sapiens complement component 8, beta polypeptide (Cob), mRNA 


XTX Jf ArtftC^I 

NM 000562 


Homo sapiens complement component 8, alpha polypeptide (C8A), mRNA 


XTX if AAACOT 

NM 000587 


Homo sapiens complement component 7 (C7), mRNA 


XTX K f\f\t\f\£.A 

NM 000064 


Homo sapiens complement component 3 (C3), mRNA 


NM 000061 


Homo sapiens Bruton agammaglobulinemia tyrosine kinase (BTK), mRNA 


NM 001206 


Homo sapiens basic transcription element binding protein 1 (BTEB1), mRNA 


NM 000060 


Homo sapiens biotinidase (BTD), mRNA 


NM 001201 


Homo sapiens bone morphogenetic protein 3 (osteogenic) (BMP3), mRNA 


NM 001200 


Homo sapiens bone morphogenetic protein 2 (BMP2), mRNA 


NM 000386 


Homo sapiens bleomycin hydrolase (BLMH), mRNA 


NM 000057 


Homo sapiens Bloom syndrome (BLM), mRNA 


NM 001198 


Homo sapiens PR domain containing 1, with ZNF domain (PRDM1), mRNA 


NM 001196 


Homo sapiens BH3 interacting domain death agonist (BID), mRNA 


NM_000056 


Homo sapiens branched chain keto acid dehydrogenase El, beta polypeptide 
(maple syrup urine disease) (BCKDHB), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 000465 


Homo sapiens BRCA1 associated RING domain 1 (BARD1), mRNA 


NM 000705 


Homo sapiens ATPase, H+/K+ exchanging, beta polypeptide (ATP4B), mRNA 


NMJ)00049 


Homo sapiens aspartoacylase (aminoacylase 2, Canavan disease) (ASP A), 
mRNA 


NM 000046 


Homo sapiens arylsulfatase B (ARSB), mRNA 


NM_000639 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 6 (TNFSF6), 
mRNA 


XTX Jf t\l\f\f\ A *\ 

NM 000042 


Homo sapiens apolipoprotein H (beta-2-glycoprotein I) (APOH), mRNA 


NM 000041 


Homo sapiens apolipoprotem E (APOE), mRNA 


NM 000040 


Homo sapiens apolipoprotein C-IQ (APOC3), mRNA 


NM 000039 


Homo sapiens apolipoprotein A-I (APOA1), mRNA 


NM 000038 


Homo sapiens adenomatosis polyposis coli (APC), mRNA 


NM 001157 


Homo sapiens annexin Al 1 (ANXA1 1), mRNA 


NM 001147 


Homo sapiens angiopoietin 2 (ANGPT2), mRNA 


NM 001145 


Homo sapiens angiogenin, ribonuclease, RNase A family, 5 (ANG), mRNA 


NM_000036 


Homo sapiens adenosine monophosphate deaminase 1 (isoform M) (AMPD1), 
mRNA 


NM 001141 


Homo sapiens arachidonate 15-lipoxygenase, second type (ALOX15B), mRNA 


NM 000035 


Homo sapiens aldolase B, fhictose-bisphosphate (ALDOB), mRNA 


NM 000034 


Homo sapiens aldolase A, fructose-bisphosphate (ALDOA), mRNA 


NM_000032 


Homo sapiens aminolevulinate, delta-, synthase 2 (sideroblastic/hypochromic 
anemia) (ALAS2), nuclear gene encoding mitochondrial protein, mRNA 


NM_000030 


Homo sapiens alanine-glyoxylate aminotransferase (oxalosis I; hyperoxaluria I; 
glycohcaciduna; senne-pvruvate aminotransferase) (AGXT), mRNA 


NM 001126 


Homo sapiens adenylosuccmate synthase (ADSS), mRNA 


NM 000684 


Homo sapiens adrenergic, beta-1-, receptor (ADRB1), mRNA 


XTX X t\t\ t 1 r\ c 

NM 001125 


Homo sapiens ADP-nbosvlargmme hydrolase (ADPRH), mRNA 


XTX AT AA1 A A /* 

NM 001116 


Homo sapiens adenylate cyclase 9 (ADCY9), mRNA 


xjM" flftl 11* 

INJYJL vvlllJ 


xiomo sapiens aaenyiate cyclase o (Dram) (ADC Y o/, itikina 


NM 001114 


Homo sapiens adenylate cyclase 7 (ADCY7), mRNA 


NM 001109 


Homo sapiens a disintegrin and metalloproteinase domain 8 (ADAM8). mRNA 


NM001110 


Homo sapiens a disintegrin and metalloproteinase domain 10 (ADAM10), 
mRNA 


NM 001108 


Homo sapiens acylphosphatase 2, muscle type (ACYP2), mRNA 


NM 001107 


Homo sapiens acylphosphatase 1, erythrocyte (common) type (ACYP1), mRNA 
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NM 001104 


Homo sapiens actmin, alpha 3 (ACTN3), mRNA 


NM 001086 


Homo sapiens arylacetamide deacetylase (esterase) (AADAC), mRNA 


NM 001043 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, 
noradrenahn), member 2 (SLC6A2), mRNA 


NM_000532 


Homo sapiens propionyl Coenzyme A carboxylase, beta polypeptide (PCCB), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 002579 


Homo sapiens paralemmin (PALM), mRNA 


NM 002443 


Homo sapiens microseminoprotein, beta- (MSMB), mRNA 


NM 002418 


Homo sapiens motilin (MLN), mRNA 


NM 002300 


Homo sapiens lactate dehydrogenase B (LDHB), mRNA 


NM_002243 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 15 
(KCNJ15), mRNA 


NM 001534 


Homo sapiens homeo box 1 1-like 1 (HOX1 1L1), mRNA 


NM 001454 


Homo sapiens forkhead box Jl (FOXJ1), mRNA 


NMJ)04001 


Homo sapiens Fc fragment of IgG, low affinity lib, receptor for (CD32) 
(FCGR2B), mRNA 


NM 001276 


Homo sapiens chitinase 3-like 1 (cartilage glycoprotein-39) (CHDL1), mRNA 


NM 001752 


Homo sapiens catalase (CAT), mRNA 


NM 001610 


Homo sapiens acid phosphatase 2, lysosomal (ACP2), mRNA 


NM 003461 


Homo sapiens zyxin (ZYX), mRNA 


NM 003460 


Homo sapiens zona pellucida glycoprotein 2 (sperm receptor) (ZP2), mRNA 


NM_003459 


Homo sapiens solute carrier family 30 (zinc transporter), member 3 (SLC30A3), 
mRNA 


NM 003430 


Homo sapiens zinc finger protein 91 (HPF7, HTF10) (ZNF91), mRNA 


NM_003429 


Homo sapiens zinc finger protein 85 (HPF4, HTF1) (ZNF85), mRNA 


NM_003428 


Homo sapiens zinc finger protein 84 (HPF2) (ZNF84), mRNA 


NM 003416 


Homo sapiens zinc finger protein 7 (KOX 4, clone HF.16) (ZNF7), mRNA 


NM 003427 


Homo sapiens zinc finger protein 76 (expressed in testis) (ZNF76), mRNA 


NM 003426 


Homo sapiens zinc finger protein 74 (Cos52) (ZNF74), mRNA 


NM_003425 


Homo sapiens zinc finger protein 45 (a Kruppel-associated box (KRAB) domain 
jx>lypeptide) (ZNF45), mRNA 


NM 003423 


Homo sapiens zinc finger protein 43 (HTF6) (ZNF43), mRNA 


NMJ)03422 


Homo sapiens zinc finger protein 42 (myeloid-specific retinoic acid- responsive) 
(ZNF42), mRNA 


NM 003420 


Homo sapiens zinc finger protein 35 (clone HF.10) (ZNF35), mRNA 


NM 003458 


Homo sapiens bassoon (presynaptic cytomatrix protein) (BSN), mRNA 


NM 003456 


Homo sapiens zinc finger protein 205 (ZNF205), mRNA 


NM 003453 


Homo sapiens zinc finger protein 198 (ZNF198), mRNA 


NM 003450 


Homo sapiens zinc finger protein 174 (ZNF174), mRNA 


NM 003447 


Homo sapiens zinc finger protein 165 (ZNF165), mRNA 


NM 003446 


Homo sapiens zinc finger protein 157 (HZF22) (ZNF157), mRNA 


NM 003443 


Homo sapiens zinc finger protein 151 (pHZ-67) (ZNF151),mRNA 


NM 003442 


Homo sapiens zinc finger protein 143 (clone pHZ-1) (ZNF143), mRNA 


NM 003441 


Homo sapiens zinc finger protein 141 (clone pHZ-44) (ZNF141), mRNA 


NM 003440 


Homo sapiens zinc finger protein 140 (clone pHZ-39) (ZNF140), mRNA 


XT\>f (\f\1A1Q 
XNJVl \)\)JHJO 


xiomo sapiens zinc finger protem 137 (clone pHZ-30) (ZNF137), mRNA 


NM 003437 


Homo sapiens zinc finger protein 136 (clone pHZ-20) (ZNF136), mRNA 


NM 003436 


Homo sapiens zinc finger protein 135 (clonej>HZ-17) (ZNF135), mRNA 


NM 003435 


Homo sapiens zinc finger protem 134 (clone pHZ-15) (ZNF134), mRNA 


NM 003434 


Homo sapiens zinc finger protein 133 (clone pHZ-13) (ZNF133), mRNA 


NM 003433 


Homo sapiens zinc finger protein 132 (clone pHZ-12) (ZNF132), mRNA 


NM 003431 


Homo sapiens zinc finger protein 124 (HZF-16) (ZNF124), mRNA 
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NM 003411 


Homo sapiens zinc finger protein, Y-linked (ZFY), mRNA 


NM 003410 




NM 003405 


xaUaiiu iwijpiciKj lyiubinc j -iriono oxygenase/ tryptopnan j-monooxygenase 

activation nrotefn Pta nol \m f*rk-h* A a rVWUATT\ ml? XT A 
atuvauuii piutcm, cui puiypcpUQe ^ I Wnnilj, ITLrvlN/\ 


NM 003404 

A 'ATA w W«,/ 1^ V ■ 


xxKJixiij aapibiio ijriuoiiiw J"IIlUIlUUAygCIlaoC/ IT ypUJUllall J mOnOOXy genaS e 

activation orotefn heta nol vnpnti H p rvww A "R i mP XT A 

aburauuu ^/AUkwiu, ut'Ul pVsljrpcpLIUC y X VV AA/VD J, lIUv±>/\. 


NMJ)00380 


HflTTlO SaniGnS XCrndftrmfl niomPntnciiTn POTYrrilf>TnArifQtiori nrAim A fYT) A \ 
iiumu oo.lvi.Vaao Aviwwliua pi^liClllUoUlIL, ^UIIipiCIUCIlUiU.011 grOUp A ^ATAJ, 

mRNA 


NM 003931 


Homo satriens WAS nrotein familv mprnhpr 1 fWAQP"n mPXTA 

AAviiiu ao^iiviid » ~ avu Lyi vj tvyAii A<Xlliiiy, IaawIaaUwI JL ^ VY aaOa 1 Jj I1Ta\a\ a\ 


NM 003384 


Homo saniens vaccinia related IrinaQp 1 1 mPMA 


NM 003383 


HomO Saoiens verv low Hpncitv linnnrofpin rprpr\tnr A/T TiT Pi rnDXT A 


NM 003382 


Homo Sanien^ vasoartivp fntPctiTinl npntiHp tw^ntor 0 rv/TPP0\ -nVDXT A 
aavijav/ oopiwua vooUfu/Urv UIIAvoLUacIa pcpilUw ICvCpLUr aC ^ V lr t\/ IlilvIN/V 


NM 003381 


Homo <*fl"nienQ va^oartivp rntpcHnal Tv*nHr!f* fX/TI^ ml? XT A 
iiuiiiu DCAfjiwAid vaouaV/UYC 1 1 1 loi.i i i/i i pcpUUC y V 1 ' l } IJXXvINaa 


NM 003380 


Homo oanipnc vimpntin mPMA 


NM 003377 


Homo sanien^ va^pnlnr pnrlntfiplial crrn\x/+V» Fantrvr XX r\/~crZT4JX\ ml? XT A 


NM 003376 


Homo QflniPnQ V^QPlllar pnHntViplial trmu/fli fa n+rvr r\/T<(~lT*\ mD\T A 
aauixiu oapi^iia vdai/Uidi CIlUUUlClld.1 gTOWLll IaClOT ^VXlVJI* ), llllvLNA 


NM 000376 


xxuuiu oapicuo viuuiuii j-/ \L,£j- ainyaioxyviiarnm ud) receptor ^vjjkj, mKlNA 


NM 003375 


Homo sapiens voltage-dependent anion channel 2 (VDAC2), mRNA 


NM 003374 


HniTIrt corn pn c vnlfa a a^I pnan rl onf oninti nlionrtol 1 f\ 7T\ A 1 \ .-. .T>>>T A 

xiuiiiu 5apicn5 voiuigc-aepenaeni anion cnannei i ^VJJAv/lj, niKJN A 


NM 003371 


Homo sapiens vav 2 oncogene (VAV2), mRNA 


NM 003370 


nuuiu oapicns vasoaiiaior-sumuiaiea pnospnoprotein ^VAol'}, mKNA 


NM 003762 

A taYX VvJ / V^Av 


xiumo bdpiens vesicie-associatea memorane protem 4 ( VAMJr4), niKNA 


NM 003369 


numu odpicns u v raaianon resiscance associated gene (U VKACjj, mRNA 


NM 003577 


numu bdpiens uncuiieTenuaiea emDiyonic ceil transcription factor I (UTF 1) 
mRNA 


NM 003470 


xiuiuu odpiciio uoiquiun specinc protease / ^nerpes virus-associated) (Uo"7), 
mRNA 


NM 003481 

X 1 ATA W^~U A 


xiuiuu oapicxio uuiquiuii specinc protease j \ lsopepti oase 1 ) ^UoJrj), rnKJN A 


NM 003363 


Homo sapiens ubiquitin specific protease 4 (proto-oncogene) (USP4), mRNA 


NM 003368 


riuxuu odpicnb uoiquinn specinc protease i ^UoJr 1 ), niKlNA 


NM 003940 

A "ATA \f\J*JS~\J 


iiuhiu aapicub uuiquiun specinc protease id ^lsopepndase (Uolrlj), mRNA 


NM 003367 


Homo sapiens upstream transcription factor 2, c-fos interacting (USF2), mRNA 


NM O033fifi 


nomo sapiens uoiquinoi-cytocnrome c reductase core protein 11 (UQCRC2), 

11 Iava i A 


NM_003365 


Homo sapiens ubiquinol-cytoclirome c reductase core protein I (UQCRC1), 

ml^NA 

AaIaVX^Ixa. 


NM.003364 


Homo sapiens uridine phosphorylase (UP), mRNA 


NM (Mttlfil 

IwJ. WJ JU1 


nomo sapiens uromoduiin (uromucoid, Tamm-Horsfall glycoprotein) (UMOD), 
mRNA 


NM 003 709 


nomo sapiens ivruppei-liice iactor 7 (ubiquitous) (KJLF7), mRNA 


NM_003360 


Homo sapiens UDP glycosyltxansferase 8 (UDP-galactose cei-amide 

<ra1i»ptoQ\/lft* , ei'ncfi»r«e»^ /TT/^^^0^ — _t> xt A 
gaiai/ tuoy i uaHSieraSc J ^UvxloJ, mJvtNA 


NM_001074 


Homo sapiens UDP glycosyltraiisferase 2 family, polypeptide B7 (UGT2B7), 

mT?^JA 


NM 001077 


nomo sapiens uur giycosyltransierase 2 tamily, polypeptide B17 (UGT2B17), 
mRNA 


NM_001076 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B 15 (UGT2B15), 
mRNA 


NM_001075 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B10 (UGT2B10), 
mRNA 


NM 003359 


Homo sapiens UDP-plucose dehydrogenase (UGDH), mRNA 


NM. 003358 


Homo sapiens UDP-plucose ceramide glucosyltransferase (UGCG), mRNA 
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IN1V1 Kjyjjjj/ 


xiomo sapiens uierogioDin ^uvjxs J, niKJNA 


MM O0**7^7 
IN1V1 UUjJDZ 


xiomo sapiens uDiquiun-jiKe i ^sentnn ) ^ux5ivi j, mKJNA 


xnv/T nniiAi 

XNJVl UuJjh/ 


xiomo sapiens UDiquiun -conjugating enzyme kZL, 3 (Ur3JbzL3), mRNA 




Homo sapiens ubiquitin-conjugating enzyme E2B (RAD6 homolog) (UBE2B), 

mPMA 

mrvXNA 


IN 1V1_UU J J J 0 


xiomo sapiens UDiquinn-conjugaung enzyme HZA (KAiJo nomolog) (UBEzA), 

mPMA - 


MM oon^ 


xiomo sapiens uoiquinn-acuvaiing enzyme m-iiKe ^uxJxsii-»j, mKJNA 


mm ooo^o 


xiomo sapiens lyr o sinas e -re i a tea proxem l ^x YKri ) t mKlNA 


MM 00017? 


xiomo sapiens tyrosinase ^ocuiocuianeous aioinism jaj i mKJNA 


MM 001071 


xiomo sapiens inynuayiaie synineiase yi i ivio ) y mKJNA 


XTM OOmi 


xiomo sapiens tyrosine Kinase z \i iivzj, mKJNA 


MM OOmO 


xiomo sapiens imoreaoxin reauciase i ^lAXNivUi ), mKJNA 


INJV1 l/Uj^ZJ/ 


xiomo sapiens inioreooxm ^i ajn j, mKJNA 


MM 00H7R 
1N1V1 UUjjzO 


xiomo sapiens i ajv tyrosme Kinase (lXivj, mKJNA 


NM 003324 


Homo sapiens tubby like protein 3 (TULP3), mRNA 




Homo sapiens tubby like protein 2 (TULP2), mRNA 


XT\>r nn*ai7i 


Homo sapiens Tu translation elongation factor, mitochondrial (TUFM), mRNA 


IN1V1 UU1U/U 


xiomo sapiens tubulin, gamma 1 (TUBG1), mRNA 


XTX/f Aft1 A£Q 


Homo sapiens tubulin, beta polypeptide (TUBB), mRNA 


"MTV/T AAA171 
XNJVl UUUJ/I 


Homo sapiens transthyretin (prealbumin, amyloidosis type 1) (TTR), mRNA 


XTTV/f 00H17H 
XNIVI^UUUJ /U 


Homo sapiens tocopherol (alpha) transfer protein (ataxia (Friedreich-like) with 
vitamin n aeiiciencyj i rAj, mKJNA 


"MM 00H1Q 


xiomo sapiens nun ^1 ijnj, mKJNA 


MM 00H1S 


xiomo sapiens i irv protem Kinase (l IK), mKJNA 


"MM 00H17 


xiomo sapiens myroia transcription iactor i (iiiJrij, mKJNA 


NM 003315 


Homo sapiens tetratricopeptide repeat domain 2 (TTC2), mRNA 


mm oo^ha 


Homo sapiens tetratricopeptide repeat domain 1 (TTC1), mRNA 


INJYL UU j J 1 1 


Homo sapiens tumor suppressing subtransferable candidate 3 (TSSC3), mRNA 


"NTM OA'*'* lO 
IN1V1 VUj jlu 


Homo sapiens tumor suppressing subtransferable candidate 1 (TSSC1), mRNA 


NM 000369 


Homo sapiens thyroid stimulating hormone receptor (TSHR), mRNA 


XTTVvf AAAOIO 


Homo sapiens thyroid stimulating hormone, beta (TSHB), mRNA 




Homo sapiens transformation/transcription domain-associated protein (TRRAP), 
mKJNA 


XTX/T AAIQAI 


Homo sapiens thyrotropin-releasing hormone receptor (TRHR), mRNA 


NM 003299 


Homo sapiens tumor rejection antigen (gp96) 1 (TRA1), mRNA 


Xj\/f AA10OC 
XNM^UUJZyo 


Homo sapiens nuclear receptor subfamily 2, group C, member 2 (NR2C2), 

•ml? XT A 

mKJNA 


NMJ)03296 


Homo sapiens testis specific protein 1 (probe H4-1 p3-l) (TPX1), mRNA 


injvi uujzyj 


Homo sapiens tumor protein, translationally-controlled 1 (TPT1), mRNA 


XNJVl UUjDIO 


Homo sapiens tyrosylprotein sulfotransferase 2 (TPST2), mRNA 


inxvi__u v.? zyz 


Homo sapiens translocated promoter region (to activated MET oncogene) (TPR), 

mKJNA 


INIV1 vUJZSpI 


T T — . , , * * * - * * -1 1 ... j * 1 TT /» 1*1 1^% "VTA ' 

Homo sapiens tnpepnayl peptidase II (TPP2), mRNA 


MM 0005A7 


Homo sapiens thyroid peroxidase (TPO), nuclear gene encoding mitochondrial 
nrotein mRNA 


NM 003290 


Homo sapiens tropomyosin 4 (TPM4), mRNA 


NM 003289 


Homo sapiens tropomyosin 2 (beta) (TPM2), mRNA 


NM 000366 


Homo sapiens tropomyosin 1 (alpha) (TPM1), mRNA 


NM 000365 


Homo sapiens triosephosphate isomerase 1 (TTI1), mRNA 


NM 003288 


Homo sapiens tumor protein D52-like 2 (TPD52L2), mRNA ~] 


NM 003287 


Homo sapiens tumor protem D52-like 1 (TPD52L1), mRNA ! 
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XTA/f HA/lOa * 

JNM UUjyij 


Homo sapiens topoisomerase (DNA) HI beta (TOP3B), mRNA 


NM 001067 


Homo sapiens topoisomerase (DNA) II alpha (170kD) (TOP2A), mRNA 


NM 003285 


Homo sapiens tenascin R (restrictin, janusin) (TNR), mRNA 


NM_003284 


Homo sapiens transition protein I (during histone to protamine replacement) 
(TNP1), mRNA 


INM UuU3o4 


Homo sap: 


tens troponin T2, cardiac (TNNT2), mRNA 


INM OOJzoJ 


Homo sap] 


tens troponin Tl, skeletal, slow (TNNT1), mRNA 


NM 000363 


Homo sapi 


tens troponin I, cardiac (TNNI3), mRNA 


NM 003282 


Homo sapi 


lens troponin I, skeletal, fast (TNNI2), mRNA 


NM 003281 


Homo sap] 


tens troponin I, skeletal, slow (TNNI1), mRNA 


XTX K nAIITA 

NM 003279 


Homo sap] 


ens troponin C2, fast (TNNC2), mRNA 


NM 003280 


Homo sapi 


ens troponin C, slow (TNNC1), mRNA 


NM 003985 


Homo sapi 


tens tyrosine kinase, non-receptor, 1 (TNK1), mRNA 


NM_001244 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 8 (TNFSF8), 
mRNA 


NM_001252 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 7 (TNFSF7), 
mRNA 


NM_003326 


Homo sapiens tumor necrosis factor Oigand) superfamily, member 4 (tax- 
transcriptionally activated glycoprotein 1, 34kD) (TNFSF4), mRNA 


NM_003808 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 13 
(TNFSF13), mRNA 


NM_003809 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 12 
(TNFSF12), mRNA 


NM_003810 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 10 
(TNFSF10), mRNA 


NM_001243 


Homo sapiens tumor necrosis factor receptor superfamily, member 8 
(TNFRSF8), mRNA 


NM_001242 


Homo sapiens tumor necrosis factor receptor superfamily, member 7 
(TNFRSF7), mRNA 


NM_000043 


Homo sapiens tumor necrosis factor receptor superfamily, member 6 
(TNFRSF6), mRNA 


NM_003327 


Homo sapiens tumor necrosis factor receptor superfamily, member 4 
(TNFRSF4), mRNA 


NM_001066 


Homo sapiens tumor necrosis factor receptor superfamily, member IB ' 
(TNFRSF1B), mRNA * [ 


NM_001065 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 A 
(TNFRSF1A), mRNA ~ * 


NM_001192 


Homo sapiens tumor necrosis factor receptor superfamily, member 17 
(TNFRSF17), mRNA 


NM_003820 


Homo sapiens tumor necrosis factor receptor superfamily, member 14 
(herpesvirus entry mediator) (TNFRSF14), mRNA 


NM_003790 


Homo sapiens tumor necrosis factor receptor superfamily, member 12 
(translocating chain-association membrane protein) (TNFRSF12), mRNA 


NM_002546 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 lb 
(osteoprotegerin) (TNFRSF1 IB), mRNA 


NM 00^R19 


Homo sapiens tumor necrosis factor receptor superfamily, member 11a, activator 
of NFKB (TNFRSF11A), mRNA 


NMJW3840 


Homo sapiens tumor necrosis factor receptor superfamily, member 10d, decoy 
with truncated death domain (TNFRSF10D), mRNA 


NM_003842 


Homo sapiens tumor necrosis factor receptor superfamily, member 10b 
(TNFRSF10B), mRNA 


NM 003844 


Homo sapiens tumor necrosis factor receptor superfamily, member 10a 
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(INrRM* 1UAJ, mKJNA 


NM 003276 


Homo sapiens thymopoietin (TMPO), mRNA 


NM 003275 


Homo sapiens tropomodulin (TMOD), mRNA 


NM 003274 


Homo sapiens transmembrane protem 1 (TMEM1), mRNA 


XTX X AAO £t\*\ 

NM_003o92 


Homo sapiens transmembrane protein with EGF-like and two follistatin-like 
domains 1 (lMlirr 1 ), mKJNA 


NM 003273 


Homo sapiens transmembrane 7 superfamily member 2 (TM7SF2), mRNA 


NM_003272 


Homo sapiens transmembrane 7 superfamily member 1 (upregulated in kidney) 
(TM/SFlJ, mRNA 


NM 003271 


Homo sapiens transmembrane 4 superfamily member 7 (TM4SF7), mRNA 


NM 003270 


Homo sapiens transmembrane 4 superfamily member 6 (TM4SF6), mRNA 


NM 003963 


Homo sapiens transmembrane 4 superfamily member 5 (lM4ar5), mRNA 


NM_003269 


Homo sapiens nuclear receptor subfamily 2, group E, member 1 (NR2E1), 
mRNA 


NM UUizoo 


Homo sapiens toll-nice receptor 4(1 JLK4), mKiNA 


NM 003265 


Homo sapiens toll-like receptor 3 (TLR3), mRNA 


NM 003264 


Homo sapiens toll-like receptor 2(1 LR2), mRNA 


NM 003263 


Homo sapiens toll-like receptor 1 (TLR1), mRNA 


NM 003258 


Homo sapiens thymidine kinase 1, soluble (TK1), mRNA 


NM 003257 


Homo sapiens tight junction protein 1 (zona occludens 1) (TJP1), mRNA 


NM 003256 


Homo sapiens tissue inhibitor of metalloproteinase 4 (TTMP4), mRNA 


NM_003254 


Homo sapiens tissue inhibitor of metalloproteinase 1 (erythroid potentiating 

ii in i * * i i ■ --11--- _ — i_ r^. —\ /• i »i & i'ni \ __tixt a 

activity, collagenase mnibitor) (llMrl), mRNA 


NM 003597 


Homo sapiens TGFB inducible early growth response 2 (TIEG2), mRNA \ 


NM 003253 


Homo sapiens T-cell lymphoma invasion and metastasis 1 (TTAM1), mRNA 


XTA /f AAA/1 /TA 

NM_000460 


Homo sapiens thrombopoietin (myeloproliferative leukemia virus oncogene 
liganci, megakaryocyte growth and development tactorj (UtUrU), mRNA 


JNM U0324y 


Homo sapiens unmet oligopeptidase 1 (lxiUrl), mRNA 


NM 003248 


Homo sapiens thrombospondin 4 (THBS4), mRNA ; 


XTX if AAOO>f*7 

NM 003247 


TT _ ? _ - _ -A.*i ^_ _ _ - __ ^ /*T*T ifX fl ^\ T^^, T A 

Homo sapiens thrombospondin 2 (THBS2), mRNA 


NM 003246 


Homo sapiens thrombospondin 1 (THBS1), mRNA 


NM 000361 


Homo sapiens thrombomodulin (THBD), mRNA 


NM 000360 


Homo sapiens tyrosine hydroxylase (TH), mRNA 


NM 003241 


Homo sapiens transglutaminase 4 (prostate) (TGM4), mRNA 


NM_003245 


Homo sapiens transglutaminase 3 (E polypeptide, protein-glutamine-gamma- 
glutamyltransferase) (TGM3), mRNA 


NMJ)00359 


Homo sapiens transglutaminase 1 (K polypeptide epidermal type I, protem- 
glutamine-gamma-glutamyltransferase) (TGM1), mRNA 


NM_003243 


Homo sapiens transforming growth factor, beta receptor HI (betaglycan, 300kD) 
( 1 ur.bK3 ), mRNA 


IN J\1_UUj242 


Homo sapiens transforming growth factor, beta receptor II (70-80kD) 
( 1 tjrlJKZ/, nuuNA 


VJXif AAfYlCQ 

XNiVi UUUJDo 


TT n ,i , 1 1 ■ i ■ ■ i >■ 1 1 ■ i ri tiiimn Pin ill! ■*< Ji<nnJ ^Ol— TN / r T , /~* L'll T\ — T1\T A 

Homo sapiens transiorming growtn lac tor, beta-mduced, ooKU (lurBl), mRNA 


NM 003239 


Homo sapiens transforming growth factor, beta 3 (TGFB3), mRNA 


NM 003238 


TT — - — - n ■■ J - - * - - . _a 1 ^ a "1 _ _ ^ f^X^ A f m ^ X}\ \ T\ T A 

Homo sapiens transiomung growth factor, beta 2 (TGFB2), mRNA 


ItIVJL UujZjU 


xiomo sapiens uansiornnng growtn iacior, aipna ^lur/ij, nuviNA 


NM 003234 


Homo sapiens transferrin receptor (p90, CD71) (TFRQ, mRNA 


NM 003227 


Homo sapiens transferrin receptor 2 (TFR2), mRNA 


NM 003226 


Homo sapiens trefoil factor 3 (intestinal) (TFF3), mRNA | 


NM_003225 


Homo sapiens trefoil factor 1 (breast cancer, estrogen-inducible sequence 
expressed in) (TFF1), mRNA 


NM 003224 


Homo sapiens ADP-ribosylation fector related protein 1 (ARPRP1), mRNA 
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xjvf aa^o 10 


riomo sapiens leiornerase reverse trans cnptas e ^ x iiKi ), niKJN a 


IN1V1 \J\)jO/J 


xiomo sapiens nun-cap {teietnomn) ( i UAr j, mKiNA 


NM 003217 


Homo sapiens testis enhanced gene transcript (TEGT), mRNA 




Homo sapiens tnyrotropnic embryonic iactor ( 1 Jir ), mRNA 


XTTVyf a A1 Oil 


xiomo sapiens icA domain family member 4 (lbAD4), mRNA 


NM 003211 


Homo sapiens thymine-DNA glycosylase (TOG), mRNA 


VTX K AAO 4£ A O 

NM 003608 


Homo sapiens G protem-coupled receptor 65 (GPR65), mRNA 


NM 000355 


Homo sapiens transcobalamin II; macrocytic anemia (TCN2), mRNA 


NM_001062 


Homo sapiens transcobalamin I (vitamin B 12 binding protein, R binder family) 
(TCN1), mRNA 


NM 003202 


Homo sapiens transcription factor 7 (T-cell specific, HMG-box) (TCF7), mRNA 


NM_003201 


Homo sapiens transcription factor 6-like 1 (mitochondrial transcription factor 1- 

1*1 \ t* 1 I^TT^ XT «N "VTA 

like) (TCF6L1), mRNA 


NM 003199 


Homo sapiens transcription factor 4 (TCF4), mRNA 


XTX JT AA'tOA^ 

NM 003206 


Homo sapiens transcription factor 21 (TCF21), mRNA 


XTTV If f\f\f\CAC 

NM_000545 


Homo sapiens transcription factor 1, hepatic; LF-B1, hepatic nuclear factor 
(HNF1), albumin proximal factor (TCF1), mRNA 


XTTV K AAO 1 t\a 

NM_003198 


Homo sapiens transcription elongation factor B (SUT), polypeptide 3 (1 lOkD, 
elongin A) (TCEB3), mRNA 


NM 001060 


Homo sapiens thromboxane A2 receptor (TBXA2R), mRNA 


"VTA X t\t\*S 1 Ail 

NM 003194 


Homo sapiens TATA box binding protein (TBP), mRNA 


NM 003192 


Homo sapiens tubulin-specific chaperone c (TBCC), mRNA 


XTX/T AAA1 1 /» 

NM_000116 


Homo sapiens tafazzin (cardiomyopathy, dilated 3 A (X-linked); endocardial 
fibroelastosis 2; Barth syndrome) (TAZ), mRNA 


XTXiT AAA4 M 

NMJJ00353 


Homo sapiens tyrosine aminotransferase (TAT), nuclear gene encoding 
mitochondrial protein, mRNA 


XTTV if AA1 1 A1 

JNM 0U3191 


Homo sapiens threonyl-tRNA synthetase (TARS), mRNA 


NM 003190 


Homo sapiens TAP binding protein (tapasin) (TAPBP), mRNA 


NM 003189 


Homo sapiens T-cell acute lymphocytic leukemia 1 (TALI), mRNA 


NM_003188 


Homo sapiens mitogen-activated protein kinase kinase kinase 7 (MAP3K7), 
mRNA 


XT* M Artl it O T 

NMJ)03487 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, N, 68kD (RNA-binding protein 56) (TAF2N), mRNA 


XTTV A AA1 1 Ol 

NM_003187 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 

.-.I-. nrjinn TT <5 OT«X*V /TP A T?0/^\ T)\T A 

polymerase 11, Cj, 32kD (lArzu), mRNA 


IN JVl UU 1 Kjj 1 


Homo sapiens tachykinin receptor 2 (TACR2), mRNA 


XTXyf AAOIOA 


Homo sapiens synaptotagmm 5 (SYT5), mRNA 


NMJ103895 


Homo sapiens synaptojanin 1 (SYNJ1), mRNA 


XTAyf AA1i4QA 


Homo sapiens synapsin HI (SYN3), mRNA 


NM .003178 


Homo sapiens synapsin II (SYN2), mRNA 


XTTV /T AAI 1 T7 

NM_003177 


Homo sapiens spleen tyrosine kinase (SYK), mRNA 


NM 003176 


Homo sapiens synaptonemal complex protein 1 (SYCP1), mRNA 


NM 003172 


Homo sapiens surfeit 1 (SURF1), mRNA 


NM_003167 


Homo sapiens sulfotransferase family, cytosolic, 2A, dehydroepiandrosterone 
(DHEA) -preferring, member 1 (SULT2A1), mRNA 


NM 001056 


XJ.U1UU bd.pi ens siiiiouansierase iamiiy, cyiosouc, lk* 9 member 1 (oUJLIlCl), 
mRNA 


NM_001054 


Homo sapiens sulfotransferase family, cytosolic, 1A, phenol-preferring, member 
2 (SULT1A2), mRNA 


NM 001055 


Homo sapiens sulfotransferase family, cytosolic, 1A, phenol-preferring, member 
l(SULTlAl),mRNA 


NM_003165 


Homo sapiens syntaxin binding protein 1 (STXBP1), mRNA 
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NM 003163 


Homo sapiens syntaxin IB [STXlB^mRNA 


NM 003159 


Homo sapiens serine/threonine kinase 9 (STK9), mRNA 


XTK if AA1 ICO 

NM 003158 


Homo sapiens serine/threonine kinase 6 (STK6), mRNA 


NM 003157 


Homo sapiens serine/threonine kinase 2 (STK2), mRNA 


NM 003600 


Homo sapiens serine/threonine kinase 15 (STK15), mRNA 


NM 003160 


Homo sapiens serine/threonine kinase 13 (aurora/EPLl-like) (STK13), mRNA 


NM 003156 


Homo sapiens stromal interaction molecule 1 (STIM1), mRNA 


NM 003155 


Homo sapiens stanniocalcin 1 (STC1), mRNA 


NM 003877 


Homo sapiens STAT induced STAT inhibitor-2 ( STATI2), mRNA 


NM 003154 


Homo sapiens statherin (STATH), mRNA 


NMJ)03153 


Homo sapiens signal transducer and activator of transcription 6, interleukin-4 
induced (STAT6), mRNA 


NMJW3152 


Homo sapiens signal transducer and activator of transcription 5 A (STAT5 A), 
mRNA 


NM 003151 


Homo sapiens signal transducer and activator of transcription 4 (STAT4). mRNA 


NMJM)3150 


Homo sapiens signal transducer and activator of transcription 3 (acute-phase 
response factor) (STAT3), mRNA 


NM 000349 


Homo sapiens steroidogenic acute regulatory protein (STAR), mRNA j 


NM_003473 


Homo sapiens signal transducing adaptor molecule (SH3 domain and IT AM 
motif) 1 (STAM), mRNA 


NMJ)03149 


Homo sapiens src homology three (SIB) and cysteine rich domain (STAC), 
mRNA 


NM 001048 


Homo sapiens somatostatin (SST), mRNA 


NM 003146 


Homo sapiens structure specific recognition protein 1 (SSRP1), mRNA 


NM 003745 


Homo sapiens JAK binding protein (SSI-1), mRNA 


NMJXH080 


Homo sapiens aldehyde dehydrogenase 5 family, member Al (succinate- 
semialdehyde dehydrogenase) (ALDH5A1), mRNA 


NMJ)03139 


Homo sapiens signal recognition particle receptor ("docking protein 1 ) (SRPR), 
mRNA 


NM 003138 


Homo sapiens SFRS protein kinase 2 (SRPK2), mRNA 


NM 003135 


Homo sapiens signal recognition particle 19kD (SRP19), mRNA 


NM 003132 


Homo sapiens spermidine synthase (SRM), mRNA 


NM 003130 


Homo sapiens sorcin (SRI), mRNA 


NM_001047 


Homo sapiens steroid-5-alpha-reductase, alpha polypeptide 1 (3-oxo-5 alpha- 
steroid delta 4-dehydrogenase alpha 1) (SRD5A1), mRNA 


NM 003743 


Homo sapiens nuclear receptor coactivator 1 (NCOA1), mRNA 


NM 003128 


Homo sapiens spectrin, beta, non-erythrocytic 1 (SPTBN1), mRNA 


NM_003127 


Homo sapiens spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) (SPTAN1), 
mRNA 


NM_003126 


Homo sapiens spectrin, alpha, erythrocytic 1 (elliptocytosis 2) (SPTA1), mRNA 


NM 003125 


Homo sapiens small proline-rich protein IB (cornifin) (SPRR1B), mRNA 


NM_003124 


Homo sapiens sepiapterin reductase (7,8-dihydrobiopterin:NADP+ 
oxidoreductase) (SPR), mRNA 


NM 003123 


Homo sapiens sialophorin (gpLl 15, leukosialin, CD43) (SPN), mRNA 


NM 003121 


Homo sapiens Spi-B transcription factor (Spi-l/PU.l related) (SPIB), mRNA 


XTTV/T AA1 1 OA 

JNM_UUJiZU 


Homo sapiens spleen focus forming virus (SFFV) proviral integration oncogene 
spil(SPIl),mRNA 


NM_003119 


Homo sapiens spastic paraplegia 7, paraplegin (pure and complicated autosomal 
recessive) (SPG7), mRNA 


NM_003118 


Homo sapiens secreted protein, acidic, cysteine-rich (osteonectin) (SPARC), 
mRNA 


NM 003112 


Homo sapiens Sp4 transcription factor (SP4), mRNA 
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xiurnu bapicnb oivx \5>ca ucici ii lining region i /-oox h \dUA.*fj, mKJNA 


NM 003108 


Homo sapiens SRY (sex determining region Y>box 1 1 f SOX1 1), mRNA 


1>UVI WjivrT 


nomo sapiens soruiioi aenyorogenase ^oLiKJj J, nusJN a 


NM 003102 


Homo sapiens superoxide dismutase 3, extracellular (SOD3), mRNA 


vnv/r nni 70zi 
JNiYl uuj/y*f 


Homo sapiens sorting nexin 4 (SNX4), mRNA 


NM 003100 


Homo sapiens sorting nexin 2 (SNX2), mRNA 


XTX K AA*> AAA 

NM 003094 


Homo sapiens small nuclear ribonucleoprotein polypeptide E (SNRPE), mRNA 


"XTX It AA1 Af\1 

NM_003092 


Homo sapiens small nuclear ribonucleoprotein polypeptide B" (SNRPB2), 
mRNA 


NM_003090 


Homo sapiens small nuclear ribonucleoprotein polypeptide A 1 (SNRPA1), 
mRNA 


XTX if AAOAOA 

NM_003089 


Homo sapiens small nuclear ribonucleoprotein 70kD polypeptide (RNP antigen) 
(SNRP70),mRNA ^ ^ . 


XTX K A AO vino 

NM 003498 


Homo sapiens stannin (SNN), mRNA 


NM_003087 


Homo.sapiens synuclein, gamma (breast cancer-specific protein 1) (SNCG), 
mRNA 


XTX IT AA">AOO 

NM_003083 


Homo sapiens small nuclear RNA activating complex, polypeptide 2, 45kD 
(SNAPC2), mRNA 


XTX It AA^AOI 

NM_003082 


Homo sapiens small nuclear RNA activating complex, polypeptide 1, 43kD 
(SNAPC1), mRNA 


NM 003081 


Homo sapiens synaptosomal-associated protein, 25kD (SNAP25), mRNA 


NM_003078 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily d, member 3 (SMARCD3), mRNA 


NM_003077 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily d, member 2 (SMARCD2), mRNA 


NM_003076 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily d, member 1 (SMARCD1), mRNA 


NM_003075 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily c, member 2 (SMARCC2), mRNA 


NM_003074 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily c, member 1 (SMARCC1), mRNA 


NM_003073 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily b, member 1 (SMARCB 1 ), mRNA 


NM_003601 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 5 (SMARCA5), mRNA 


NM_003071 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 3 (SMARCA3), mRNA 


NM_003070 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 2 (SMARCA2), mRNA 


NM_003069 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 1 (SMARCA1), mRNA 


NM_003982 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 7 (SLC7A7), mRNA 


NM_003046 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 2 (SLC7A2), mRNA 


NM 003045 


xxuiuu odpictio ouiulc v/cuxier iajniiy / ^canonic amino aciu rranspOTter, yr* 
system), member 1 (SLC7A1), mRNA 


NM_003043 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, taurine), 
member 6 (SLC6A6), mRNA 


NM_001045 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, serotonin), 
member 4 (SLC6A4), mRNA 


NM 001044 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, dopamine), 
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NM 003042 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, GAB A), 


NM_003044 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, 
Detain e/vj ad aj, iuciiiucr ^oi_/i^u/\i.£*j, im\j.^.r\ 


NM_000453 


Homo sapiens solute carrier family 5 (sodium iodide symporter), member 5 

(plAO AD J, mKJNA 


NM_003041 


Homo sapiens solute carrier family 5 (sodium/glucose cotransporter), member 2 

/CT/^CAON -rvtOKTA 

(oJLCDAZ), IT1KJNA 


NM 000343 


Homo sapiens solute carrier family 5 (sodium/glucose cotransporter), member 1 
(SLC5Al),mRNA 


NM_003040 


Homo sapiens solute carrier iamiiy anion excnanger, memDcr l ^eryinrocyie 
membrane protein band 3-like 1) (SLC4A2), mRNA 


NM_000342 


Homo sapiens solute earner iamiiy 4, anion excnanger, memoer i ^eryinrocyie 
membrane protein band 3, Diego blood group) (SLC4A1), mRNA 


\ti r AAA1 A t 

NM_000341 


Homo sapiens solute carrier family 3 (cystine, dibasic and neutral amino acid 
transporters, activator of cystine, dibasic and neutral amino acid transport), 
member i (p-LLOAi j, rruuNA 


NM_001860 


Homo sapiens solute carrier family 31 (copper transporters), member 2 

VplAsJ 1AZJ, mrsJNA 


NM 001859 


Homo sapiens solute carrier family 31 (copper transporters), member 1 

/CT 1 A 1 ^ mUlSl A 
lolA^j 1 Al J, mKINA 


NM_003039 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 5 


NM_001042 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 4 

/CT /^O A/l\ rWDKTA 
(p,LL,ZA4 ), mKJNA 


NM_003705 


Homo sapiens solute carrier family 25 (mitochondrial carrier, Aralar), member 

1Z (pLA_,ZD A 1 Z J, mKiN A 


NM_003060 


Homo sapiens solute carrier family 22 (organic cation transporter), member 5 

/CT POI A ^\ -rWDXTA 

(MA/ZZAj mKJNA 


NM 003058 


Homo sapiens solute carrier family 22 (organic cation transporter), member 2 

/CT PO^ A "V\ m D\T A 

(MA>ZZ AZJ, mKJNA 


NM_003057 


Homo sapiens solute carrier family 22 (organic cation transporter), member 1 

/CT r^OO A mDMA 
(oJLA->ZZAl ), mKJNA 


NM 003562 


Homo sapiens solute carrier family 25 (mitochondrial carrier; oxoglutarate 
earner j, memoer 1 1 (olv//j/\i i ), mKiN7\ j 


NM_003038 


Homo sapiens solute carrier family 1 (glutamate/neutral amino acid transporter), 
memoer {piA^iA'fj, mKiN a 


NM_003056 


Homo sapiens solute carrier family 19 (folate transporter), member 1 

/CTPIQA'H •mP'MA 
\olA> 1 yi\ 1 ) y mKJNA 


NM_003055 


Homo sapiens solute carrier family 18 (vesicular acetylcholine), member 3 

/CTPIRATN tyVPWA 
IDlA^iO/vjJ, mJKiNA 


NM_003054 


Homo sapiens solute carrier family 18 (vesicular monoamine), member 2 

f^TP1RA9^ mPlsJA 


NM 003053 


Homo sapiens solute carrier family 18 (vesicular monoamine), member 1 
CSLC18An mRNA 


NM 003052 


Homo sapiens solute carrier family 34 (sodium phosphate), member 1 
(SLC34A1), mRNA 


NM_003051 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 1 (SLC16A1), mRNA I 


NM 003984 


Homo sapiens solute carrier family 13 (sodium-dependent dicarboxylate 
transporter), member 2 (SLC13A2), mRNA 
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NM 000339 


Homo sapiens solute canier family 12 (sodium/cWoride transporters), member 3 

VMA^IZAJJ, mi\IN/\. 


XTTV/T AA1A/K 

JNM_00104o 


Homo sapiens soiuie carrier iamuy iz ^souium/poiassiiinvcmonQe iransp oners ) 9 
member 2 (SLC12A2), mRNA 


XTTV K Art A/1 O 

NM_000452 


Homo sapiens solute carrier family 10 (sodium/bile acid cotransporter family), 
memoer z voia^Ivazj, mKJNA 


NM_003049 


Homo sapiens solute carrier family 10 (sodium/bile acid cotransporter family), 
member i (pLfUiOAij, mKJNA 


NM 003037 


Homo sapiens signaling lymphocytic activation molecule (SLAM), mRNA 


NM_00361o 


Homo sapiens survival of motor neuron protein interacting protein 1 (SIP1), 

mKJNA 


XTTV/T AA1AK 

JNM 003 03 j 


xiomo sapiens i ajli ^ov^jlj mtemxptmg locus ^oJ_lj, iiikjna 


XTTV/f AA'JAIO 

INM__00303Z 


Homo sapiens sialyltransferase 1 (beta-galactoside alpha-2,6-sialytransferase) 
(SIATl),mJRNA 


XT* if AA1A/I1 

JNM 001041 


Homo sapiens sucrase-isornaltase (SI), mRNA 


NM 003027 


Homo sapiens SH3-domain GRB2-like 3 (SH3GL3), mRNA 


XTTV X ArtlAOrfC 

NM 003026 


Homo sapiens bH3 -domain <jrRB2-liKe 2 (SH30L2), mRNA 


NM 003025 


Homo sapiens SH3 -domain GRB2-like 1 (SH3GL1), mRNA 


NM 003023 


Homo sapiens SH3 -domain binding protein 2 (SH3BP2), mRNA 


NM 003022 


Homo sapiens SH3 domain binding glutamic acid-rich protein like (SH3BGRL), 

„T>XT A 

mKJNA 


NM_000199 


Homo sapiens N-sulfoglucosamine sulfohydrolase (sulfamidase) (SGSH), 

WD XT A 

mKJNA 


XTAvC AAQAIA 

JNM__0030zO 


Homo sapiens secretory granule, neuroendocrine protein 1 (7B2 protein) 

(pLrJNril J, mKJNA 


XTA/T AAA'S 1*7 

JNM_00033 / 


Homo sapiens sarcoglycan, delta (35kD dystrophin-associated glycoprotein) 

^ovjv^U ), mKJNA 


1NM__UUUZ.5Z 


Homo sapiens sarcoglycan, beta (43kD dystrophin-associated glycoprotein) 

^OVJL>t>J, mKiNA 




xiomo sapiens suriaciarii, puimonary-associaieo proxem u {or iJrJjj, mKJNA 


XTXyf AAQA1C 
INM V/UjUIo 


xiomo sapiens suriacia.ni, pulmonary -associaieu pro tern {or iJrU;, mKJNA 


NM 000542 


Homo sapiens surfactant, pulmonary-associated protein B (SFTPB), mRNA 


NM 003011 


Homo sapiens SET translocation (myeloid leukemia-associated) (SET), mRNA 


XTTVvT AA*3A1A 
JNM 003010 


Homo sapiens mitogen-activated protein kinase kinase 4 (MAP2K4), mRNA 


NM 003009 


Homo sapiens selenoprotein W, 1 (SEPW1), mRNA 


XTTV yf A AO A AO 

NM 003008 


Homo sapiens semenogelin II (SEMG2), mRNA 


XTX If AAOAA1 

NM 003007 


Homo sapiens semenogelin I (SEMG1), mRNA 


NM_00396o 


Homo sapiens sema domain, seven thrombospondin repeats (type 1 and type 1- 
like), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 

<A /'QT7\>^A^A^ ml? XT A 
J A ^oXiJVJAjA/, mKJNA 


NMJ)03002 


Homo sapiens succinate dehydrogenase complex, subunit D, integral membrane 
protein ^ujojj), nuciear gene encoamg mitocnonanai proiem, mKJNA 


NM 002999 


Homo sapiens syndecan 4 (amphiglycan, ryudocan) (SDC4), mRNA 


JNM \)\)/.yy 1 


xiomo sapiens synaecan l (oJJCl J, mKJNA 


NMJW2996 


Homo sapiens small inducible cytokine subfamily D (Cys-X3-Cys), member 1 

f*frnrtalVfne npiirAtartrn^ f^r^VTl^ mPXT A 

^JLLUvlalAXLiW, llV'lU.UlAlrllllJ yOV^ X XJ 1 Jj mix IN r\ 


NMJ)03175 


Homo sapiens small inducible cytokine subfamily C, member 2 (SCYC2), 
mRNA 


NMJ)02993 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 6 
(granulocyte chemotactic protein 2) (SCYB6), mRNA 


NMJ)02994 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 5 j 
(epithelial-derived neutrophil-activating peptide 78) (SCYB5), mRNA 
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MM fift?QRS 


TT/vmrt cnmVnc email mHiirihlA />ir+r\\rir\t* AK CO A XT*T r CQ\ /QPVA <mX>XTA 

xiomo Sapiens siiiau lnauciDie cyioKine AO (ivain i jdo j (ov_/ i ao J, mKJNA 


NM_002991 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 24 


NM_002990 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 22 

(oLiAZZj, ITlrUNA 


NM 002989 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 21 
(pU Y AZ 1 ), mKJNA 


XTKvf nmofifi 
JNJVl^UUZyoo 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 18, 
pulmonary and activation-regulated (SCYA18), mRNA 


vrxyf nnoQ87 
INJY1._UUZ70 / 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 17 

VOV-' I Al / J, ZuxUN A 


NM_002986 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 1 1 
(eoiaxinj (ouxai i ), itikjna 


NM 002979 


Homo sapiens sterol carrier protein 2 (SCP2), mRNA 


iNJvi uuiujy 


Homo sapiens sodium channel, nonvoltage-gated 1, gamma (SCNN1G), mRNA 


NM 002978 


Homo sapiens sodium channel, nonvoltage-gated 1, delta (SCNN1D), mRNA 


NM 001038 


Homo sapiens sodium channel, nonvoltage-gated 1 alpha (SCNN1 A), mRNA 


NMJ)02977 


Homo sapiens sodium channel, voltage-gated, type K, alpha polypeptide 
OCNSJA;, mRNA 


NMJ)02976 


Homo sapiens sodium channel, voltage-gated, type VI, alpha polypeptide 

/ , C/"* r MVC A \ -rWDXTA 

(bCJNoAJ, mKNA 




Homo sapiens sodium channel, voltage-gated, type IV, alpha polypeptide 
(SCN4A), mRNA 


JNJVI_UU1U^ / 


Homo sapiens sodium channel, voltage-gated, type I, beta polypeptide (SCN1B), 
mRNA 




Homo sapiens stem cell growth factor, lymphocyte secreted C-type lectin 
(SCGF), mRNA 


JNM UU j 543 


Homo sapiens sciellin (SCEL), mRNA 




Homo sapiens spinocerebellar ataxia 2 (olivopontocerebellar ataxia 2, autosomal 
dominant, ataxin 2) (SCA2), mRNA 




Homo sapiens spinocerebellar ataxia 1 (olivopontocerebellar ataxia 1, autosomal 
aominant, ataxin i) (aCAl), mKNA 




Homo sapiens special AT-rich sequence binding protein 1 (binds to nuclear 
matnx/scanoia-associating UNAS) (pAIBl), mRNA 




Homo sapiens spermidine/spennine Nl-acetyltransferase (SAT), mRNA 


NM_003870 


Homo sapiens IQ motif containing GTPase activating protein 1 (IQGAP1), 

mKJNA 


MM CiCOQfn 


xiomo sapiens scatioia attaenment xactor B (SArB), mRNA 


"wm floo^i 


xiomo sapiens serum amyioio Ai (pAAl j, mKNA i 


NM 001036 


Homo sapiens ryanodine receptor 3 (RYR3), mRNA 


mm ooi rn^ 

l^UVJL \J\J 1 uJJ 


xiomo sapiens ryanodine receptor z (cardiac) (RYR2), mRNA 


NM_002956 


Homo sapiens restin (Reed-Steinberg cell-expressed intermediate filament- 
associaiea protein j (KoIN j, mKJNA 


NM 001 fW* 


Homo sapiens ribonucleotide reductase Ml polypeptide (RRM1), mRNA 


MM flftOQ^ 


Homo sapiens ras responsive element binding protein 1 (RREB1), mRNA 


NM_003942 


Homo saniens ribosomal nrotein S6 kinase QfllrD nrVlvnpntirlp A (XtV^ffiC AA\ 
mRNA 


NM_002953 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 1 (RPS6KA1), 
mRNA 


NM 002951 


Homo sapiens ribophorin n (RPN2), mRNA 


NM 002950 


Homo sapiens ribophorin I (RPN1), mRNA 


NM 000329 


Homo sapiens retinal pigment epithelium-specific protein (65kD) (RPE65), 
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ImRNA 


lri 1VX uUl y*r I 


nomo sapiens repiicauon protein Aj (KtAj J, mKiNA 


NM 

AN 1VJL Ul/^7*rU 


nomo sapiens replication protein AZ ^jZKjJ J yvr AZ J, mKJN A 


mm nn?o/i^ 


riomo sapiens repiicauon protein Al (/VKD) (Kr Al ), mKNA 


NM 000328 


Homo sapiens retinitis pigmentosa GTPase regulator (RPGR), mRNA 


1NJYL UUZ?4J 


Homo sapiens RAR-related orphan receptor A (RORA), mRNA 


INM. UUUjZ/ 


Homo sapiens retinal outer segment membrane protein 1 (ROM1), mRNA 


NM 003799 


Homo sapiens RNA (guanine-7-) methyltransf erase (RNMT), mRNA 


JNM vsjlyjy 


Homo sapiens ribonuclease/angiogenin inhibitor (RNH), mRNA 


NM 003800 


Homo sapiens RNA guanylyltransferase and 5*-phosphatase (RNGTT), mRNA 


NM 002938 


Homo sapiens ring finger protein 4 (RNF4), mRNA 


NM_002940 


Homo sapiens ATP-binding cassette, sub-family E (OABP), member 1 
(ABCEl), mRNA 


NM 002936 


Homo sapiens ribonuclease HI (RNASEH l ), mRNA 


NM_002935 


Homo sapiens ribonuclease, RNase A family, 3 (eosinophil cationic protein) 
(RNASE3), mRNA 


JNM_002934 


Homo sapiens ribonuclease, RNase A femily, 2 (liver, eosinophil-derived 
neurotoxin) (RNASE2), mRNA 


JNJML \J\JD fyO 


Homo sapiens KrB 5 -mediating protem (RMP), mRNA 


MM fines'? 1 


Homo sapiens receptor-interacting serine-threonine kinase 2 (RIPK2), mRNA 


1N1VL UUjOo / 


Homo sapiens LEVI domain protein (RIL), mRNA 


MM flfi9 Q90 


Homo sapiens rhodopsin kinase (RHOK), mRNA 


MM nnn^9A 


Homo sapiens Rhesus blood group-associated glycoprotein (RHAG), mRNA 


MM nfttSM^ 


Homo sapiens regulator of G-protein signalling 9 (RGS9), mRNA 


INIVI UUoOl / 


Homo sapiens regulator of G-protein signalling 5 (RGS5), mRNA 


NM 002923 


Homo sapiens regulator of G-protein signalling 2, 24kD (RGS2), mRNA 




Homo sapiens regulator of G-protein signalling 1 (RGS1), mRNA 


NM 002928 


Homo sapiens regulator of G-protein signalling 16 (RGS16), mRNA 


NM 002926 


Homo sapiens regulator of G-protein signalling 12 (RGS12), mRNA 


NM 003834 


Homo sapiens regulator of G-protein signalling 1 1 (RGS1 1), mRNA 


NM 002921 


Homo sapiens retinal G protein coupled receptor (RGR), mRNA 


NM 000538 


Homo sapiens regulatory factor X-associated protein (RFXAP), mRNA 


NM_003721 


Homo sapiens regulatory factor X-associated ankyrin-containing protein 
(RFXANK), mRNA 


NMJ)02918 


Homo sapiens regulatory factor X, 1 (influences HLA class II expression) 

/T>TJ*V1\ D XT A 

(KFX1), mRNA 


NM 002916 


Homo sapiens replication factor C (activator 1) 4 (37kD) (RFC4), mRNA 


xnv jf Anini c 

NM 002915 


Homo sapiens replication factor C (activator 1) 3 (38KD) (RFC3), mRNA 


NM 002914 


Homo sapiens replication factor C (activator 1) 2 (40kD) (RFC2), mRNA 


XTK>r Annn>i 


Homo sapiens gene with multiple splice variants near HD locus on 4pl6.3 
(K±sS4-22), mRNA 


NM_002908 


Homo sapiens v-rel avian reticuloendotheliosis viral oncogene homolog (REL), 
mRNA 


NM_002909 


Homo sapiens regenerating islet-derived 1 alpha (pancreatic stone protein, 
nancreati c thread nrnteirrt fR FO 1 A *\ mP M A 


NM 000322 


Homo sapiens retinal degeneration, slow (retinitis pigmentosa 7) (RDS) mRNA 


NM_002905 


Homo sapiens retinol dehydrogenase 5 (1 l-cisand 9-cis) (RDH5), mRNA 


NM 002903 


Homo sapiens recoverin (RCV1), mRNA 


NM_002902 


Homo sapiens reticulocalbin 2, EF-hand calcium binding domain (RCN2), 
mRNA 


NM_002901 


Homo sapiens reticulocalbin 1, EF-hand calcium binding domain (RCN1) 
mRNA 
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INJV1 vUZoVO 


riomo sapiens kina Dinaing motii protein 4 (KBM4), mKJNA 


XNivi VvZoyj 


xiomo Sapiens reunoDiastoma-iiKe l (piu/j (Jvd.lij, mKJNA 


NM 000321 


Homo sapiens retinoblastoma 1 (including osteosarcoma) (RBI), mRNA 


jnm uuuyoo 


Homo sapiens retinoic acid receptor, gamma (RARG), mRNA 


inM UUUyo4 


Homo sapiens retinoic acid receptor, alpha (RARA), mRNA 


XT\iT nmooc 
MM UUzooj 


Homo sapiens RAF1, CiTPase activating protein 1 (RAP1GA1), mRNA 


NM UUZoo4 


Homo sapiens KArlA, member of RAS oncogene family (RAP1A), mRNA 


XTAiT AAOOOI 

MM UUZoo3 


Homo sapiens Ran GTrase activating protein 1 (RANGAP1), mRNA 


XTX /T A AO OOI 

NM_002881 


Homo sapiens v-ral simian leukemia viral oncogene homolog B (ras related; 
yjxr bin ding protein) (KALB), mRNA 


XT\ X A AO 0*7 1 

NM 002871 


Homo sapiens RAB interacting factor (RABBF), mRNA 


XT1V AT AAOOOA 

NM 003929 


Homo sapiens RAB7, member RAS oncogene family-like 1 (RAB7L1), mRNA 


XTTk AT AA^O^A 

NM 002869 


Homo sapiens RAB6, member RAS oncogene family (RAB 6), mRNA 


NM 002868 


Homo sapiens RAB5B, member RAS oncogene family (RAB5B), mRNA 


NM 002867 


Homo sapiens RAB3B, member RAS oncogene family (RAB3B), mRNA 


NM 002866 


Homo sapiens RAB3A, member RAS oncogene family (RAB3A), mRNA 


NM 002870 


Homo sapiens RAB13, member RAS oncogene family (RAB 13), mRNA 


NM 000320 


Homo sapiens quinoid dihydropteridine reductase (QDPR), mRNA 


NM 002864 


Homo sapiens pregnancy-zone protein (PZP), mRNA 


NM_002863 


Homo sapiens phosphorylase, glycogen; liver (Hers disease, glycogen storage 
disease type VI) (PYGL), mRNA 


NM_002862 


Homo sapiens phosphorylase, glycogen; brain (PYGB), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_002860 


Homo sapiens pyrroline-5-carboxylate synthetase (glutamate gamma- 
semialaenyde synthetase) (PYCS), mRNA 


XTA/T f\(\ 1 a 

NM U00319 


Homo sapiens peroxisome receptor 1 (PXR1), mRNA 


NM 002859 


Homo sapiens paxillin (PXN), mRNA 


XTN K AAAOCT 

NM 002857 


Homo sapiens peroxisomal farnesylated protein (PXF), mRNA 


NM 002854 


Homo sapiens paralbumin (PVALB), mRNA 


NM_002852 


Homo sapiens pentaxin-related gene, rapidly induced by IL-1 beta (PTX3), 
mRNA 


NM 000317 


Homo sapiens 6-pyruvoyltetrahydropterin synthase (PTS), mRNA 


XT* AT AA^Of 1 

NM_00285l 


Homo sapiens protein tyrosine phosphatase, receptor-type, Z polypeptide 1 
(PTPRZ1), mRNA 


XTTVyf AAOOCA 

NM 002850 


Homo sapiens protein tyrosine phosphatase, receptor type, S (PTPRS), mRNA 


NM 002 o4o 


Homo sapiens protein tyrosine phosphatase, receptor type, N (PTPRN), mRNA 


INM UU2o4j 


Homo sapiens protein tyrosine phosphatase, receptor type, M (PTPRM), mRNA 


NM U02844 


Homo sapiens protein tyrosine phosphatase, receptor type, K (PTPRK), mRNA 




Homo sapiens protein tyrosine phosphatase, receptor type, J (PTPRJ), mRNA 


XNIYI UU2o4Z 


Homo sapiens protein tyrosine phosphatase, receptor type, H (PTPRH), mRNA 


XNJVl UU2C4U 


Homo sapiens protein tyrosine phosphatase, receptor type, F (PTPRF), mRNA 


iNivi uuzojy 


Homo sapiens protein tyrosine phosphatase, receptor type, D (PTPRD), mRNA 


NM U02824 


Homo sapiens parathymosin (PTMS), mRNA 


INJVi UUZ0Z0 


Homo sapiens prothymosin, alpha (gene sequence 28) (PTMA), mRNA 


XTX>r aaa*5 1 /: 
INM UUUJlO 


Homo sapiens parathyroid hormone receptor 1 (PTHR1), mRNA 


NM 002820 


Homo s aniens narathvroid ViArmnnp-lflri* finrmnnp rpTTTT TT\ mPXTA 


NM 000315 


Homo sapiens parathyroid hormone (PTH), mRNA 


NM_000960 


Homo sapiens prostaglandin 12 (prostacyclin) receptor (IP) (PTGIR), mRNA 


NM 000959 


Homo sapiens prostaglandin F receptor (FP) (PTGFR), mRNA 


NMJ)00958 


Homo sapiens prostaglandin E receptor 4 (subtype EP4) (PTGER4), mRNA \ 


NM 000957 


Homo sapiens prostaglandin E receptor 3 (subtype EP3) (PTGER3), mRNA 


NM 000955 


Homo sapiens prostaglandin E receptor 1 (subtype EP1), 42kD (PTGER1), 
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mRNA 


NM 000954 


Homo sapiens prostaglandin D2 synthase (21kD, brain) (PTGDS), mRNA 


NM 000314 


numu oapiciK> pnuspnaiase ana lensin nomoiog jmutatea in multiple advanced 
cancers 1) (PTEN), mRNA 


NM 000952 


nurau sapiens pidLcici-acuvaQng iacior recepior \jri atkj, mKJNA 


NM_002818 


Homo sapiens proteasome (prosome, macropain) activator subunit 2 (PA28 beta) 

H^^MF? i mPNA 

^XOlVLCiZ^, lillvLN/Tk. 


NM_002811 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 7 
^iviov^** nomoiog^ ^roMU / j, mKNA 


NM_002806 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 6 

(roMUOJ, mKJNA 


NM_002805 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 5 

(roMtJ ), mKJNA 


NM_002804 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 3 

^JroJYLLo ) t mKJNA 


NM_002803 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 2 

VJroJYL^xJ, mKJNA 


NM_002802 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 1 

(roMUl J, mKJNA 


NM_002800 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 9 (large 
muiuiuncuonai protease L) (roJMx>yj, mKNA 


NM_002799 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 7 (PSMB7), 

TTll?"MA 

mjKJNA 


NM_002797 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 5 (PSMB5), 


NM_002796 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 4 (PSMB4), 

mT?XT A 


NM 002795 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 3 (PSMB3), 

tWUXT A 


NM_002794 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 2 (PSMB2), 
mRNA 


NM_002793 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 1 (PSMB1), 
mRNA 


NM_002801 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 10 

VrolVLDl UJ, mKJNA 


NM 009700 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 5 


NM 002788 
iii.ii / \j \j 


numo sapiens proteasome (prosome, macropain) subunit, alpha type 3 
(PSMA3), mRNA 


NM 002786 


xxuxnu sapiens proteasome (prosome, macropain) subunit, alpha type, 1 

fPSMAH mRNA 


NM 002783 


xiuiiiu sapiens pregnancy specinc Deta- i -glycoprotein 7 (PSG7), mRNA 


NM 002781 


Hnmn Compile niVAndnmr ma/>iAi« Vko+o 1 — -1- . - - : C /"nc*/T'\ n\Ti 

xxuuiu sapiens pregnancy specinc Deta- 1 -glycoprotein 5 (PSG5), mRNA 


NM 002780 


xauuiu sapiens pregnancy specinc oeta-i -glycoprotem 4 (PSG4), mRNA i 


NM 002785 ! 


numu sapiens pregnancy specinc Deta- 1 -glycoprotein 1 1 (Note redefinition of 
symbol) fPSGl 1), mRNA 


NM 002784 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 9 (PSG9), mRNA 


NM 002779 


Homo sapiens pleckstrin and Sec7 domain protein (PSD), mRNA 


NM 002776 


Homo sapiens kallikrein 10 (KLK10), mRNA 


NM 002774 


Homo sapiens kallikrein 6 (neurosin, zyme) (KLK6), mRNA 


NM 002773 


Homo sapiens protease, serine, 8 (prostasin) (PRSS8), mRNA 


NM 002770 


Homo sapiens protease, serine, 2 (trypsin 2) (PRSS2), mRNA 
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isivi uuz/oy 


xiomo sapiens protease, senile, i (trypsin I ) {rivool J, rnt\JN A 


lNlVl UUJO17 


nomo sapiens protease, serine, iz (neurotrypsm, moiopsmj ^JrKoolZj, mKNA 


INlvl UUZ / / O 


nomo sapiens protease, serine, 1 l \iijr Dinoingj ^.rK*>o 1 1 J, niKJN A 


NM 002767 


Homo sapiens phosphoribosyl pyrophosphate synthetase-associated protein 2 

rPPPQAP?^ mPNA 
^risroArzj, mixiN/v 


lNiVl_y UZ / DO 


Homo sapiens phosphoribosyl pyrophosphate synthetase-associated protein 1 


NM 002765 


Homo sapiens phosphoribosyl pyrophosphate synthetase 2 (PRPS2), mRNA 


XN1VI UUZ/O** 


nomo sapiens pnospnonoosyi pyropnospnate synthetase 1 (rRJrol), mRNA 


vnvjf nn^RQi 

XNM. — UUjo^l 


Homo sapiens protein Z, vitamin K-dependent plasma glycoprotein (PROZ), 

mPXTA 


INJVl UUZ/Oj 


nomo sapiens prospero-reiateu nomeoDox i (rKUAlj, mKJNA 


"WTVyf fiOAm 

iNjyi uuujij 


xiomo sapiens protein o (alpnaj (rKUM ) 9 mKNA 


NM_000312 


Homo sapiens protein C (inactivator of coagulation factors Va and VlUa) 


INIVI UUZ/OZ 


riomo sapiens prolamine z (rKJVLz J, miCN A 


INiVL UUZ / 0 1 


xiomo sapiens prolamine i (jrKMi ), itlKJNA 


iNIVI V\J\Jy*ty 


Homo sapiens prolactin receptor (PRLR), mRNA 




nomo sapiens prolactin (1\kl»j, mKJNA 


INaV±_UUZ / J7 


xiomo sapiens protein Kinase, mterteron-mducible double stranded RNA 
aepenneni ^kjsjvj, rntuNA 


xnivi vv/z/jo 


nomo sapiens mitogen-acavatea protem Kinase kinase 5 (MAJrzK3), nnvN A 


"MM 007749 


nomo sapiens miiogen-acuvaiea protein Kinase / (JMAJrxv/J, rnKiNA 


NM 00774S 


xiumu sapiens miiogen-acuvatea protem Kinase l ^MArJvl ), rnKiNA 


NM 0077 SI 


nomo sapiens nuiogen-acuvaieu protem Kinase 1 1 ^JVlAxJ\.l 1 ) 9 mKJNA 


NM 0027S1 


nuiiio sapiens mi to gen-ac n va teo protem Kinase iu (^JViAJrJvlUJ, mKJNA 


NM 002743 


Homo sapiens protein kinase C substrate 80K-H (PRKCSH), mRNA 


NM 00974? 


nomo sapiens proiein Kinase u, mu ^JrJKJvOJYi J, niKJNA 


NM 002741 


Homo sapiens protem kinase C-like 1 (PRKCL1), mRNA 


iNIYl UUZ/H-U 


xiomo sapiens protem ionase iota (rKKCl), mRNA 


NMJ)02738 


Homo sapiens protem kinase C, beta 1 (PRKCB 1), mRNA 


MM UOz/J/ 


Homo sapiens protem kinase C, alpha (PRKCA), mRNA 


NM 002736 


Homo sapiens protein kinase, cAMP-dependent, regulatory, type II, beta 
(FRKAR2B), mRNA 


NM 002734 


Homo sapiens protein kinase, cAMP-dependent, regulatory, type I, alpha (tissue 
specific extinguisher 1) (PRKAR1 A), mRNA 


xjivyf nno7'5i 
lNXvi__UUZ / j 0 


Homo sapiens protein kinase, AMP-activated, gamma 1 non-catalytic subunit 
vriviv/v-Ljij, mJKJNA 


NM_002731 


Homo sapiens protein kinase, cAMP-dependent, catalytic, beta (PRKACB), 

mPXTA 

mKJNA 


"M\yf 007770 
lNiVl__UUZ / 


Homo sapiens protein kinase, cAMP-dependent, catalytic, alpha (PRKACA), 

mPMA 

mKJNA 


NM 000947 


Homo sapiens primase, polypeptide 2A (58kD) (PRIM2A), mRNA 


NM 000Q4£ 


nomo sapiens pnmase, polypeptide 1 (49kD) (PRIM 1 ), mRNA 


NM 007778 
INIV1__UUZ /Zo 


nomo sapiens proteoglycan 2, bone marrow (natural Killer cell activator, 
eosinophil granule maior basic nrotein^ CPTIG2} mRNA 


NM 002727 


Homo sapiens proteoglycan 1, secretory granule (PRG1), mRNA 


NM 002726 


Homo sapiens prolyl endopeptidase (PREP), mRNA 


NM_002725 


Homo sapiens proline arginine-rich end leucine-rich repeat protein (PRELP), 
mRNA 


NM 002723 


Homo sapiens proline-rich protein BstNI subfamily 4 (PRB4), mRNA 


NM 002722 


Homo sapiens pancreatic polypeptide (PPY), mRNA 
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NM_000310 


Homo sapiens palmitoyl-protein thioesterase 1 (ceroid-lipofiiscinosis, neuronal 1, 
miantile; (rr 1 1 ), mKNA 


NM_002720 


Homo sapiens protein phosphatase 4 (fonnerly X), catalytic subunit (PPP4C), 
mKNA 


NM_002719 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), gamma 
isoiorm (rrrZiOC), mKJNA 


NM_002715 


Homo sapiens protein phosphatase 2 (formerly 2A), catalytic subunit, alpha 
isoform (rrr2CA), mRNA 


NM.002713 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 8 (PPP1R8), 
mRNA 


NM 002712 


Homo sapiens protein phosphatase 1, regulatory subunit 7 (PPP1R7), mRNA 


NM 002714 


Homo sapiens protein phosphatase 1, regulatory subunit 10 (PPP1R10), mRNA 


NM_002710 


Homo sapiens protem phosphatase 1, catalytic subunit, gamma isofonn 
(PPPlCC),mRNA 


NM_002709 


Homo sapiens protein phosphatase 1, catalytic subunit, beta isoform (PPP1CB), 

___T"> XT A 

mRNA 


NM_00270o 


Homo sapiens protein phosphatase 1, catalytic subunit, alpha isoform (PPP1CA), 
mRNA 


XTTV K AAAOAA 

NM 000309 


Homo sapiens protoporphynnogen oxidase (PPOX), mRNA 


NM_002706 


Homo sapiens protein phosphatase IB (formerly 2C), magnesium-dependent, 

1_ ^x— *--/*- /T>T>TV yf 1 T>\ T»XT A 

beta isoiorm (rrMlB), mRNA 


INJYL UUZ/Uj 


Homo sapiens periplakin (PPL), mRNA 


XTN/T AA AQ/1 "J 


Homo sapiens peptidylprolyl isomerase C (cyclophilin C) (PPIC), mRNA 


"vfA/f aaaqaq 
JNJYL_UUUJUo 


Homo sapiens protective protein for beta-galactosidase (galactosiahdosis) 

jrrVjr.D J, mivlN A 


1>I IVI v/UZ. / U J 


nomo sapiens pnospnonDosyi pyropnospnate amiaotransterase (rrAl), mRNA 1 


1N1VI UUj / 1Z 


nomo sapiens pnospnatiaic acid phosphatase type 2C (rr AP2C), mRNA 


xjxyf Anoxia 


Homo sapiens phosphatide acid phosphatase type 2B (PPAP2B), mRNA 


kt\a nn^7i 1 


Homo sapiens phosphatidic acid phosphatase type 2A (PPAP2A), mRNA 


NM 002702 


Homo sapiens POU domain, class 6, transcription factor 1 (POU6F1), mRNA 


XTAyf AA1TA1 


Homo sapiens POU domain, class 5, transcription factor 1 (POU5F1), mRNA 


XTTV/f aaotaa 


Homo sapiens POU domain, class 4, transcription factor 3 (POU4F3), mRNA 


NM 000307 


Homo sapiens POU domain, class 3, transcription factor 4 (POU3F4), mRNA 


NM 002699 


Homo sapiens POU domain, class 3, transcription factor 1 (POU3F1), mRNA 


NM 002697 


Homo sapiens POU domain, class 2, transcription factor 1 (POU2F1), mRNA 


NMJ)00306 


Homo sapiens POU domain, class 1, transcription factor 1 (Pitl, growth hormone 
factor 1) (POU1F1), mRNA 


XTTV K AAA A A £. 

NM 000446 


Homo sapiens paraoxonase 1 (PON1), mRNA 1 


NMJH)0939 


Homo sapiens proopiomelanocortin (adrenocorticotropin/ beta-lipotropin/ alpha- 
melanocyte stimulating hormone/ beta-melanocyte stimulating hormone/ beta- 
endorphm) (POMC), mRNA 


XTU flAO/COl 

INIYl_UUZOyj 


TJahiljl * - - •! - - - ■ /TV\T A J* A- J\ /"»~k/""W 1 

Homo sapiens polymerase (DNA directed), gamma (POLG), nuclear gene 
encoding mitochondrial proten^ mRNA 


XNJVl_UUZOyZ 


nomo sapiens polymerase (DNA directed), epsuon 2 (POLE2), mRNA 


XTA/f AA9£Q1 
IN 1V1_U U Z 0 1/ 1 


Homo sapiens polymerase (DNA directed), delta 1, catalytic subunit (125kD) 
(POLD1), mRNA 


NM 002690 


Homo sapiens polymerase (DNA directed), beta (POLB), mRNA 


NM 003967 


Homo sapiens putative neurotransmitter receptor (PNR), mRNA 


NM 002686 


Homo sapiens phenylethanolamine N-methyltransferase (PNMT), mRNA 


NM 002677 


Homo sapiens peripheral myelin protein 2 (PMP2), mRNA 


NM 000304 


Homo sapiens peripheral myelin protein 22 (PMP22), mRNA 


NM 002676 


Homo sapiens phosphomannomutase 1 (PMM1), mRNA 
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NM 002674 


Homo sapiens pro-melanin-concentrating hormone (PMCH), mRNA 


NM_002668 


Homo sapiens proteolipid protein 2 (colonic epithebum-ennched) (PLP2), 
mRNA 


NM_000935 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase (lysine 
hydroxylase) 2 (PLOD2), mRNA 


NM 002667 


Homo sapiens phospholamban (PLN), mRNA 


NM 002666 


Homo sapiens perihpin (PUN), mRNA 


NM 002665 


Homo sapiens plasminogen-like (PLGL), mRNA 


NM 000301 


Homo sapiens plasminogen (PLG), mRNA 


NMJ)00445 


Homo sapiens plectin 1, intermediate filament binding protein, 500kD (PLEC1), 
mRNA 


NM 002663 


Homo sapiens phospholipase D2 (PLD2), mRNA 


NM 002662 


Homo sapiens phospholipase Dl, phophatidylcholine-specific (PLD1), mRNA 


NMJ)02661 


Homo sapiens phospholipase C, gamma 2 (phosphatidylinositol-specific) 
(PLCG2), mRNA 


NMJ)02660 


Homo sapiens phospholipase C, gamma 1 (formerly subtype 148) (PLCG1), 
mRNA 


NM 000933 


Homo sapiens phospholipase C, beta 4 (PLCB4), mRNA 


NM 002659 


Homo sapiens plasminogen activator, urokinase receptor (PLAUR), mRNA 


NM 002658 


Homo sapiens plasminogen activator, urokinase (PLAU), mRNA 


NM 002655 


Homo sapiens pleomorphic adenoma gene 1 (PLAG1), mRNA 


NM 000929 


Homo sapiens phospholipase A2, group V (PLA2G5), mRNA 


NM_003706 


Homo sapiens phospholipase A2, group IVC (cytosolic, calcium-independent) 
(PLA2G4C), mRNA 


NM_000300 


Homo sapiens phospholipase A2, group DA (platelets, synovial fluid) 
(PLA2G2 A), nuclear gene encoding mitochondrial protein, mRNA 


NM 003561 


Homo sapiens phospholipase A2, group X (PLA2G10), mRNA 


NM 002654 


Homo sapiens pyruvate kinase, muscle (PKM2), mRNA 


NM 003691 


Homo sapiens serine/threonine kinase 16 (STK16), mRNA 


NM_000296 


Homo sapiens polycystic kidney disease 1 (autosomal dominant) (PKD1), 
mRNA 


NM_003607 


Homo sapiens Ser-Thr protein kinase related to the myotonic dystrophy protein 
kinase (PK428), mRNA 


NM 003678 


Homo sapiens gene from NF2/meningioma region of 22ql2 (PK1.3), mRNA | 


NM 000325 


Homo sapiens paired-like homeodomain transcription factor 2 (PITX2), mRNA 


NM 002653 


Homo sapiens paired-like homeodomain transcription factor 1 (PITX1), mRNA 


NM 002652 


Homo sapiens prolactin-induced protein (PIP), mRNA 


NM_003558 


Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type I, beta 
(PIP5K1B), mRNA 


NM_003557 


Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type I, alpha 
(PIP5K1A), mRNA 


NM 003746 


Homo sapiens dynein, cytoplasmic, light polypeptide (PIN), mRNA 


NM 002648 


Homo sapiens pim-1 oncogene (PIM1), mRNA 


NMJJ02651 


Homo sapiens phosphatidylinositol 4-kinase, catalytic, beta polypeptide 
(PIK4CB), mRNA 


XTVyT Cits') CAI 


riomo sapiens pnospnatiaylinositol glycan, class r (rHjr), mKNA 


NM 002642 


Homo sapiens phosphatidylinositol glycan, class C (PIGQ, mRNA 


NM 002638 


Homo sapiens protease inhibitor 3, skin-derived (SKALP) (PD), mRNA I 


NM 000294 


Homo sapiens phosphorylase kinase, gamma 2 (testis) (PHKG2), mRNA 


NM 000293 


Homo sapiens phosphorylase kinase, beta (PHKB), mRNA 


NM 000292 


Homo sapiens phosphorylase kinase, alpha 2 (liver) (PHKA2), mRNA 


NM 002637 


Homo sapiens phosphorylase kinase, alpha 1 (muscle) (PHKA1), mRNA 
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NM 000926 


Homo saniens nroeesterone recentor fPGR^ mRNA 


NM 002633 


Honin oanien^ onosnhoplueoTrnitaQp 1 fPr^A/f 1 \ ttVRNA 

AAv/AllVs OOL/IVAIO p AA v J ylXWJ gyl WlV/V* 11 1 U ta aC 1 \X VJXYAa / j 1 1\ f\ 1 ^ i\ 


NM 000291 


Hoitio 5^ni ens "DhosDhofflvcerate Vina qp 1 fPfrlCI^ mRNA 


NM 002632 


Homo Qflni'pTiQ nlfl cental orriwnS fartftr va^riilar pnHnfhplial OTAwfh fartnr ro1a+o<4 

AAV/AA1AS OapitsAAO yiavWllUU glvWUl lawlUl) VOOvUKU C'llVAVJUlt AlOl £^l vy W LAI La\* Lvil xCla ICCl 

DTOtein fPGFl mRNA 


NM 002631 


Homo sapiens phosphogluconate dehydrogenase (PGD), mRNA 


NM 002630 

A > A~A VVArV«/v 


axuiiiu aapiGllo yi U5OJ U 1 vo HI ^pcpsmugcn v> J \jr\JKs), lllXSJrif\ 


NM 000290 

A^AvA WVXr^V 


AAl/iliVJ sapiens piiUopilugiy^craiC inuulSC Z \ITlUovlC J ^a vJ/\IV1X J f IIaaxaNA 


NM 002629 

A^IAYJ, \J\J f*\)£*? 


aavalmj oapiwiio piJ.Uopii.U£iy cci aic UlUlaSC 1 ^ Drain/ \1T VJ/tuYXI y, IIaavINA 


NM 000289 


Hnmn canif^nc nhnonVifYfrnptnlrmaci* mucoid fPlTSfAA^ ml? XT A 

AAUlAlV/ oajJltrliO pilUdpilUll UWlWAJJlCAOV) lllUSvlC ^a X^aVaVX J 9 aTaaVIN/x 


NM 002626 


TTnmA carnpnc nV> AcnVi AfVi 1 r>t aViVi a c<=» lit ror- COViif T ^ mPXTA 
AAUIllU odpiCUb piIUapilUAlUULOiUJlaaC, liVCT ^a rJVUI, IT1JV1N/Y 


NM 002625 


T-T ATT1 A CaTVtPflC f\— aTi rtcnhrkfrl ir , tA_9_Hna CA/finintACO 9 £\ Vit* t-»Vi r\ c-rvV» 0 f 0 <->ck 1 
AAVJlllVJ aapiGllo u-piiuapiiun HL J Li i 9—z.-fy ^l^isty 1 MlvV^FjC^/f^v^Pipn^Jt^nfltqSe 1 

fPFKFBli mRNA 

^A A 1\1 XJ A Jy AAAAVA^IxL 


NM 002621 


xauaaiw oopivAio piupduui a iduiur, L/UiijpiciiicD.i ^rrv./j, iia1vln/\. | 


NM 002620 


Homo <»anicnQ nlafplpt fartnr 4 variant 1 fPTT4V1^ mPMA 
aav/ Ail oapivAio piaivvivvL AovvLv/i *r VoaIoaaI a ^rrtv X J, IILavI 1 r\ 


NM 002619 


Homo sapiens platelet factor 4 (PF4), mRNA 


NM 000288 


aauiuu sapiens peroxisomal oiogenesis iactor / \r HA. / J, ixiKJNA 


NM 000287 


aaUUIU oapiCIld pcrOAloOmal DlOgcTicSlS IaClOr O \T HA.0J, lTlKJN A 


NM 003630 


Homo sapiens peroxisomal biogenesis factor 3 (PEX3), mRNA 


NM 000466 

A^AVA VwV*TUV 


nuiiiu sapiens peroxisome oiogenesis iactor i ^irHAi j, mKiNA 


NM 002618 

A^IAYA \J\J4r\J 1 O 


xiumo sapiens peroxisome oiogenesis iactor 1 5 (iaI/vI 5), mxCiNA 


NM 000447 


numu sapiens pAaieiei/enQotneiiai ceil aanesion molecule ^CJJ J 1 antigen) 

V^A A-fV^rVlTAl J, aaaaVL^i/x 


NM 002614 


xiuiiiu sapiens rujL, aomain containing 1 \JlL/ZJ\.l ) 9 IaIKJNA 


NM 003477 


AAUiiiu sapiens a yruvaie uenyurogenase complex, npoyi-conuiinmg component 
X* E3-hind.np^ nrntein fi > TYx*"n mPNA 

^V, A_#J"»UAllVAlllg pi \J ill ^Il/Al J j IIU\XSX\ 


NM 002613 


Homo sapiens 3-phosphoinositide dependent protein kinase-1 (PDPK1), mRNA 


NM 002612 

A^IAtA VVAV/I^ 


AAumu sapiens pyruvate acnyuiDgenase Kinase, isoenzyme 4 (x jlJaS-4), mKiNA 


NM_000925 


Homo sapiens pyruvate dehydrogenase Oipoamide) beta (PDHB), mRNA 


NM 000284 


numo sapiens pyruvate aenyarogenase inpoamioej aipna 1 (JrJUriAl), mRNA 


NM 000924 


xiumo sapiens pnospnoaiesterase it>, caimoauim-Qepenaent ("DblB), mRNA 


NM 002606 

A^IVA VvaUv v 


xiomo sapiens pnospnoaiesterase 7A \Jr UJciyAJ, mKNA 


NM 002602 

I^IVA \J\J4*\J\J£. 


nomo sapiens pnospnoaiesterase ovj, cOMr-specitic, rod, gamma (PDE6G), 
mRNA 

111A\J.>X\. 


NM 002601 

AYAYA \J\J £t\J\J A 


xiuiiiu sapiens pnospnoaiesteiase ou, COiVlr-specinc, roa, delta (rDxioD), 
mRNA 


NM 000921 


Homo QanipnQ nHnonVinrli*»ct**mc** 1. A r»OA/TP inViiKtfA/l /DTM71 A^ ***dxta 
AAumu aapiciio piiuopAiuuiesiciasc Jrv, u VJlVJLi -lnni OltCO ^JrlviljAJ, mKlNA 


NM 002598 


Homo <ianienQ nrn <rra mm p H *1#»atVi 9 ^PT > >^ ,^ ^^0^ ml? XT A 
AAvAiiu oapiwAio piUjgiaiAiAlieu LCU UCaUJ Z> ^i JL/V^.L/^ ), mivlNA 


NM 002594 


Homo sapiens proprotein convertase subtilisin/kexin type 2 (PCSK2), mRNA 


NM 002592 


Homo **anipn^ nrnlifpratina apII nn/*l*»of otifirtan /T>r r MA\ mpxi a 
xauihu sapiens piuiiieiauug ceu nuclear anugen ^L/lNAy, mixINA 


NM 002591 


xiuuiu sapiens pnospnoenoipyruvate carooxy Kinase 1 (soiuOiej (JrLKlJ, mRNA 


NM 002586 


xaujiiu sapiens pic-o-i/cii lemcemia uanscripnon iactor z [rJt5Ai j, mKNA 


NM 002585 


Homo oar>1Pn<5 nrrf*-T^-Of*11 IpnVAmia fra-ner»i4nftA-n fo »f/\r 1 A)DY 1 \ «mD\TA 

aauiiiu sapiens pie d-ccu lcuKexuia ITansCiIpuOn iactor 1 I5A.1 mKNA 


NM 002583 


nuiuu sapiens xi\j\a^, apuptosis, W 1 1, regulator (rAWKj, HIKNA 


NM 002582 


numu sapiens poiy^/\;-specinc nuonuciease (aeauenyiauon nuclease) (r ARN), 
mRNA 


NM 003631 


Homo sapiens poly (ADP-ribose) glycohydrolase (PARG), mRNA 


NM 002580 


Homo sapiens pancreatitis-associated protein (PAP), mRNA 


NM 000919 


Homo sapiens peptidylglycine alpha-amidating monooxygenase (PAM), mRNA 


NM_002578 


Homo sapiens p21 (CDKN1 A)-activated kinase 3 (Pj\K3), mRNA 


NM_002574 


Homo sapiens peroxiredoxin 1 (PRDX1), mRNA 


NM 002573 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, gamma 
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subunit (29kD) (PAFAH1B3), mRNA 


NMJ)02572 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, beta subunit 
(30kD) (PAFAH1B2), mRNA 


NMJJ02571 


Homo sapiens progestagen-associated endometrial protein (placental protein 14, 
pregnancy-associated endometrial alpha-2-globulin, alpha uterine protein) 
(PAEP), mRNA 


NM_002569 


Homo sapiens paired basic amino acid cleaving enzyme (form, membrane 
associated receptor protein) (PACE), mRNA 


NM 002570 


Homo sapiens paired basic amino acid cleaving system 4 (PACE4), mRNA 


NM 003900 


Homo sapiens sequestosome 1 (SQSTM1), mRNA 


NM_000918 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
hydroxylase), beta polypeptide (protein disulfide isomerase; thyroid hormone 
binding protein p55) (P4HB), mRNA 


NM_000917 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
hydroxylase), alpha polypeptide I (P4HA1), mRNA 


NMJ)02565 


Homo sapiens pyrimidinergic receptor P2 Y, G-protein coupled, 4 (P2RY4), 
mRNA 


NM 002564 


Homo sapiens purinergic receptor P2Y, G-protein coupled, 2 (P2RY2), mRNA 


NM_002566 


Homo sapiens purinergic receptor P2Y, G-protein coupled, 1 1 (P2RY1 1), 
mRNA 


NM_002562 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 7 (P2RX7), 
mRNA 


NM_002561 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 5 (P2RX5), 
mRNA 


NM_002560 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 4 (P2RX4), 
mRNA 


NM_002559 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 3 (P2RX3), 
mRNA 


NM 002556 


Homo sapiens oxysterol binding protein (OSBP), mRNA 


NM 000608 


Homo sapiens orosomucoid 2 (ORM2), mRNA 


NMJ)03696 


Homo sapiens olfactory receptor, family 6, subfamily A, member 1 (OR6A1), 
mRNA 


NM_002550 


Homo sapiens olfactory receptor, family 3, subfamily A, member 1 (OR3A1), 
mRNA 


NM_002548 


Homo sapiens olfactory receptor, family 1, subfamily D, member 2 (OR1D2), 

T) XT A 

mRNA 


XT\ yf AAAA1 A 

NM 000914 


Homo sapiens opioid receptor, mu 1 (OPRM1), mRNA 


XTli/T AAAA11 

NM ouuyiz 


Homo sapiens opioid receptor, kappa 1 (OPRK1), mRNA 




Homo sapiens opioid receptor, delta 1 (OPRD1), mRNA 




Homo sapiens oligodendrocyte myelin glycoprotein (OMG), mRNA 




Homo sapiens oxidised low density lipoprotein (lectin-like) receptor 1 (OLR1), 

_TJ\TA 


NM 003485 


Homo sapiens G protein-coupled receptor 68 (GPR68), mRNA 


XTXif AAOC/1A 

NM U0254U 


Homo sapiens outer dense fibre of sperm tails 2 (ODF2), mRNA 


NM_002533 


Homo sapiens nuclear VCP-like (NVL), mRNA 


\J\JAfJJ 1 


numo sapiens neurotensm receptor i (nign axtinity) (N I oRl), mRNA 


NM 002530 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 3 (NTRK3), mRNA 


NM 002526 


Homo sapiens 5' nucleotidase (CD73) (NT5), mRNA 


NM_003580 


Homo sapiens neutral sphingomyelinase (N-SMase) activation associated factor 
(NSMAF), mRNA 


NM_003633 


Homo sapiens ectodermal-neural cortex (with BTB-like domain) (ENC1), 
mRNA 
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NM 003872 


Homo sapiens neuropilin 2 (NRP2), mRNA 


•NM 003873 


Homo sapiens neuropilin 1 (NRP1), mRNA \ 


NM 003489 


Homo sapiens nuclear receptor interacting protein 1 (NRIP1), mRNA 


NM 002525 


Homo sapiens nardilysm (N-argmine dibasic convertase) (NRD1), mRNA 


NM 000905 


Homo sapiens neuropeptide Y (NPY), mRNA 


NM 000910 


Homo sapiens neuropeptide Y receptor Y2 (NPY2R), mRNA 


NM 000909 


Homo sapiens neuropeptide Y receptor Yl (NPYlR^mRNA 


NM 002522 


Homo sapiens neuronal pentraxin I (NPTX1), mRNA 


NM_000908 


Homo sapiens natriuretic peptide receptor C/guanylate cyclase C (atrionatriuretic 
peptide receptor C) (NPR3), mRNA 


NMJW0906 


Homo sapiens natriuretic peptide receptor A/guanylate cyclase A (atrionatriuretic 
peptide receptor A) (NPR1), mRNA 


NM 002521 


Homo sapiens natriuretic peptide precursor B (NPPB), mRNA 


NM 002519 


Homo sapiens nuclear protein, ataxia-telangiectasia locus (NPAT), mRNA 


NM 002518 


Homo sapiens neuronal PAS domain protein 2 (NPAS2), mRNA 


NM 002517 


Homo sapiens neuronal PAS domain protein 1 (NPAS1), mRNA 


NM 002514 


Homo sapiens nephroblastoma overexpressed gene (NOV), mRNA 


NM 003787 


Homo sapiens nucleolar protein 4 (NOL4), mRNA 


NM_003946 


Homo sapiens nucleolar protein 3 (apoptosis repressor with CARD domain) 
(NOL3), mRNA 


NM_003551 


Homo sapiens non-metastatic cells 5, protein expressed in (nucleoside- 
diphosphate kinase) (NME5), mRNA 


NM 002513 


Homo sapiens non-metastatic cells 3, protein expressed in (NME3), mRNA 


NM_002512 


Homo sapiens non-metastatic cells 2, protein (NM23S) expressed in (NME2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 002511 


Homo sapiens neuromedin B receptor (NMBR), mRNA 


NM 002510 


Homo sapiens glycoprotein (transmembrane) nmb (GPNMB), mRNA 


NM_003954 


Homo sapiens mitogen-activated protein kinase kinase kinase 14 (MAP3K14), 
mRNA 


NM 002508 


Homo sapiens nidogen (enactin) (N1D), mRNA 


NM_002507 


Homo sapiens nerve growth factor receptor (TNFR superfamily, member 16) 
(NGFR), mRNA 


NM 002506 


Homo sapiens nerve growth factor, beta polypeptide (NGFB), mRNA 


NM.002503 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor, beta (NFKBIB), mRNA 


NMJ)02502 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
2 (p49/pl00) (NFKB2), mRNA 


NMJD02501 


Homo sapiens nuclear factor VX (CCAAT-binding transcription factor) (NFDQ, 
mRNA 


NM 002500 


Homo sapiens neurogenic differentiation 1 (NEUROD1), mRNA 


NM 002497 


Homo sapiens NIMA (never in mitosis gene a)-related kinase 2 (NEK2), mRNA 


NM_002496 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 8 (23kD) 
(NADH-coenzyme O reductase) (NDUFS8), mRNA 


NM_002495 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 4 (1 8kD) 
(NADH-coenzyme O reductase) (NDUFS4), mRNA 


NM_002494 


Homo sapiens NADH dehydrogenase (ubiqumone) 1, subcomplex unknown, 1 
(6kD, KFYI) (NDUFC1), mRNA 


NMJ)02490 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 6 
(14kD, B14) (NDUFA6). mRNA 


NMJW2488 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 2 (8kD, 
B8) (NDUFA2), mRNA 


NM 003635 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 2 
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(NDST21 mRNA 


NM 001543 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan gjucosaminyl) 1 
fisJDSTI i mRNA 


NM 003581 


Homo sapiens NCK adaptor protein 2 (NCK2), mRNA 


X^IXYX VvatOU 


nomo sapiens nuciear cap oinaiDg protein suuunit I, ouKXJ ^INUiyrl), mKNA 


00745M 

XNxVX UUaHOj 


nomo sapiens carcinoemDryonic antigen-reiatea cell adhesion molecule 6 (non- 
specme cross reacting anugenj ^^EAv^Aivioj, niivLNA 


X^ilVX 


nomo sapiens in -ace ly i transierase i ^aryiamine iN-aceiyitransierase) (NA1 1), 
mRNA ■ * - 


NM 00076^ 

IN iVX_yV v.*CO«J 


nomo sapiens iN-acetyigiucosaminicia.se, alpha- (oaniiuppo disease HLB) 

\lNrVVJXwU J, IIlxVlNA 


NM 003871 


Homo sapiens myelin transcription factor 2 (MYT2), mRNA 


NM 001 ROl 


nomo sapiens myomesin 1 (SKeiemin j (lojicuj (MiUMI), mKNA 


NM 007470 

XNIYX UUA't / 3r 


nomo sapiens myogemn (myogenic iactor 4) (MYUvj), mKNA 


NM 007477 

XNIYX__UU.£*+ / ^ 


nomo sapiens myosm, neavy polypeptide o, sKeietal muscle, perinatal (MYH8), 
mRNA 

XUXXINn, 


NM 002469 


xxuiiiu sapiens myogenic iacior o ^nercuimj {ivi x Jr oj, mKJNA 


NM_002468 


Homo sapiens myeloid differentiation primary response gene (88) (MYD88), 
mRNA 


NM 002460 


Homo sapiens interferon regulatory factor 4 (IRF4), mRNA 


NM" 0074S7 

I^IIYX vl/*.***/ / 


nomo sapiens mucin z, miesunai/uacneai (JVIUU2J, mKINA 


NM 0074S6 

X^IIYX W/,tJU 


nomo sapiens mucin i, uansmemDrane (iVlUL,! j, mKiNA 


NM 002455 


Homo sapiens metaxin 1 (MTX1), mRNA 


NM 0074^3 


Homo sapiens mitochondrial translational initiation factor 2 (MTTF2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 0074S7 
iNlvx__y UZ*t J Z 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 1 

^xN \JU 1 1 ) t mKJNA 


NM 0074^0 


nomo sapiens meiaxioimonem IL, {Nil 1JL), mKINA 


NM 007447 


Homo sapiens macrophage stimulating 1 receptor (c-met-related tyrosine kinase) 
(MST1R), mRNA 


NM 007446 


Homo sapiens mitogen-activated protein kinase kinase kinase 10 (MAP3K10) 
mRNA 


NM 00744^ 


Homo sapiens macrophage scavenger receptor 1 (MSR1), mRNA 


NM 002444 


Homo sapiens moesin (MSN), mRNA 


NM 00^5*70 
iNivx U\JJo/y 


nomo sapiens CAbrs and rADD-like apoptosis regulator (CFLAR), mRNA 


NM 0005^0 

XNIYX \J \J VJJ J U 


nomo sapiens myeim protein zero (Unaixot-Mane-Tooth neuropathy IB) 

fMP71 m"RNA 


NM 002437 


xxuiiiu sapiens lvip v 1 / uansgene, munne nomo log, glomerulosclerosis 
<MPV17i mRNA 

^XVAJl t 1 / Jy 11 LEVI ^1 A 


NM 001932 


xxuxuu oapi^jxo ixxcii luiaxic piuicin, paimiioyiateQ j iiyiavjUxv poo SUDIamliy 
member 3 1 nVfPP3^ mRNA 

U1VU1UV1 »J y yiTXJL X -J y, XilXVX^I^V 


NM 002435 


Homo sapiens mannose phosphate isomerase (MPI), mRNA 1 


NM 002434 

A N 1'X Wa#^T^#^t 


xxuiuu oapiciid in -inc Liijr ip nrmc-x-/iN t\ giycosyiase [MJr\j) 9 ITLKiN A 


NM 003829 


Homo sapiens multiple PDZ domain protein (MPDZ), mRNA 


NM 003874 


nomo sapiens ras ^iiNrKoroj-associated via death domam (FADD), mRNA 


NM 002432 


Homo sapiens myeloid cell nuclear differentiation antigen fMNDA i mRNA 


NM_002431 


Homo sapiens menage a trois 1 (CAK assembly factor) (MNAT1), mRNA 


NM_002430 


Homo sapiens meningioma (disrupted in balanced translocation) 1 (MN1), 
mRNA 


NM_000901 


Homo sapiens nuclear receptor subfamily 3, group C, member 2 (NR3C2), 
mRNA 


NM 003482 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia 2 (MLL2), mRNA 
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XTNyf AA1/I1A 

NM_002419 


Homo sapiens mitogen-activated protein kinase kinase kinase 1 1 (MAP3K1 1), 
mKJNA 


XTX /T AM A 1 *7 

iNM__00241/ 


Homo sapiens antigen ldentiiiea by monoclonal antibody Ki-67 (MKI67), 

tWDXTA 

mKJNA v 


INJVl UI/Z410 


riomo sapiens monoiane inaucea oy gamma interteron (MiCj), rjiKJNA 


XTNyf AAOyl 1 C 
INM_UUZ41D 


Homo sapiens macrophage migration inhibitory factor (glycosylation-inhibiting 
factor) (MjT), mRNA 


1NM 002413 


Homo sapiens microsomal glutathione S-transferase 2 (MGST2), mRNA 


XTX/T AAAQrtn 

jnm oooyou 


TT -. n . ■ - — — -1 * //"* 1 — - A * M f ^ 1\\ __n\T 1 

Homo sapiens matrix Gla protein (MGP), mRNA 


NM 002412 


Homo sapiens O-6-methylguanine-DNA methyltransferase (MGMT), mRNA 


NM 002407 


Homo sapiens mammaglobin 2 (MGB2), mRNA 


NM 002411 


Homo sapiens mammaglobin 1 (MGB1), mRNA 


NM 002397 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide C 
(myocyte enhancer factor 2C) (MEF2Q, mRNA 


NM 002391 


Homo sapiens midkine (neurite growth-promoting factor 2) (MDK), mRNA 


NM 002387 


Homo sapiens mutated in colorectal cancers (MCC), mRNA 


NM_00Q529 


Homo sapiens melanocortin 2 receptor (adrenocorticotropic hormone) (MC2R), 
mRNA 


NM_002386 


Homo sapiens melanocortin 1 receptor (alpha melanocyte stimulating hormone 

vananln^ /X ifP 1 T> \ —TJ XT A 

receptor) (MC1K), mRNA 


NM 0023oj 


Homo sapiens myelin basic protein (MBP), mRNA 


JNIVl UUZjoZ 


Homo sapiens MAX protein (MAX), mRNA 


XTA/T AA*T^*7Q 

NM 0023 /o 


Homo sapiens megakaryocyte-associated tyrosine kinase (MATK), mRNA 


NM 0023/6 


Homo sapiens MAP/nricrotubule affinity-regulating kinase 3 (MARK3), mRNA 


XTNyf AAAQQ8 


Homo sapiens monoamine oxidase B (MAOB), nuclear gene encoding 
imiocnonanai protein, mKJNA 


XTN/f AAO^OA 


Homo sapiens Microfibril-associated glycoprotein-2 (MAGP2), mRNA 


JNM UUZjO/ 


Homo sapiens melanoma antigen, family B, 4 (MAGEB4), mRNA 


NM 002365 


Homo sapiens melanoma antigen, family B, 3 (MAGEB3), mRNA j 


MM 002364 


Homo sapiens melanoma antigen, family B, 2 (MAGEB2), mRNA 1 


JNM 002363 


Homo sapiens melanoma antigen, family B, 1 (MAGEB1), mRNA j 


NM 002362 


Homo sapiens melanoma antigen, femily A, 4 (MAGEA4), mRNA 


MM 003682 


Homo sapiens MAP-kinase activating death domain (MADD), mRNA 


JNM 0023 d 1 


Homo sapiens MAX dimerization protein (MAD), mRNA 


XTN/T AAOICA 

NM_0023jO 


Homo sapiens v-yes-1 Yamaguchi sarcoma viral related oncogene homolog 

{L, I IN J, mKlN A 




riomo sapiens lympnocyte antigen o (LY75), mRNA 


NM_002347 


Homo sapiens lymphocyte antigen 6 complex, locus H (LY6H), mRNA 


JNM. vUZj^fO 


Homo sapiens lymphocyte antigen 6 complex, locus E (LY6E), mRNA 


NM_002345 


Homo sapiens lumican (LUM), mRNA 


INM 002344 


Homo sapiens leukocyte tyrosine kinase (LTK), mRNA 


iNM 002343 


Homo sapiens lactotransferrin (LTF), mRNA 


NM 000897 


Homo sapiens leukotriene C4 synthase (LTC4S), mRNA 


NM_003573 


Homo sapiens latent transforming growth factor beta binding protein 4 (LTBP4), 
mRNA 


NM 000752 


aawiiiu j>apicm> icuKijuiene o*f receptor ^cnemoiune receptor-iiKe i) (L»1154K.), 
mRNA 


NM 000895 


Homo sapiens leukotriene A4 hydrolase (LTA4H), mRNA 


NM_002340 


Homo sapiens lanosterol synthase (2,3-oxidosqualene-lanosterol cyclase) (LSS), 
mRNA 


NM 002338 


Homo sapiens limbic system-associated membrane protein (LSAMP), mRNA 


NM 002337 


Homo sapiens low density lipoprotein-related protein-associated protein 1 
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(alpna-2-macroglooulin receptor-associated protem 1) (LRPAP1), mRNA 


NM 002336 


Homo sapiens low density lipoprotein receptor-related protein 6 (LRP6), mRNA 


NM 002319 


Homo sapiens leucine-rich neuronal protein (LRN), mRNA 


NM 002317 


Homo sapiens lysyl oxidase (LOX), mRNA 


NM 002316 


Homo sapiens LEVI homeobox transcription factor 1, beta (LMX1B), mRNA 


NM 002315 


Homo sapiens L1M domain only 1 (rbombotm 1) (LMOl), mRNA 


NM 002312 


Homo sapiens hgase IV, DNA, ATP-dependent (UG4), mRNA 


NMJ302306 


Homo sapiens lectm, galactoside-binding, soluble, 3 (galectm 3) (LGALS3), 
mRNA 


NM 002303 


Homo sapiens leptin receptor (LEPR), mRNA 


NM 002302 


Homo sapiens leukocyte cell-derived chemotaxin 2 (LECT2), mRNA 


NM 001290 


Homo sapiens LM domain binding 2 (LDB2), mRNA 


NM 003893 


Homo sapiens LEM domain binding 1 (LDB1), mRNA 


NM 002299 


Homo sapiens lactase (LCT), mRNA 


NM_002297 


Homo sapiens lipocalin 1 protein migrating faster than albumin, tear 
prealbumin) (LCN1), mRNA 


NM 002296 


Homo sapiens lamin B receptor (LBR), mRNA 


NM 002291 


Homo sapiens laminin, beta 1 (LAMB1), mRNA 


NM 002289 


Homo sapiens lactalbumin, alpha- (LALBA), mRNA 


NM 002273 


Homo sapiens keratin 8 (KRT8), mRNA 


NM 002276 


Homo sapiens keratin 19 (KRT19), mRNA 


NM 002275 


Homo sapiens keratin 1 5 (KRT15), mRNA 


NM 002274 


Homo sapiens keratin 13 (KRT13), mRNA 


NM 002265 


Homo sapiens karyopherin (importin) beta 1 (KPNB1), mRNA 


NM 002267 


Homo sapiens karyopherin alpha 3 (importin alpha 4) (KPNA3), mRNA 


NMJ)02266 


Homo sapiens karyopherin alpha 2 (RAG cohort 1, importin alpha 1) (KPNA2), 
mRNA 


NM 000893 


Homo sapiens kininogen (KNG), mRNA 


NM_003679 


Homo sapiens kynurenine 3-monooxygenase (kynurenine 3 -hydroxylase) 
(KMO), mRNA 


NMJ)02258 


Homo sapiens killer cell lectin-like receptor subfamily B, member 1 (KLRB1), 
mRNA 


NM_002257 


Homo sapiens kallikrein 1, renal/pancreas/salivary (KLK1), mRNA 


NM 002256 


Homo sapiens KiSS-1 metastasis-suppressor (KISS1), mRNA 


NM_002255 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 4 (KIR2DL4), mRNA 


NM 002254 


Homo sapiens kinesin family member 3C (KIF3C), mRNA 


NM 003958 


Homo sapiens ring finger protein (C3HC4 type) 8 (RNF8), mRNA 


NM_003685 


Homo sapiens KH-type splicing regulatory protein (FUSE binding protein 2) 
(KHSRP), mRNA 


NMJ)02252 


Homo sapiens potassium voltage-gated channel, delayed-rectifier, subfamily S, 
member 3 (KCNS3), mRNA 


NM_002250 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 4 (KCNN4), mRNA 


NM_002249 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subiarmly N, member 3 (KCNN3), mRNA 


NMJ)02247 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, alpha member 1 (KCNMA1), mRNA 


NMJ)02244 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, inhibitor 1 
(KCNJN1), mRNA 


NM_002240 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 6 
(KCNJ6), mRNA 
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NM 002239 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 3 
(KCNJ3), mRNA 


NM_000891 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 2 
(KLNJ2), mKlNA 


NM_00224l 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 10 
(KCNJ10), mRNA 


NM_002238 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
member l (KCNHl), mRNA 


NM_002237 


Homo sapiens potassium voltage-gated channel, subfamily G, member I 
(KCNG1), mRNA 


NM_002236 


Homo sapiens potassium voltage-gated channel, subfamily F, member 1 

gflT /'TV TT* -t X T\ "VTA 

fKCNFl), mRNA 


NM.003636 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member 2 (KCNAB2), mRNA 


NM_003471 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member l (KCNABl), mRNA 


NM_002235 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 6 (KCNA6), mRNA 


NM_002234 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 5 (KCNA5), mRNA 


NM_002233 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 4 (K.C1NA4), mKNA 


XTTV/f AflOOT) 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
memoer j {jsx^ri aj ), mxUN a 


1N1V1 UvZZZy 


Homo sapiens jun B proto-oncogene (JUNB), mRNA 


INiVl UvJOOO 


Homo sapiens basic leucine zipper nuclear factor 1 (JEM-1) (BLZF1), mRNA 


IN1YI UUZZZ / 


Homo sapiens Janus kinase 1 (a protein tyrosine kinase) (JAK1), mRNA 


NM 003024 


Homo sapiens intersectin 1 (SH3 domain protein) (1TSN1), mRNA 


JNM UUz2z4 


Homo sapiens inositol 1,4,5-triphosphate receptor, type 3 (1TPR3), mRNA 


JNM UU2Z23 


Homo sapiens inositol 1,4,5-triphosphate receptor, type 2 (1TPR2), mRNA 


MM UU2221 


Homo sapiens inositol 1,4,5-trisphosphate 3-kinase B (ITPKB), mRNA 


JNM WZZZv 


Homo sapiens inositol 1,4,5-trisphosphate 3-kinase A (TTPKA), mRNA 


XTA/T noon i n 
JNM UUzziy 


Homo sapiens integral membrane protein 1 (TTM1), mRNA 


INM_UUzz 1 o 


Homo sapiens inter-alpha (globulin) inhibitor H4 (plasma Kallikrein-sensitive 
glycoprotein) (1TIH4), mRNA 


JNM UUzZlO 


Homo sapiens inter-alpha (globulin) inhibitor, H2 polypeptide (ITIH2), mRNA 


NM 002215 


Homo sapiens inter-alpha (globulin) inhibitor, HI polypeptide (1TIH1), mRNA 


XnM ouuooy 


Homo sapiens integrin, beta 7 (1TGB7), mRNA 


NM 002212 


Homo sapiens integrin beta 4 binding protein (TTGB4BP), mRNA 


NM 000213 j 


Homo sapiens integrin, beta 4 (1TGB4), mRNA 


NM_ 002211 


Homo sapiens integrin, beta 1 (fibronectm receptor, beta polypeptide, antigen 
CD29 includes MDF2, MSK12) (TTGB1), mRNA 


1NM_UUz21U 


Homo sapiens integrin, alpha V (vitronectin receptor, alpha polypeptide, antigen 
CD5 1 ) (ITGAV), mRNA ! 


iNM_uuzzuy 


Homo sapiens integrin, alpha L (antigen CD1 1 A (p!80), lymphocyte function- 
associated antiopri 1 • aliVha nnlvnf k ntiHf»\ (TVC^A T "i TnT?XTA 


NM 002206 


Homo sapiens integrin, alpha 7 (TTGA7), mRNA 


NM_002205 


Homo sapiens integrin, alpha 5 (fibronectm receptor, alpha polypeptide) 
(1TGA5), mRNA 


NM 003749 


Homo sapiens insulin receptor substrate 2 (IRS2), mRNA i 


NM 001571 


Homo sapiens interferon regulatory factor 3 (1RF3), mRNA 


NM 002198 i 


Homo sapiens interferon regulatory factor 1 (TRF1), mRNA 
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NM 002196 


Homo sapiens msulmoma-associated 1 (1NSM1), mRNA 


NM 002195 


Homo sapiens insulin-like 4 (placenta) (INSL4), mRNA , 


NMJ)01565 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 10 
(SCYB10),mRNA 


NM0Q2192 


Homo sapiens inhibin, beta A (activin A, activin AB alpha polypeptide) 
(INHBA), mRNA 


NM 001564 


Homo sapiens inhibitor of growth family, member 1-like (1NG1L), mRNA 


NM 003669 


Homo sapiens inactivation escape 1 (INE1), mRNA 


NM_000884 


Homo sapiens IMP (inosine monophosphate) dehydrogenase 2 (1MPDH2), 
mRNA 


NMJW0883 


Homo sapiens IMP (inosine monophosphate) dehydrogenase 1 (IMPDH1), 
mRNA 


NM 001557 


Homo sapiens interleukin 8 receptor, beta (1L8RB), mRNA 


NM 000634 


Homo sapiens interleukin 8 receptor, alpha (1L8RA), mRNA 


NM 002185 


Homo sapiens interleukin 7 receptor (IL7R), mRNA 


NM 000880 


Homo sapiens interleukin 7 (IL7), mRNA 


NM_002184 


Homo sapiens interleukin 6 signal transducer (gp 1 30, oncostatin M receptor) \ 
(IL6ST), mRNA 


NM 000565 


Homo sapiens mterleukin 6 receptor (IL6R), mRNA 


NM 000879 


Homo sapiens interleukin 5 (colony-stimulating factor, eosinophil) (IL5), mRNA 


\ti r r\r\f\e OA 

NM 000589 


Homo sapiens mterleukin 4 (IL4), mRNA 


NM 000588 


Homo sapiens interleukin 3 (colony-stimulating factor, multiple) (1L3), mRNA 


NM 000878 


Homo sapiens mterleukin 2 receptor, beta (IL2RB), mRNA 


NM 003854 


Homo sapiens interleukin 1 receptor-like 2 (EL1RL2), mRNA 


NM 002182 


Homo sapiens interleukin 1 receptor accessory protein (1L1RAP), mRNA 


NM 000877 


Homo sapiens interleukin 1 receptor, type I (IL1R1), mRNA 


NM 003853 


Homo sapiens interleukin 18 receptor accessory protein (EL18RAP), mRNA 


NM 003855 


Homo sapiens interleukin 18 receptor 1 (IL18R1), mRNA 


NM 001562 


Homo sapiens interleukin 18 (interferon-gamma-inducing factor) (IL18), mRNA 


NMJ)02190 


Homo sapiens interleukin 17 (cytotoxic T-lyniphocyte-associated serine esterase 
8)(IL17),mRNA 


NM 002189 


Homo sapiens interleukin 15 receptor, alpha (IL15RA), mRNA 


NM 002188 


Homo sapiens interleukin 13 (EL13), mRNA 


NM 001559 


Homo sapiens interleukin 12 receptor, beta 2 (IL12RB2), mRNA 


NM_002187 


Homo sapiens interleukin 12B (natural killer cell stimulatory factor 2, cytotoxic 
lymphocyte maturation factor 2, p40) (IL12B), mRNA 


NMJ)00882 


Homo sapiens interleukin 12A (natural killer cell stimulatory factor 1, cytotoxic 
lymphocyte maturation factor 1. p35) (IL12A), mRNA 


NM_000628 


Homo sapiens interleukin 10 receptor, beta (IL10RB), mRNA 


NM 001558 


Homo sapiens interleukin 10 receptor, alpha (IL10RA), mRNA 


NMJ)03639 


Homo sapiens inhibitor of kappa light polypeptide gene enhancer in B-cells, 
kinase gamma (KBKG), mRNA 


NM_003640 


Homo sapiens inhibitor of kappa light polypeptide gene enhancer in B-cells, 
kinase complex-associated protein (IKBKAP), mRNA 


XTTkiT A A 1 fill 

NM 001542 


Homo sapiens immunoglobulin superfamily, member 3 (IGSF3), mRNA 


INiVI UXjIjjD 


nomo bapiens lmmunogioouun supercamiiy, memoer i (JAjror 1 j, mKlNA 


NM 002180 


Homo sapiens immunoglobulin mu binding protein 2 (IGHMBP2), mRNA 


NM 001553 


Homo sapiens insulin-like growth factor binding protein 7 (IGFBP7), mRNA 


NM 000598 


Homo sapiens insulin-like growth factor binding protein 3 (IGFBP3), mRNA 


NM 000596 


Homo sapiens insulin-like growth factor binding protein 1 (IGFBP1), mRNA 


NM 001554 


Homo sapiens cysteine-rich, angiogenic inducer, 61 (CYR61), mRNA 


NM 000876 


Homo sapiens insulin-like growth factor 2 receptor (IGF2R), mRNA 
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vnwr aai ccf\ 
1N1V1 UOIDDU 


Homo sapiens interferon-related developmental regulator 1 (IFRD1), mRNA 


lNXVl UUZ I / / 


riomo sapiens mieneron, omega 1 (lriN w i ), mKJNA 


JNM UUZ1 /O 


Homo sapiens interferon, beta 1, fibroblast (IFNB1), mRNA 


INiVl OOUo/** 


Homo sapiens interferon (alpha, beta and omega) receptor 2 (DFNAR2), mRNA 


NM 002170 


Homo sapiens interferon, alpha 8 (TFNA8), mRNA 


1NM 002 loy 


Homo sapiens mterteron, alpha 5 (IFNA5), mRNA 


NM 002175 


Homo sapiens interferon, alpha 21 (IFNA21), mRNA 


NM 002173 


XT * * A t* ^ -4 m ^ /.Tit t A 4 ^^^T A 

Homo sapiens interferon, alpha 16 (IFNA16), mRNA 


NM 002172 


Homo sapiens mterferon, alpha 14 (IFNA14), mRNA 


NM 002171 


Homo sapiens interferon, alpha 10 (IFNA10), mRNA 


NMJW1549 


Homo sapiens interferon-induced protein with tetratricopeptide repeats 4 (DFIT4), 
mRNA 


NMJ)01548 


Homo sapiens interferon-induced protein with tetratricopeptide repeats 1 (EFIT1), 
mRNA 


NM_003641 


Homo sapiens interferon induced transmembrane protein 1 (9-27) (Ml Ml), 
mRNA 


NM 000204 


Homo sapiens I factor (complement) (IF), mRNA 


NM_;002168 


Homo sapiens isocitrate dehydrogenase 2 (NADP+), mitochondrial (IDH2), 
nuclear gene encoding mitochondrial protein, mRNA 


NMJ)01546 


Homo sapiens inhibitor of DNA binding 4, dominant negative helix-loop-helix 
protein (ID4), mRNA 


NM_002loo 


Homo sapiens inhibitor of DNA binding 2, dominant negative helix-loop-helix 
protein (H>2), mRNA 


NM_002165 


Homo sapiens inhibitor of DNA binding 1, dominant negative hehx-loop-hehx 
protein (ID 1 ), mRNA 


JNM 002160 


Homo sapiens hexabrachion (tenascin C, cytotactin) (HXB), mRNA 


XTAyf AAAQT1 

JNJVl OOOo/l 


Homo sapiens 5-hydroxytryptarnine (serotonin) receptor 6 (HTR6), mRNA 


XTXiT AAA0£A 

NM 000869 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 3A (HTR3A), mRNA 


XTNyf AAADiCO 

JNM 000868 


Homo sapiens 5-hydroxytiYptamine (serotonin) receptor 2C (HTR2C), mRNA 


XTA A AAAO/C7 

NM 000867 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 2B (HTR2B), mRNA 


XTA K AAAO£€ 

NM 000865 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor IE (HTR1E), mRNA 


XTA/T AAAQ/C/4 

JNM 000864 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor ID (HTR1D), mRNA 


XTA AT AAAO^TO 

NM 000863 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor IB (HTR1B), mRNA 


NM_000524 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 1 A (HTR1A), mRNA 


NM 002159 


Homo sapiens histatin 1 (HTN1), mRNA 


NM_002158 


Homo sapiens human T-cell leukemia virus enhancer factor (HTLF), mRNA 


NM 001541 


Homo sapiens heat shock 27kD protein 2 (HSPB2), mRNA 


NM 002155 


Homo sapiens heat shock 70kD protein 6 (HSP70B 1 ) (HSPA6), mRNA 


NM 001539 


Homo sapiens heat shock protein, DNAJ-like 2 (HSJ2), mRNA 


NMJ)00198 


Homo sapiens hydroxy-delta-5-steroid dehydrogenase, 3 beta- and steroid delta- 
isomerase 2 (HSD3B2), mRNA 


XTXjT AAAOi^O f 

1NM_000862 


Homo sapiens hydroxy-delta-5 -steroid dehydrogenase, 3 beta- and steroid delta- 
isomerase 1 (HSD3B1), mRNA 


INXVl UKJKfH i*t 


nomo sapiens nydroxysteroid (17-beta) dehydrogenase 4 (HSD17B4), mRNA 


XTAyf A A0 1 C 1 


Homo sapiens nydroxysteroid (17-beta) dehydrogenase 2 (HSD17B2), mRNA 


NM 000413 


11U111U aapiciio iijruiuAysteroiQ ^i f-vGxa) uenyarogenase i yrioui id i ), rnjKJNA 


NM 000196 


Homo sapiens nydroxysteroid (1 1-beta) dehydrogenase 2 (HSD1 1B2), mRNA 


NM_002151 


Homo sapiens hepsin (transmembrane protease, serine 1) (HPN), mRNA 


NM 000860 


Homo sapiens hydroxvprostaglandin dehydrogenase 15-(NAD) (HPGD), mRNA 


NM_002150 


Homo sapiens 4-hydroxyphenylpyruvate dioxygenase (HPD), mRNA 


NM 002143 


Homo sapiens hippocalcin (HPCA), mRNA 


NM 002148 


Homo sapiens homeo box D10 (HOXD10), mRNA 
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xn/ nno 1/1*7 
WM. UUzl4/ 


TTama i ii ■ i i rn i i i \% n«w\AA l*j-v->r I_l /TTAVT>C\ __.T)\T A 

Homo sapiens nomeo box J35 (HUXBj), mKlNA 


JNM U02140 


Homo sapiens nomeo box Hi (HUXB3), mRNA 


NM 002145 


TT -linn **** Mi J am twu M <-> n n la. a. ^ ^T ^_^TP\ *\ \ ^_TMT A 

Homo sapiens nomeo box B2 (HOXB2), mRNA 


NM 002144 


Homo sapiens homeo box Bl (HOXB 1), mRNA 


NM 002142 


TT * t _ ... . 1_ ^ A f\ /tt/\V A f\\ T*"VT A 

Homo sapiens nomeo box A9 (HOXA9), mRNA 


NM 002141 


TT _ _ ^ _ * !_ _ _ 1 A A /T T^K^T A jt X T* VTA 

Homo sapiens nomeo box A4 (HOXA4), mRNA 


NM 000522 


Homo sapiens homeo box A13 (HOXA13), mRNA 


NM 002139 


Homo sapiens RNA binding motif protein, X chromosome (RBMX), mRNA 


NM 000457 


Homo sapiens hepatocyte nuclear factor 4, alphaJHNF4A), mRNA 


NM_002135 


Homo sapiens nuclear receptor subfamily 4, group A, member 1 (NR4A1), 
mRNA 


NM 002133 


Homo sapiens heme oxygenase (decycling) 1 (HMOX1), mRNA 


NM_002131 


Homo sapiens high-mobility group (nonhistone chromosomal) protein isoforms I 
and Y (HMGIY), mRNA 


NMJ)02130 


Homo sapiens 3-hydroxy-3-methylglutaryl-Coenzyme A synthase 1 (soluble) 
(HMGCS1), mRNA 


NM_002128 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 1 
(HMG1), mRNA 


NM 000190 


Homo sapiens hydroxymethylbilane synthase (HMBS), mRNA 


NM 002126 


Homo sapiens hepatic leukemia factor (HLF), mRNA 


NM_00153i 


Homo sapiens major histocompatibility complex, class I-like sequence 
(HLALS), mRNA 


NM 002127 


Homo sapiens HLA-G histocompatibility antigen, class I, G (HLA-G). mRNA 


*V «T A A A * A A 

NMJ)02123 


Homo sapiens major histocompatibility complex, class EE, DQ beta 1 (HLA- 
DQB1), mRNA 


NM_001530 


Homo sapiens hypoxia-inducible factor 1, alpha subunit (basic helix-loop-helix 
transcnption factor) (HEFIA), mRNA 


NM 001528 


Homo sapiens HGF activator (HGFAC), mRNA 


NM_000187 


Homo sapiens homogentisate 1,2-dioxygenase (homogentisate oxidase) (HGD), 

T> "XT A 

mRNA 


NM 000410 


Homo sapiens hemochromatosis (HFE), mRNA 


NM 000186 


Homo sapiens H factor 1 (complement) (HF1), mRNA 


NM 003865 


Homo sapiens homeo box (expressed in ES cells) 1 (HESX1), mRNA 


V T** AT A J\ A "4 "4 A 

NM 002112 


Homo sapiens histidine decarboxylase (HDC), mRNA 


NM 002110 


Homo sapiens hemopoietic cell kinase (HCK), mRNA 


NM 003642 


Homo sapiens histone acetyltransferase 1 (HAT1), mRNA 


NM 001523 


Homo sapiens hyaluronan synthase 1 (HAS1), mRNA 


NM_000183 


Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase/3-ketoacyl-Coenzyme 
A thiolase/enoyl-Coenzyme A hydratase (trifunctional protein), beta subunit 
(HADHB), mRNA 


NMJ)00l82 


Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase/3-ketoacyl-Coenzyme 
A tniolase/enoyl-Coenzyme A hydratase (trifunctional protein), alpha subunit 
(HADHA), mRNA 


1NM UU3 j4o 


TT ^ - - * . XT A 1 • * • 1 A k+w W A T^A \ a 

Homo sapiens H4 histone, family 2 (H4F2), mRNA 


NM 003547 


Homo sapiens H4 histone femily, member L (H4FL), mRNA 


NM 003544 i 


xauuiu bdpiens xm msione ianuiy, memoer i ^Ji4rlj, mKJNA 


NM 003493 


Homo sapiens H3 histone family, member T (H3FT), mRNA 


NM 003537 


Homo sapiens H3 histone femily, member L (H3FL), mRNA 


NM 003534 


Homo sapiens H3 histone family, member H (H3FH), mRNA 


NM 003532 


Homo sapiens H3 histone family, member D (H3FD), mRNA 


NM 003531 


Homo sapiens H3 histone family, member C (H3FC), mRNA 


NM 003530 


Homo sapiens H3 histone family, member B (H3FB), mRNA 
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NM 003529 


TTattio ^aniens Hi hi^rfrmp fjirrvilv twpmKw A /ff^FA^ mRMA 
xxvuivj oa|/ivrxxo ixj ixiovv/iig xalllliy, IllCIXlUd /\ \^TxJX^<rYi, 111Xv1^i/\. 


NM 002107 

1 'IIVX \J\J£* IV// 


T-fnmn Qar»iens HI fiiotonp fnmilv 1A rHlT^ A^ mPNA 

XX Will OClLiFXwXXO 1U lliOlVHlW, XaXllll jr Jr\. ^XXJX JA y j IXlTxX^**. 


NM 001528 


TTattia Qarnpn^ H2R hiotAnp fnrmKr mptnVipr O /TT9'RT«fY\ mPMA 
xxuxiivi oapivxxo i i.f.i.y xxloluxxg xaixxiijr , IxxCIIxOCr v^/ ^Xl— Dx y^j IllxxxN/Y 


NM 001526 


XxUxxlu oapicxxs IUD lxlaUixxC 1 dl Hilly, inCxliUCl ^xx_.J3FX-»^, IlxXvxN/\ 


NM 003525 

X^IXVX \J\1JJ£*J 


AXUlillr OclLJXwXXO ll^iJ XXlolVJllv Xalllliy, LUCillX/WI XV. ^XX_Dxl\J, JLUXviN/\ 


NM 001524 


Unmn carvipriQ H2T^ Viicfnnp •fam-iKr mpmKpr T /TT'?'RT«r\ mPXT A 

xiuiiiu oapiwiio xx_ #xj xxioiunc xauiiiy, ixicrnucr j \jnut ,dtj j 9 xtixvLNx\ 


NM 001521 

XiXVX VVJJiJ 


xiuxxiu bapiciid n_*D iiibiunc xauuiy, ineinocr xx. ^xi_-x3rxi miviN A 


NM 003522 


Homo sapiens H2B histone family, member G (H2BFG), mRNA 


N\yf ftni^lR 


xiomo sapiens xizo nisione iamiiy, member a (rlxiirAj, mKNA 


NM 002106 


Homo sapiens H2A histone family, member Z (H2AFZ), mRNA 


JNJV1 UUjjIO 


Homo sapiens JtiZA Histone tamily, member U (rlzArO), mRNA 


xtx/t aaicio 

iMJVl UloDU 


Homo sapiens hza ni stone tamily, member M (HZArMj, mRNA 


INJVl UUJD1Z 


xiomo sapiens riZA Histone tamily, member L (H2ArL), mRNA 


JNM.__UU.30lZ 


Homo sapiens sema domain, immunoglobulin domain (Ig), and GPI membrane 
ancnor, ^semapnonnj /A (oJdxYIA/AJ, mKNA 


xN1Vx__UUZ lU*f 


Homo sapiens granzyme K (serine protease, granzyme 3; tryptase TS) (GZMK), 
mRNA 


xNlvl UUZIUj 


Homo sapiens glycogen synthase 1 (muscle) (GYS1), mRNA 


xNlVl UUZ1UZ 


Homo sapiens glycophorin E (GYPE), mRNA 


xNlVl UUUlOl 


Homo sapiens giucuromaase, beta (OUoiij, mKNA 


xNlVl \J\J UoJO 


nomo sapiens guanyiate Kinase i (vjUJvi ), mKNA 


NM on 1^9^ 


riomo sapiens guanyiate cyclase zr, retinal (JjUC YzrJ, mRNA 


NM_000180 


Homo sapiens guanyiate cyclase 2D, membrane (retina-specific) (GUCY2D), 

ttVP\J A 


NM 000857 


Homo sapiens guanyiate cyclase 1, soluble, beta 3 (GUCY1B3), mRNA 


xNJVl UUUoJO 


nomo sapiens guanyiate cyclase 1, soluble, alpha 3 (GUCY1A3), mRNA 


NM 000855 


Homo sapiens guanyiate cyclase 1, soluble, alpha 2 (GUCY1A2), mRNA 


xr\/f aaa/iaa 
JNJV1 UUU4UI? 


Homo sapiens guanyiate cyclase activator 1A (retina) (GUCA1 A), mRNA 


NM_001517 


Homo sapiens general transcription factor EH, polypeptide 4 (52kD subunit) 

(r^> TITO HIT /I N M D\TA 

(\jrlrzx-14), mKNA 


XTA>T AAOHO/C 

JNjVLJUUzUyo 


Homo sapiens general transcription factor IIF, polypeptide 1 (74kD subunit) 
(GTF2F1), mRNA 


JNM_UUZUyj 


Homo sapiens general transcription factor HE, polypeptide 2 (beta subunit, 
34kD) (GTF2E2), mRNA 


XTTkyf AAICIO 
1N1V1__UU 1 J 1 J 


Homo sapiens glutathione transferase zeta 1 (maleylacetoacetate isomerase) 
(GSTZ1), mRNA 


NM 000R51 


Homo sap 


iens glutathione S-transferase theta 1 (GSTT1), mRNA 


NM 000R51 


Homo sap 


iens glutathione S-transferase M5 (GSTM5), mRNA 


NM 000850 


Homo sap 


iens glutathione S-transferase M4 (GSTM4), mRNA 


NM 000R4Q 


Homo sap 


iens glutathione S-transferase M3 (brain) (GSTM3), mRNA ] 


NM 000848 

x^ixvx \i\j\JOrro 


Homo sap 


iens glutathione S-transferase M2 (muscle) (GSTM2), mRNA 


NM 001 S12 

X^IXVX. w 1J IX 


Homo sap 


iens glutathione S-transferase A4 (GSTA4), mRNA 


NM 000846 


Homo sap 


iens glutathione S-transferase A2 (GSTA2), mRNA 


NM 000178 


Homo sap 


iens glutathione synthetase (GSS), mRNA 


NM 002004 


Homo sap 


iens Gl to S phase transition 1 (GSPT1), mRNA 


NM 000177 


Homo sap 


iens gelsolin (amyloidosis, Finnish type) (GSN), mRNA 


NM 002093 


Homo sapi 


iens glycogen synthase kinase 3 beta (GSK3B), mRNA 


NM 002092 


Homo sapi 


tens G-rich RNA sequence binding factor 1 (GRSF1), mRNA 


NM 002091 


Homo sapi 


ens gastrin-releasing peptide (GRP), mRNA 


NM 002090 


Homo sapi 


ens GR03 oncogene (GR03), mRNA 


NM 002089 I 


Homo sapi 


ens GR02 oncogene (GR02), mRNA 


NM 001511 


Homo sapi 


ens GROl oncogene (melanoma growth stimulating activity, alpha) \ 
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(GROl), mRNA 




no mo Sapiens granuun ^vjisIN ), nUvCS A 


iNJYL UUUO*f J 


xiomo Sapiens giuramaie receptor, meiaootropic o (UKiYio J, mKJNA 


1N1V1 VUU 0*t*f 


xiomo sapiens giutamate receptor, metaDotropic / (CjKM/), mKJNA 


iilvl UUU541 


jciomo sapiens giutamaie receptor, meiaootropic 4 (CjrKM4), mKJNA 


NM 000840 


Homo sapiens giutamate receptor, metabotropic 3 (GRM3), mRNA 


JNJYI_UUU1 /O 


Homo sapiens nuclear receptor subfamily 3, group C, member 1 (NR3C1), 

ml? XT A 


ma/t Annan 

1N1V1 UUUo D 1 


xiomo sapiens giutamate receptor, lonotropic, Jcamate 3 (CjKJK3), mRNA 


iNiVl VUUOJU 


riomo sapiens giutamate receptor, lonotropic, kamate l ((jKIrvl), mRNA 


JNIY1 UUZU50 


Homo sapiens growth factor receptor-bound protein 2 (GRB2), mRNA 


INiYl_UUZUoJ 


Homo sapiens glutathione peroxidase 4 (phospholipid hydroperoxidase) (GPX4), 

•ml? XT A 

rnjtvJNA 


INIYl UUZUoJ 


Homo sapiens glutathione peroxidase 2 (gastrointestinal) (GPX2), mRNA 


NM 002082 


Homo sapiens G protein-coupled receptor kinase 6 (GPRK6), mRNA 


1NJYL UU13U4 


Homo sapiens G protein-coupled receptor 9 (GPR9), mRNA 


NM 001508 


Homo sapiens G protein-coupled receptor 39 (GPR39), mRNA 




Homo sapiens G protein-coupled receptor 38 (GPR38), mRNA 


XTK/T AA1 C(\/l 


Homo sapiens G protein-coupled receptor 32 (GPR32), mRNA 


JNM OOIjUj 


Homo sapiens G protein-coupled receptor 30 (GPR30), mRNA 


XTA jf /\Ai r An 

JNM_ 001503 


Homo sapiens glycosylphosphatidylinositol specific phospholipase Dl (GPLD1), 

«m*DXTA 

mKNA 


NM_000408 


Homo sapiens glycerol-3-phosphate dehydrogenase 2 (mitochondrial) (GPD2), 
mRNA 


INM 001448 


Homo sapiens glypican 4 (GPC4), mRNA 


NM 002081 


Homo sapiens glypican 1 (GPC1), mRNA 


XTTV yf AHA 1*7/1 

JNJVl 000174 


Homo sapiens glycoprotein DC (platelet) (GP9), mRNA 


NM 000173 


Homo sapiens glycoprotein lb (platelet), alpha polypeptide (GP1BA), mRNA 


NMJ)02080 


Homo sapiens glutamic-oxaloacetic transaminase 2, mitochondrial (aspartate 
aminotransferase 2) (GOT2), nuclear gene encoding mitochondrial protein, 
mRNA 


XTTV if AA**ATA 

NM_002079 


Homo sapiens glutamic-oxaloacetic transaminase 1, soluble (aspartate 
aminotransferase 1) (GOT1), mRNA 


NM_002076 


Homo sapiens glucosamine (N-acetyl)-6-sulfatase (Sanfilippo disease OTP) 
(GNS), mRNA 


XTTV K AA1CA1 

NM 001501 


Homo sapiens gonadotropin-releasing hormone 2 (GNRH2), mRNA 


NM_000825 


Homo sapiens gonadotropin-releasing hormone 1 (leutinizing-releasing 
hormone) (GNRH 1 ), mRNA 


NM.002075 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 3 
(UNB3), mRNA 


NM_002073 


Homo sapiens guanine nucleotide binding protein (G protein), alpha z 
polypeptide (GNAZ), mRNA J 


NM_000172 


Homo sapiens guanine nucleotide binding protein (G protein), alpha transducing 
activity polypeptide 1 (GNAT1), mRNA 


NM_002072 


Homo sapiens guanine nucleotide binding protein (G protein), q polypeptide 
f GNACfi mRNA 


NM_002071 


Homo sapiens guanine nucleotide binding protein (G protein), alpha activating 
activity polypeptide, olfactory type (GNAL), mRNA 


NM 002070 \ 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
activity polypeptide 2 (GNAI2), mRNA 


NM_002068 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 15 (Gq 
class) (GNA15), mRNA 
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NM 002067 


Homo saniens piianme TiucleotirtV HmHrna nrotetn (G Twotein^ alnha 1 1 (Crn 

ilUUIU oauiwua £jl*OI III IU UUvlvUUUC L/UlLUllii LUvlvlii ^VJ ^/k\JW*iAkjy CllyJLLa 1 A ( VJU 

class^fGNAin mRNA 


NM 003875 


Homo ^aniens eiianine moTinlio<inhatp svnthetase ( OMPS^ mRNA 


NM 002066 

l^AVX VV6VVU 


Wnmn Qanipn*! OPT ancViorpH molpnilf* liVp lrrntein ffTMT ^ mRNA 

XXLfXUL? OcliyiV>110 VJX X OXlLfXlLH lXllJICvUlC liXWVy pi U lb XXL y\JiVX-Ls J) XllXVl^lXV 


NM 001500 


Homo sapiens GDP-mannose 4,6-dehydratase (GMDS), mRNA 


NM 002065 


xil/uil? oapivxio giuiaxxiai^~aiiiiiiLJiiia ligaoc ^lmoiimiP oyxiuiaDCj ^vji_/\jx^ j t xxxxVLNA. 


NM 002064 

XN1YX UVaUITT 


TTomn c»tyiptic (yliit5*T<*fl<VK'fn ftlrtAlfraricfAracf^ (CW TJY^ mPMA 
xxuxiiu oapiciio giuuu LsLIL/axu ^lluuiu. allOlLa aot ) x^xvrv j 9 xxxxxiN/A. 


NM 000824 

X^XYX UUuOAt 


TTfvmrv cQT^i#*nc crlvcinR npr»j*ntnr K*»fa ( CX\ mT?TvJ A 

XXUlXivJ oapivXXo giyi/Xilw 1 LTL/WLJ ILH , UvlA \\JX^XVJ-> /j XXlLVX^.TV 


NM 002063 


Homo sapiens glycine receptor, alpha 2 (GLRA2), mRNA 


"MM 009060 


liuino sapiens giucagon-uKc pepoae l receptor ^vxLx ix\j, mx\JN a 


MM AAA 1 7H 
iNIVI_Uv/U 1 /If 


nomo sapiens glycine aenyarogenase ^aecarDOxyiaang, giycme aecarooxyiase, 
glycine cleavage system protein r j ^ijujoj, rniviN/v 




xxomo sapiens gaiacxosiuase, aipna v.vji^r\j t nusJN a 


"MM AAA 1 fH 
INiYl UUUIO/ 


xiomo sapiens glycerol Kinase ^vjivj, niKiN a 


"NTM" AAA 166 

xNxYx_UUU 1 OD 


xiomo sapiens gap junction protein, oeia i, dzku ^connexin jz, v^narcot-jviarie- 


NM 002060 


XxvlxxiVi EK&piCxxo gap JUIlv/UUxI piUlvixl, axpilU *+, J / JUL/ ^CUIinCAin j ^VJJ/\rrJ 9 lTlXVLN/\ 


NM 000164 

1^1 1VX WW X LI*T 


xiuinu bapiciio gaou.lL/ xiiixiDiiiiry puiypcpuuc receptor \\jurx\.j t itiivlna. 


NM 000821 


XXL/ 1X1 U oapivilo 5IUWUI 11LH1UU11C iwlwaolxlg llUllilLlllC IvLrCpiUI y\J±lJSSlJ\.j i IIlivlN/\ 


NM 000161 

xixvx uuy luj 


xxLJlllL/ oa.pi Clio glU Will XIUIUIUIIC I CCCp LUi ^VJlxXv y, llixvLNrV 


NM 000821 


Homo sapiens gamma-glutamyl carboxylase (GGCX), mRNA 


"MM AA14Q^ 


riomo sapiens vjJL/iNr iamny receptor aipna z ^ijrxvAZ mivjNi a 


NM 002055 


Homo sapiens glial fibrillary acidic protein (GFAP), mRNA 


"MM" AA3Q/H 


riomo sapiens geneinoiiin 1 ^vjnjNA-J4i4j, mKiNA 


tJlvf AAA^IA 
INiYl Ul/v«? l*t 


xiomo sapiens gnai cen aenveQ neurotropmc iactor ^vjuiNr j, mKJNA 


XTVf AA14Q1 


xiomo sapiens yjur cnssociation inniDitor l (urL/ii), mKlNA 


1MM 0.0.1401 
1NxVJL_UU 1 


xiomo sapiens giucosammyi ^lN-aceryi^ iransierase z, i-Drancnxng enzyme 

\\JolN nuviN A 




xiomo sapiens giucosammyi ^iN-aceryij Uansierase i, core jl {Jdcxsl- i ,o-ri- 

ovC lyi^l UCLFoaJ 1 1 1 H y l H allolCI doC ) \\J\*,iM IIxxxlNrV 


NM 000160 


Homo sapiens glucagon receptor (GCGR), mRNA 


NM 002054 


Homo sapiens glucagon (GCG), mRNA 


KnVT AAI/IQ^ 
JNJVl UUIhoD 


Homo sapiens gastrulation brain homeo box 2 (GBX2), mRNA 


iNlVl UUiHOJ 


xiomo sapiens giioDiasioma ampimeo sequence ^vjxjao mKJNA 


xjivyr A AO Ail 8 


xiomo sapiens growtti airest-specitic l (vjAol), mKlNA 


MM AH14R1 
INlYl UUI'tOI 


xiomo sapiens growm arrest-specinc 1 1 (vjAo i i j, mxuN a 


MM 0H0R1Q 
i>uyi_vi/vo i y 


xiomo sapiens pnospnonuosyigiycmamiae ionnyiiransrerase, 
pnuopuuixLH/syigiycmamiQe synmeiase, pnospnonDOsyiammoimiuazoie 
svnthetase TGARTi -mRNA 


NM 002045 


•«-XL»iiil> oapivxio giuwul aoMiClateu piL/LCill tJ ^VXrUT *tJ IIJivtN/\ 


NM 003614 

1>1VX vvJUl^ 


xxL/uiL/ oapiQixo ftalaxlILl iCCCptUT J ^Vj/\J_JNJ ^, IIUVlNr\ 


NM 0001 54 


xxuxuli oapicilo gaJdCLUiUIlaoC 1 ^VJ/\X*1VI IIlxVLNrV 


NM 001477 


Homo ^arnpn^ Cr nntiaf*n TR /TJ A OT?TR^ mPMA 
xx wiiid dapicxxo VJ axiugeil ID \ \jr\\JlJ ID), xlllVlNri. 


NM 001476 


Homo sapiens G antieen 6 (GAGE6), mRNA 


NM 001 47S 


xiuiiiu oapienb vj antigen o ^vjAvjxiD ), rnxviN a 


NM 001474 


Homo sapiens G antigen 4 (GAGE4), mRNA 


NM 001473 


Homo sapiens G antigen 3 (GAGE3), mRNA 


NM 001472 


Homo sapiens G antieen 2 (GAGE2), mRNA 


NM 001468 


Homo sapiens G antigen 1 (GAGE1), mRNA 


NM_000818 


Homo sapiens glutamate decarboxylase 2 (pancreatic islets and brain, 65kD) 
(GAD2), mRNA 


NM 002043 


Homo sapiens ganinm-ainxnobutyric acid (GABA) receptor, rho 2 (GABRR2), 
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niKINA 


NM_002042 


Homo sapiens gamma-amino Dutync acid. ((jrABA; receptor, rno I (UAJdKJKI), 

-WD XT A 

mKJNA 


NM_000402 


Homo sapiens glucose-6-phosphate dehydrogenase (G6PD), nuclear gene 
encoding rrutocnoBanai protein, mKJN a 


NM 001469 


Homo sapiens thyroid autoantigen 70kD (Ku antigen) (G22P1), mRNA 




Homo sapiens r i in oncogene related to oKC, rtxtc, i .bo x IN), mKJNA 


NM 002036 


Homo sapiens Duffy blood group (FY), mRNA 


NM 002035 


Homo sapiens follicular lymphoma variant translocation 1 (FVT1), mRNA 


NM.000150 


Homo sapiens fucosyltransferase 6 (alpha (1,3) fiicosyltransferase) (FUT6), 
mRNA 


NM_002034 


Homo sapiens fucosyltransferase 5 (alpha (1,3) fucosyltransferase) (FUT5), 
mRNA 


NM_002033 


Homo sapiens fucosyltransferase 4 (alpha (1,3) fiicosyltransferase, myeloid- 

„.„ _ • iS _\ /T7TTnr>!\ , ,,T>>T A 

specific) (FUT4), mRNA 


NM_000149 


Homo sapiens fucosyltransferase 3 (galactoside 3(4)-L-fucosyltransferase, Lewis 

Ua^I M> Mm «ma1h/4aa\ /WlTi\ __t>XT A 

DJood group included) (r u 1 3), mKJNA 


INJVl UUUO 1 1 


Homo sapiens fucosyltransferase 2 (secretor status included) (FUT2), mRNA 


INM__UUU14o 


Homo sapiens fucosyltransferase 1 (galactoside 2-alpha-L-fiicosyl transferase, 
Bombay phenotype included) (FUT1), mRNA 


INJVl UwH/ 


jiomo sapiens iucosiuase, aipna-JL- 1, tissue (rutAi ), itikjna 


JNM UUZUJZ 


Homo sapiens ferritin, heavy polypeptide 1 (FTH1), mRNA 


INJVl UUUl*fO 


Homo sapiens follicle stimulating hormone receptor (FSHR), mRNA 


INJVl UUUD IU 


Homo sapiens follicle stimulating hormone, beta polypeptide (FSHB), mRNA 


INJVl UUJWj 


Homo sapiens frizzled-related protein (FRZB), mRNA 


JNiVl UUUl*t*t 


nomo sapiens rrieareicn ataxia ^rivUA), mKJNA 


JNiVl UUl**OZ 


Homo sapiens formyl peptide receptor-like 1 (FPRL1), mRNA 


IN1V1 UUZUZI7 


Homo sapiens formyl peptide receptor 1 (FPR1), mRNA 


xjm" finish 8 

IN1V1 WdOjO 


riorao sapiens iucose-i-pnospnate guanyiyiiransierase ^rirvyi ), mKJNA 


INJVl UUZUZ/ 


nomo sapiens iamesyitransierase, laaa dox, aipna ^rJN l A), mKJNA 


INJVl UUZUZD 


Homo sapiens uague a mental retardation z (tjvlkz), mKJNA 


JNiVl UUZUZ4 


Homo sapiens iragiie a mental retardation i (rJYLK.i ), niKJN a 


NM_001461 


Homo sapiens flavin containing monooxygenase 5 (FMOS), mRNA 


JNM UUZUZZ 


Homo sapiens flavin containing monooxygenase 4 (FM04), mRNA 


XiXif AA1 ACf\ 

MM UUl4o0 


Homo sapiens flavin containing monooxygenase 2 (FM02), mRNA 


XTTV/T AAOA01 

JNIVL UUZUZI 


Homo sapiens flavin containing monooxygenase 1 (FMOl), mRNA 


XTAjT AAOAOA 


Homo sapiens tms-reiated tyrosine Kinase 4 (i*L14), mKJNA 


JNM UU1*07 


Homo sapiens fins-related tyrosine kinase 3 ligand (FLT3LG), mRNA 


XTAyf AA9A1Q 
IN JVl__UUZl/ 1 y 


Homo sapiens fins-related tyrosine kinase 1 (vascular endothelial growth 
iactor/ vascuiar penneaouity iactor receptorj ^ri^i i j, tilkina 


1NXV1 vUifJj 


xiomo sapiens iorjcnead dox L/jA ^rL/AUjAj, mKJNA 


NM 001453 


Homo sapiens forkhead box CI (FOXC1), mRNA 


MTVT A A 1 A < 1 
INM UU14M 


xlomo sapiens torKnead box r 1 (rUAi* 1), mKJNA 


NM 001450 


Homo sapiens four and a half LIM domains 2 (FHL2), mRNA 


XTA/T AA1 /MO 

INM UU144y 


Homo sapiens tour and a half LIM domams 1 (FHL1), mRNA 


NM 002019 


riuiiiu dapiciib uague msticune tnaa gene ^rxxii ), nuviNri 


NM 000143 


Homo sapiens fumarate hydratase (FH), mRNA 


NM_002002 


Homo sapiens Fc fragment of IgE, low affinity II, receptor for (CD23A) 
(FCER2), mRNA 


NM 002001 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; alpha polypeptide 
(FCER1A), mRNA 


NM 002000 


Homo sapiens Fc fragment of IgA, receptor for (FCAR), mRNA 
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INJVl UUjoj/ 


Jbiomo sapiens tructose- 1 ,o-Dispnospnatase z (riirzj, tiikjna 


XTN/T AAlOOfi 


Homo sapiens novum /. {rnLrU,), mKJN A 


NM 003923 


Homo sapiens forkhead box HI (FOXH1), mRNA 


XTX K AA*3ACA 

NM 003950 


Homo sapiens coagulation factor II (thrombin) receptor-like 3 (F2RL3), mRNA 


XTTVVT AAimC 

NM oojy/j 


Homo sapiens SH2 domain protein 2A (oH2D2A), mRNA 


XTKvT AAl/l/fA 

NM 001440 


TT _ _ ._f_.._ _^ ,_ A ^ „ X j A* _^ ^ _ \ » O / 1 y\f r |^ 1 0\ T% "V T A 

Homo sapiens exostoses (multiple)-like 3 (KXTL3), mRNA 


NM 001988 


Homo sapiens envoplakin (EVPL), mRNA 


NM 001985 


Homo sapiens electron-transfer-flavoprotein, beta polypeptide (ETFB), mRNA 


NM_000126 


Homo sapiens electron-transfer-flavoprotein, alpha polypeptide (glutaric aciduria 
IT) (ETFA), nuclear gene encoding mitochondrial protein, mRNA 


NM 001438 


Homo sapiens estrogen-related receptor gamma (ESRRG), mRNA 


NM 000125 


Homo sapiens estrogen receptor 1 (ESR1), mRNA 


NM 000123 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 5 (xeroderma pigmentosum, complementation group G 
(Cockayne syndrome)) (ERCC5), mRNA 


NM_001983 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 1 (includes overlapping antisense sequence) (ERCC1), 
mRNA 


X"TX X AAftCAl 

NM 000502 


Homo sapiens eosinophil peroxidase (EPX), mRNA 


XTXjT AA1H01 

NM_00l981 


Homo sapiens epidermal growth factor receptor pathway substrate 15 (EPS 15), 
mRNA 


NM 000799 


Homo sapiens erythropoietin (EPO), mRNA 


\r» AA1AOA 

NM 001980 


Homo sapiens epimorphin (EPIM), mRNA 


NM 001431 


Homo sapiens erythrocyte membrane protein band 4.1-like 2 (EPB41L2), mRNA 


XTX K AA1 

NM 001430 


Homo sapiens endothelial PAS domain protein 1 (EPAS1), mRNA 


XTA iC A A 1 AVT 

NM 001977 


Homo sapiens glutamyl aminopeptidase (aminopeptidase A) (ENPEP), mRNA 


NM_001974 


Homo sapiens egf-like module containing, mucin-like, hormone receptor-like 
sequence l (EMRl), mRNA 


"XTX K f\f\ 1 A*\C 

NM 001425 


Homo sapiens epithelial membrane protein 3 (EMP3), mRNA 


XTk T AA1 A^%A 

NM 001424 


Homo sapiens epithelial membrane protein 2 (EMP2), mRNA 


NM 001423 


Homo sapiens epithelial membrane protein l (EMPl), mRNA 


NM 001421 


Homo sapiens E74-like factor 4 (ets domain transcription factor) (ELF4), mRNA 


NM_001419 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like l (Hu 
antigen R) (ELAVLl), mRNA 


NM 001972 


Homo sapiens elastase 2, neutrophil (ELA2), mRNA 


NM 001970 


Homo sapiens eukaryotic translation initiation factor 5A (EIF5A), mRNA 


NM_001418 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 2 (EIF4G2), 
mRNA 


NM_003732 


Homo sapiens eukaryotic translation initiation factor 4E binding protein 3 
(EIF4EBP3), mRNA 


NM 001968 


Homo sapiens eukaryotic translation initiation factor 4E (EIF4E), mRNA 


NM001416 


Homo sapiens eukaryotic translation initiation factor 4A, isoform l (EIF4A1), 
mRNA 


NM_003753 


Homo sapiens eukaryotic translation initiation factor 3, subunit 7 (zeta, 66/67kD) 
(EIF3S7), mRNA 


"MM OOHfiR 


Homo sapiens eukaryotic translation initiation factor 3, subunit 6 (48kD) 
(EIF3S6), mRNA 


NM_003754 


Homo sapiens eukaryotic translation initiation factor 3, subunit 5 (epsilon, 47kD) 
(EIF3S5),mRNA 


NM_003757 


Homo sapiens eukaryotic translation initiation factor 3, subunit 2 (beta, 36kD) 
(EIF3S2), mRNA 


NM 003750 


Homo sapiens eukaryotic translation initiation factor 3, subunit 10 (theta, 
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150/170kD) (EIF3S10), mRNA 


NMJ)01415 


Homo sapiens eukaryotic translation initiation factor 2, subunit 3 (gamma, 52kD) 

/rn?noo\ -T>\T a 

(EIF2S3), mRNA 


NM_003908 


Homo sapiens eukaryotic translation initiation iactor z, suDumi z ^oeta, jokd ) 
(tilrZoZfy mKXNA 


XT\ A" f\f\ 1 

NM_0019oo 


Homo sapiens enoyi-uoenzyme a, nyuratase/ j -nyuroxyacyi coenzyme a 
oenycirogeriase ^iixiajl'xI j, nuciear gene encoding miiocnonanai protein, 
mKJNA 


NM 001965 


Homo sapiens early growth response 4 (EGR4), mRNA 


NM 001964 


Homo sapiens early growtn response l (iiUKi ), mKJNA 


NM 001406 


Homo sapiens ephrm-Joj (KrNi33), mRNA 


NM 001962 


TT . „. — — 1 - - _ 1 * A 4? /T7TTK.T A C\ — T\X T A 

Homo sapiens epnrin-A5 (KbNA!>), mRNA 


NM_001405 


Homo sapiens ephrin-A2 (EFNA2), mRNA 


NM 001961 


Homo sapiens eukaryotic translation elongation iactor z (riirZ), mRNA 


NM_00l958 


Homo sapiens eukaryotic translation elongation iactor 1 alpha 2 (jbbr 1 A2), 
mRNA 


NM 001956 


Homo sapiens endothelin 2 (EDN2), mRNA 


NM_001955 


tt _ . . ; j -1.1 _ 1 ; .. i /T?T*\XT1 \ m T)\t A 

Homo sapiens endothelin 1 (EDN1), mRNA 


NM_003775 


Homo sapiens endothelial differentiation, G-protein-coupled receptor 6 (EDG6), 
mRNA 


NM 001399 


Homo sapiens ectodermal dysplasia 1, annidrotic (JbL/lj, mRJNA 


NM 001397 


Homo sapiens endothelin converting enzyme l (bCbl), mRNA 


NM_003240 


Homo sapiens endometrial bleeding associated factor (left-right determination, 
iactor A; transionning growtn iactor beta supertamilyj (JbrJAr), mRNA S 


XTTV A* AA1 A/IO 

NM 001948 


Homo sapiens dU IF pyrophosphatase (DU 1), mRNA 


\r» AA1 AilC 

NM_00l945 


Homo sapiens diphtheria toxin receptor (heparin-binding epidermal growth 
fector-like growth factor) (DTR), mRNA 


NM 001939 


Homo sapiens dystrophin related protein 2 (DRP2), mRNA 


NM_001938 


Homo sapiens down-regulator of transcription 1, TBP-binding (negative cofactor 

^\ /T~\T"> 1 "\ Tj\T A 

2) (DR1), mRNA 


NM 001387 


TT J "1 j * *J* 1*1 1 /TNTll/OT ">\ TI\TA 

Homo sapiens dihydropyrunidinase-like 3 (DPYSL3), mRNA 


NM 001385 


TT * _ J 3 . « ♦ j ♦ /T*\TYmrfl\ "O XT A 

Homo sapiens dihydropyrinudinase (DPYS), mRNA 


■XTX if AAt AOf 

NM_001935 


Homo sapiens dipeptidylpeptidase IV (CD26, adenosine deaminase complexing 

• o\ /TYDD/1\ ~D\T A 

protem (DrJr4j, rriRlNA 


XTA >T A AO O/TI 

NM_003863 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 2, regulatory 
subunit (DPM2), mRNA 


NM 001380 


Homo sapiens aeaicator ot cyto-ionesis l (-L'^'^Jvi j, mRJNA 


NM 0013/9 


Homo sapiens uina (cytosmeo-j-metnyitransterase l (I^jNivli l ), mKJNA 


MM UU13/D 


xiomo sapiens aeoxynoonuciease 11, lysosomal ^uin aoiiz j, tukina 


NM 001374 


Homo sapiens deoxyribonuclease Hike 2 (DNASE1L2), mRNA 


NM 001934 


Homo sapiens distal-less nomeobox 4 (DLX4), mRNA 


NM_001933 


Homo sapiens (iihydrolipoamide S-succinyltransferase (E2 component of 2-oxo- 
glutarate complex) (DLST), mRNA 


NM 001362 


Homo sapiens deiodinase, lodothyronine, type HI (D1U3), mRNA 


NM 001360 


Homo sapiens 7-dehydrocholesterol reductase (DHCR7), mRNA 


xtx if AA1 £*7 A 

JNM_UU3o/U 


Homo sapiens basic helix-loop-helix domain containing, class B, 2 (BHLHB2), 
mRNA 


NMJMH354 


Homo sapiens aldo-keto reductase family 1, member C2 (dihydrodiol 
dehydrogenase 2; bile acid binding protein; 3-alpha hydroxysteroid 
dehydrogenase, type HI) (AKR1C2), mRNA 


NM_000790 


Homo sapiens dopa decarboxylase (aromatic L-amino acid decarboxylase) 
(DDC), mRNA 
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NM 000789 


Homo sapiens dipeptidyl carboxypeptidase 1 (angiotensin I converting enzyme) 
(ACE), mRNA 


XTX Jf AA1 f\ 

NM 001920 


Homo sapiens deconn (DCN), mRNA 


NM 000788 


Homo sapiens deoxycytidine kinase (DCK), mRNA 


NM_001919 


Homo sapiens dodecenoyl-Coenzyme A delta isomerase (3,2 trans-enoyl- 
Coenzyme A isomerase) (DCI), mRNA 


NM_001918 


Homo sapiens dihydrolipoamide branched chain transacylase (E2 component of 
branched chain keto acid dehydrogenase complex; maple syrup urine disease) 

/T^."WXrT^ TX *V T A 

(DBT), mRNA 


NM 001352 


Homo sapiens D site of albumin promoter (albumin D-box) binding protein 
(DBP), mRNA 


NM 001351 


TT * T^i t * • 1*1 /T^v A rw w X r\. t a 

Homo sapiens deleted m azoospermia-like (DAZL), mRNA 


NM 001350 


Homo sapiens death-associated protein 6 (DAXX), mRNA 


NM 001344 


Homo sapiens defender against cell death 1 (DAD1), mRNA 


NM 003472 


Homo sapiens DEK oncogene (DNA binding) (DEK), mRNA 


NM_000776 


Homo sapiens cytochrome P450, subfamily IEA (niphedipine oxidase), 
polypeptide 3 (CYP3A3), mRNA 


NM 001916 


Homo sapiens cytochrome c-l (CYCl), mRNA 


NMJ301914 


Homo sapiens cytochrome b-5 (CYB5), nuclear gene encoding mitochondrial 
protein, mRNA 


JNM 0035/2© 


Homo sapiens CAAX box l (CXXl), mRNA 


NM 1)03611 


TT • ^ _ • _ _ _ \T J * _ ^ / A*~*T. T y*X T* ^* V TT^ 'VTA 

Homo sapiens chromosome X open reading frame 5 (CXORF5), mRNA 


JNM UU34o7 


Homo sapiens chemokine (C-X-C motif), receptor 4 (fusin) (CXCR4), mRNA 


XTTV K A A 1 11 O 

NM 001338 


Homo sapiens coxsackie virus and adenovirus receptor (CXADR), mRNA 


NM UU34/0 


Homo sapiens cullin 5 (CUL5), mRNA 


NM 003591 


Homo sapiens cullin 2 (CUL2), mRNA 


XTX JT A A 101^ 

NM 001336 


Homo sapiens cathepsin Z (CTSZ), mRNA 


NM 001335 


Homo sapiens cathepsin W flymphopain) (CTSW), mRNA 


\T» g f\f\ 1 A1 ^ 

NM 001912 


Homo sapiens cathepsin L (CTSL), mRNA 


NM 001333 


TT — * *"t • t /x //^nnH t a\ ^x*fc.T a 

Homo sapiens cathepsin L2 (CTSL2), mRNA 


\T» / AAAIA/ 1 

NM 000396 


Homo sapiens cathepsin K (pycnodysostosis) (CTSK), mRNA 


xtx it f\f\ mil 

NM 001911 


Homo sapiens cathepsin G (CTSG), mRNA 


XTX K AA1 A1A 

NM 001910 


Homo sapiens cathepsin E (CTSE), mRNA ! 


NM 001909 


Homo sapiens cathepsin D (lysosomal aspartyl protease) (CTSD), mRNA 


NM 001814 


Homo sapiens cathepsin C (CTSC), mRNA 


NM 001908 


Homo sapiens cathepsin B (CTSB), mRNA 


NM 001907 


Homo sapiens chymotrypsin-like (CTRL), mRNA 


NM 001906 


Homo sapiens chymotrypsinogen Bl (CTRB1), mRNA 


NM 001905 


Homo sapiens CTP synthase (CTPS), mRNA 


NMJ)01904 


Homo sapiens catenin (cadherin-associated protein), beta 1 (88kD) (CTNNB1), 
mRNA 


XTX K AA1 tAO 

NM__003798 


Homo sapiens catenin (cadherin-associated protein), alpha-like 1 (CTNNAL1), 
mRNA 


XTX Jf AA1 AA1 

NM_001903 


Homo sapiens catenin (cadherin-associated protein), alpha 1 (102kD) 
(C 1 NNA1), mRNA 


NM 001902 


numo sapiens cysiauuonase ^cysiaimonine gamma-iyasej v.uiJcij, mtviNA 


NM 001901 


Homo sapiens connective tissue growth factor (CTGF), mRNA 


NM 001330 


Homo sapiens cardiotrophin 1 (CTF1), mRNA 


NM 000100 


Homo sapiens cystatin B (stefin B) (CSTB), mRNA 


NM 003650 


Homo sapiens cystatin F (leukocystatin) (CST7), mRNA 


NM 001323 


Homo sapiens cystatin E/M (CST6), mRNA 


NM 001900 


Homo sapiens cystatin D (CST5), mRNA 
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injvi loyy 


xiomo Sapiens cysiaun o I'rj, mKiNA 


1NW1_UUUU5':7 


riomo sapiens cysiaun \^ \amyioia angiopatny ana cere oral nemorrnage) (Co 13), 


lNlVi UU 1 JZZ. 


xiomo sapiens cysiaun jA ^v^o i zj, iilkin a 


iNlVl UU1070 


xiomo sapiens cysiaun din (i^o 1 1 ) y niKJN A 


INJV1 UUI.JZ1 


xiomo sapiens cysicme ana grycine-ncn protein z (i^oxCrzj, itlkjna 


xnur aai co< 

iNivi uuioyo 


xiomo sapiens casern Kinase z 9 alpna prune polypeptide (CoNK2A2), mRNA 


NM 001895 


Homo sapiens casein kinase 2, alpha 1 polypeptide (CSNK2A1), mRNA 


XTA/C AAI OG/I 


Homo sapiens casein kinase 1, epsilon (CSNK1E), mRNA 


XTTVif AAI OA1 


Homo sapiens casein kinase 1, delta (CSNK1D), mRNA 


NM 001892 


Homo sapiens casein kinase 1, alpha 1 (CSNK1A1), mRNA 


NM 001891 


Homo sapiens casein, beta (CSN2), mRNA 


NM 001890 


Homo sapiens casern, alpha (CSN1), mRNA 


NM_Q00760 


Homo sapiens colony stimulating factor 3 receptor (granulocyte) (CSF3R), 
rnKNA 


NM [){)[) /jy 


Homo sapiens colony stimulating factor 3 (granulocyte) (CSF3), mRNA 


VTlVyf AAATCO 


Homo sapiens colony stimulating factor 2 (granulocyte-macrophage) (CSF2), 

ml? MA 

nuviNA 


1N1V1 UvU/j/ 


Homo sapiens colony stimulating factor 1 (macrophage) (CSF1), mRNA 


INIVI UUjOD 1 


Homo sapiens cold shock domain protein A (CSDA), mRNA 


INIVI UU LJ ID 


Homo sapiens mitogen-activated protein kinase 14 (MAPK14), mRNA 


INIVI UU I O 0*t 


xiomo sapiens cartilage iinKing protem 1 (OKI LI), mRNA 


NM 001313 


Homo sapiens collapsin response mediator protein 1 (CRMP1), mRNA 


1N1V1 UUUlZ 


nomo sapiens cysteine-ncn protem 2 (CRIP2), mRNA 


NM UUlJli 


Homo sapiens cysteine-rich protein 1 (mtestinal) (CRIP1), mRNA 


NM 000756 


Homo sapiens corticotropin releasing hormone (CRH), mRNA 


XTTV/f AA1 OO T 

NM uOlool 


Homo sapiens cAMP responsive element modulator (CREM), mRNA 


NM 003851 


Homo sapiens cellular repressor of ElA-stimulated genes (CREG), mRNA 


NMJ)01310 


Homo sapiens cAMP responsive element binding protein-like 2 (CREBL2), 
mRNA 


NM 001880 


Homo sapiens activating transcription factor 2 (ATF2), mRNA 


NM_003805 


Homo sapiens CASP2 and R1PK1 domain containing adaptor with death domain 
(CRADD), mRNA 


NM_001877 


Homo sapiens complement component (3d/Epstein Barr virus) receptor 2 (CR2), 
mRNA 


NM_000098 


Homo sapiens carnitine palmitoyltransferase II (CPT2), nuclear gene encoding 
mitochondrial protein, mRNA 


XTTVvT AA1 0*7^C 

NM_00187o 


Homo sapiens carnitine palmitoyltransferase I, liver (CPT1A), nuclear gene 
encoding mitochondrial protein, mRNA 


XTTV/f AA1Q7C 
NM__UU15/j 


Homo sapiens carbamoyl^>hosphate synthetase 1, mitochondrial (CPS I), nuclear 
gene encoding mitochondrial protein, mRNA 


xtm ooooq/7 
in ivi_u uu u y / 


Homo sapiens coproporphyrinogen oxidase (coproporphyria, harderoporphyria) 

iTT>n^ mP>JA 
\\*STkJ) 9 mJKJNA 


xTX/r 001R71 

INIVI UU 1 0 / I 


nomo sapiens carDoxypeptidase x31 (tissue) (CPB1), mRNA 


"WluT 00 1R70 
INIVI UU 1 o / u 


xiomo sapiens carboxypepudase A3 (mast cell) (CP A3), mRNA 


NM 001869 


Homo saniens carboxvnentidase A 7 rnanrrRaHr^ fPPA?^ ml? "MA 


NM 001868 


Homo sapiens carboxypepudase Al (pancreatic) (CPA1), mRNA 


NM 003571 


Homo sapiens beaded filament structural protein 2, phakinin (BFSP2), mRNA 


NM 001302 


Homo sapiens cortistatin (CORT), mRNA 1 


NM 003832 


Homo sapiens phosphoserine phosphatase-like (PSPHL), mRNA 


NM 001843 


Homo sapiens contactin 1 (CNTN1), mRNA 


NM 001842 


Homo sapiens ciliary neurotrophic factor receptor (CNTFR), mRNA 
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MM OOISHQ 
xNiYi uu i o d y 


Homo sapiens calponin 3, acidic (CNN3), mRNA 


MM 001 9QQ 

IN J.VL UU I *77 


Homo sapiens calponin 1, basic, smooth muscle (CNN1), mRNA 


NM 001297 


Homo sapiens cyclic nucleotide gated channel beta 1 (CNGB1), mRNA 


NM 001298 


Homo sapiens cyclic nucleotide gated channel alpha 3 (CNGA3), mRNA 


NM 000087 


U/vmsv cntMpnc pvpIip TiiiplpntiHp crafpH prismnpl alnha 1 l CNGA1 1 mRNA. 


NM_003570 


Homo sapiens cytidine monophosphate-N-acetylneuraminic acid hydroxylase 

ff^KAT) XT o r» /1 n rro m inci tp> mnnnnYVCPriftCPl ft 'M Anl Irllv nlA 
^wiVLr ~IN -acetymcuialTUnaiC muiiuu Aj gciiaov ) \\^iyiTXL±j 9 


NM 001836 


Homo sapiens chymase 1, mast cell (CMA1), mRNA 


NM_001831 


riomo sapiens ciusxenn ^complement lysis mmuiiur, or -hu,hu, omiaiwu 

AKmAWAiotti 7 +*>c+r\efpn-r»n<=' rpnrpccpH Trrnotfitp ttip^r^iop 0 anolmfynrotein Jft 
CiyCOprOiem Z, ICSiOS IcronC-iCpreboCU piUauiic iuw&ag& apviipupiviviii ay 

(CLU), mRNA 


NM_001294 


Jtlomo sapiens cien lip ana paiaie associaicu u aiisiiiciijux one piuiciu 1 


NM_003476 


riomo sapiens cysteine ana giyuinc-nni piuiciu j ^<uuiau i^uyx piui<*ui/ 
(CSRP3),mRNA 


XTAif AAIOQO 

NM \)\)l2y3 


Unmn oaniome /*1l1fvr*i/1*» oViOYIIIaI mipl^rttlflP-CPTl Cltl VP 1 A ( f~!T .M^S 1 A ^ TTlRNA 

jiomo sapiens cnionuc uiutiiiici, nuwcuuuc"'oGiioiiiYw, ia ^v^i_>n u i uuviin. 


NM_UU3z / / | 


TT— — ^ pnnionc nlqi i A\-n C ( frori cm^tnVtr^Ti^* TTTYYtPiTl nplpTpn 1T1 VPlOPflTnlflfflClJll 
jlOmO Sapiens ClaUIJlIl J t HffMfr 1 ■iciiiiiimic piuiGiii uwiciwu ui v wtu uivutviai 

cnmrlr/vmp^ fTT TYW^A TYl'RMA 
SynuXOTIlC ) W^X^ixJr^j )> IluSJrirX 


JNJVl UUIjvO 1 


TTrt-mn canipnc plmiHin 3 fPT DM^^ mRNA 
XXUIIIU bapiCIlD LflaUUUi J yvsx^uxvj j 9 inixi^r* 


MM OOI R9Q 


Wrvmri cnnipriQ rlilnriHp nViannel ^ f("TLC!N3^ mRNA 

XXUIIIU ocipidio v^lllUIlUw wuaiuiwi -J ^v^vii^/j 11JJ - VA ^* *• 


MM 001 9 


Wnmn Qflr>ipn<; arlantor-related nrotein comolex 3 sifima 1 subunit (AP3S1), 
mRNA 


MM 001897 


TTnTYio QanipTiq PDC^R nrotein kinase 2 fCKS2\ mRNA 


MM 001 R9fi 
IN1VL UU I ozo 


"PTnmn oanipn*? PDP^R nrotein kinase 1 fCKSl^. mRNA 


NM 001824 


Homo sapiens creatine kinase, muscle (CKM), mRNA 


JNM UUlozj 


xiorno sapiens crcaunc Kanaac, ui am \\^r%jjj s uu\±*rL 


NM 001281 


Homo sapiens cytoskeleton-associated protein 1 (CKAP1), mRNA 


XTTV>r AAO/Cia 

NM_ UuoOli 


Jtlomo sapiens carniage mienncaiaie layer proicin, nui/icuuuc 
pyrophosphohydrolase (CILP), mRNA 


NM 001278 


TTn ..in AAmponrafl V\ c»1 -i v 1 <-\n-r\ Viol IV nKinillfnilC I^ITISICP / / ^ T — J I I ^ TTlW N A 

riomo sapiens conservea neux-ioop-neux uDiquiious Kinabc ^xiujv;, iiiivl>i/x 


NM_003654 


Homo sapiens carbohydrate (chondroitin 6/keratan) sulfotransferase 1 (CHST1), 

mKJNA 


NM_000750 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 4 (CHRNB4), 
mRNA 


NM_000749 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 3 (CHRNB3), 

__t>XT A 

mKNA 


NM_000748 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 2 (neuronal) 

/VTXDMRTl mPMA 


NM_000746 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 7 (CHRNA7), 

mKJN/v 


NM.000745 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 5 (CHRNA5), 

mPMA 


XTKiT t\(\(\HAA 
INIV1_UUU l<¥* 


TXrvm/\ cqt\iptic r»Vi ol it^ f»T*m' c T*ni~r>ntnr niorkTiniP Alnna nrvlvnPntinP 4 I V. riR N A 4 J 
XlOmO SiipiCllb wIlUlLLlCrglw rCwCpLUr, nivULUllU, Oipiio. puijrpcpuuw *t ^v/iixxi^rvr/, 

tnPMA 

misjN/v 


mm nn07Ai 


Unmrt cnrripnQ rVinlinproip rw\f*ntf\T nipntinip alntia nolvneotide 3 fCHRNA31- 

X1UIIIU CKipidiO wiuiuiCigiv iCwvptUl, I11UUU111V, oi^ue* ^vijf|/v^/viuw w ^vi*i\iii 

mRNA 


NMJ)00742 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 2 (neuronal) 
(CHRNA2), mRNA 


NM 000741 


Homo sapiens cholinergic receptor, muscarinic 4 (CHRM4), mRNA 


NM 000740 


Homo sapiens cholinergic receptor, muscarinic 3 (CHRM3), mRNA 


NM 000739 


Homo sapiens cholinergic receptor, muscarinic 2 (CHRM2) P mRNA 


NM 000738 


Homo sapiens cholinergic receptor, muscarinic 1 (CHRM1), mRNA 
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TJM flfi 1R99 


TTrvmri cprvipn*; chiTnerin fchimaeriri^ 1 fCHNl^ mRNA 


NM 001821 


Homo sapiens choroiderenria-like (Rab escort protein 2) (CHML), mRNA 




Wat*ia cs»-nif*nc ohrAirtAorflrMTi R ^^ftnrptnoTflTliTi W ( ("THfGrR I mRNA 
JlIUIIIU oa.pl Clio vlli vJlllU^i fl 1 1 1 1 1 J-» yo&vi vmgiaimi ly yv*x&xj.uy, w* 1 * 11 ** 


NM 001269 


Homo sapiens chromosome condensation 1 (CHC1), mRNA 


NM UUlzo/ 


nomo sapiens cnonuruauiicxin \\^iij\xjj 9 uu\ra\. 


xtx >r nn ion 
NM_001817 


Jtlomo sapiens carcinoemoryonic anu gen-re laieu ecu ouncMuii muicwuic *♦ 


NM001816 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 8 

(Cri/VL*/\JYlo J, mxUNA 


NM_UUlol3 


nomo sapiens carcmoemuryunic aiiugcii-i ciaicu. ucn auiicoiuu muicc-wc j 
(CEACAM3), mRNA 


NM 003663 


riomo sapiens uuu tnpiei repeat Dinaing proxein i ^vjvjisr i), iinvLN/\ 


NM 001813 


riomo sapiens centromere proiein n \j> izkjjj \\^CfVirc) 9 jwsshix. 


XT* K AA1 OAO 

NM_001808 


Homo sapiens carooxyi ester npase-iiKe ^piie saii-sumuiaieu lipase -mcey 1 [\sE*l,l,), 

mKJNA 


XTNjT AA 1 Q/V7 

JNM OOloO/ 


riomo sapiens carooxyi ester lipase \piie saii-suinuioLeu iipooc^ \\>ctx^j y uusssix 


NM_001805 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), epsilon (CEBPE), 


NM UU 1ZCD 


riomo sapiens eauuai type nomco qua u oiioci lp uuii lawiui \ksuj\x>j, ujj\x*t\ 


INJV1 UU 1 OU*f 


TTrtmrk conipnc oisnrlol hmp liA-m*»A Aay trjmcr*firvNAn T?*ptAT 1 ( C^W^C 1 ^ TTll^NA 
numu oapiCIXo taUUal vjrpw liuilicu UUA uaiioV/i iptiviix xavuji l ^vl//vi y, iixLVL^irx 


JNJYi UUIoUj 


TTattia canipnc PHW^9 nnticrpTi /'PAMPATTT-I antiaprTl /TTjWS?^ mPNA 


XJTVyf AA1 *)CJ\ 

JNM. UU 1Z04 


nomo sapiens coriicoQCoiiiuoiii ^v^jl/oin ) f jiuvi^irY 


NM_001263 


Homo sapiens CDP-diacylglycerol synthase (phosphatidate cytidylyltransferase) 

1 ^L/L/o 1 ) } ITUxlN/V 


JNM UU15U1 


nomo sapiens cysieine uioxy gcxiaoc, Lypc i i /, tiixv-i^i/x 


NM 001769 


Homo sapiens CD9 antigen (p24) (CD9), mRNA 


XTTV/f AA1 T/TO 

JNM UU1 /Do 


nomo sapiens tus anu gen, aipna poiypepuae \pj£) \\,uoi\j, huvin/v 


XTA>f AA0 07>I 

NM UUJo/4 


nomo sapiens antigen (leuKocyte anu gen j {k^uqh), uunjna 


NMJ)01781 


Homo sapiens CD69 antigen (p60, early T-cell activation antigen) (CD69), 

mKMA 


NM 001780 


Homo sapiens CD63 antigen (melanoma 1 antigen) (CD63), mRNA 


NM_00l779 


Homo sapiens CDS 8 antigen, (lymphocyte function-associated antigen 3) 
(CD58),mRNA 


\T» jr AAI TIO 

NM 001778 


Homo sapiens CD48 antigen (B-cell membrane protem) (CL)4oj, mKJNA 


NM_001777 


Homo sapiens CD47 antigen (Rh-related antigen, integrin-associated signal 
transducer) (CD47), mRNA 1 


XTTV K AAA*7*3 O 

NM_000733 


riomo sapiens Ci-)jri antigen, epsnon pojypepuae viii o compiexj {y^LJjnjy 

mKJNA. 


JNM_UUU / 


nomo sapiens i^lou onugen, aciui poiypepnae yi n j compicAy 
tyiT?"MA 


JN1YI_VIU 1 / / O 


UrtrtiA caniAnc ^r k rnniir*1^A6iHp triAViAcnriatA ^lAViAcnriAnv/rrAlsiCR 1 ^r^M'PPI ll 1 
nOmO Sapiens C^LUIlUt/lCUalUC uipilUopiialC LUpuUopiiUUyuitliaoC l yj&t* i ils i j f 


NM 001 77 S 




NM 001774 


TTattia canipnc m^7 nntitren (CTY%1\ mRNA 


>JM 001 77^ 


Wattia car»if»nc CTlId nntia^m rPD^A^ mPNA 

XXUlliU oapivila v>l-/J*t luiUgwXi ^V^JL/J*ty, iiiXVi 'I JrV 


NM 003830 


Homo sapiens sialic acid binding Ig-like lectin 5 (SIGLEC5), mRNA 


NM 001245 


Homo sapiens sialic acid binding Ig-like lectin 6 (SIGLEC6), mRNA 


NM 001772 


Homo sapiens CD33 antigen (gp67) (CD33), mRNA 


NM 001767 


Homo sapiens CD2 antigen (p50), sheep red blood cell receptor (CD2), mRNA 


NM 001771 


Homo sapiens CD22 antigen (CD22), mRNA 


NM 001766 


Homo sapiens CD ID antigen, d polypeptide (CD ID), mRNA 


NM 001765 


Homo sapiens CD1C antigen, c polypeptide (CD1C), mRNA 
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XTTVyf AA1 1CA 

NM 001764 


Jtlonio sapiens l>uijd anugen, d polypeptide id), nu\rit\ 


NM 001838 


Homo sapiens cnemoKine momj receptor / vi^i^rv/ ) y nuviN/v 


NM 001837 


Homo sapiens chemokine (C-C motif) receptor 3 (CCR3), mRNA 


NM_001758 ! 


Homo sapiens cyclin Ul (rKAJJl paratnyroid adenomatosis i) ^ukui), 
mRNA 


NM 000731 


Homo sapiens cnolecystokinin B receptor (CCKBK), mKN A 


NM 000730 


Homo sapiens cnoiecystolonm A receptor (UUKAKj, mKJNA 


NM 001757 


Homo sapiens carbonyl reductase 1 (CBR1), mRNA 


NM_001754 


Homo sapiens runt-related transcription factor 1 (acute myeloid leukemia 1; 
amll oncogene) (RUNX1), mRNA 


NM_003688 


Homo sapiens calcium/calmodulin-dependent serine protein kinase (MAGUK 
family) (CASK), mRNA 


NM 001747 


Homo sapiens capping protein (actin filament), gelsolin-like (CAPG), mRNA 


NM_001744 


Homo sapiens calcium/calmodulin-dependent protein kinase IV (CAMK4), 
mRNA 


NM 001743 


• 1 J 1 ' ' / 1_ i i 1 • j li \ f f~\ ATX JT1\ •n\T A 

Homo sapiens calmodulin 2 (phosphorylase kinase, delta) (CALM2), mRNA 


NM 001742 


Homo sapiens calcitonin receptor (CALCR), mRNA 


NM 001741 


Homo sapiens calcitonm/calcitonin-related polypeptide, alpha (CALCA), mRNA 


NM_000727 


Homo sapiens calcium channel, voltage-dependent, gamma suhunit 1 
(CACNG1), mRNA 


NM_000726 


Homo sapiens calcium channel, voltage-dependent, beta 4 subunit (CACNB4), 
mRNA 


NM_000725 


Homo sapiens calcium channel, voltage-dependent, beta 3 subunit (CACNB3), 
mRNA 


NM_000724 


Homo sapiens calcium channel, voltage-dependent, beta 2 subunit (CACNB2), 
mRNA 


NM_000723 


Homo sapiens calcium channel, voltage-dependent, beta 1 subunit (CACNB1), 
mRNA 


NM_000721 


Homo sapiens calcium channel, voltage-dependent, alpha IE subunit 
(C ACNA 1 El, mRNA 


NM_000720 


Homo sapiens calcium channel, voltage-dependent, L type, alpha ID subunit 
(CACNA1D), mRNA 


NM_000719 


Homo sapiens calcium channel, voltage-dependent, L type, alpha 1C subunit ! 
(CACNA1C), mRNA 


NM_000718 


Homo sapiens calcium channel, voltage-dependent, L type, alpha IB subunit 
(CACNA1B), mRNA 


NM_00l739 


Homo sapiens carbonic anhydrase VA, mitochondrial (CA5A), nuclear gene 
encoding mitochondrial protein, mRNA 


MM UU1 /Jo 


Homo sapiens carbonic anhydrase I (CA1), mRNA 


NM 001737 


Homo sapiens complement component 9 (C9), mRNA 


NM 0UI/3D 


Homo sapiens complement component 5 receptor 1 (C5a ligand) (C5R1), mRNA 


JNM UUl/3> 


Homo sapiens complement component 5 (C5), mRNA 


NM UU3SOO 


Homo sapiens cholesterol zD-nydroxylase (^rlzjxi), mKJNA 


NM 001734 


Homo sapiens complement component 1, s subcomponent (CIS), mRNA 


"KTX A AA 1*71 "5 

NM 001733 


Homo sapiens complement component 1, r subcomponent (C1R), mRNA 


XNIYI UUI I3L 


xioniu bapicns ouiyropiuijn, suDiamny 1, memDcr j\i {d iin miviN/v 


NM 001731 


Homo sapiens B-cell translocation gene 1, antiproliferative (BTG1), mRNA 


NM 001729 


Homo sapiens betacellulin (BTC), mRNA 


NM 001728 


Homo sapiens basigin (BSG), mRNA 


NM_003742 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 1 1 
(ABCB11), mRNA 


NM 001727 


Homo sapiens bombesin-like receptor 3 (BRS3), mRNA ! 
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xtm oooo^q 


xiuuiu sapicnb uicooi v/dnucr z, eariy onset ^orvw/vz idxsj.n/\. 


XJM 001775 


xiomo Sapiens Dacienciaai/pca. iiicaoiuiy-incrc35iiig proiem ^r>jrij, ttik in a 


>JM 001704 


xiomo Sapiens z,^-Dispnospnogiy cerate muiase ^xji^jjvii, iiuvlna 


NM 001723 


Homo sapiens bullous pemphigoid antigen 1 (230/240KD) (BPAG1), mRNA 


XTM 001717 
IN1VL UU Hit 


xiomo sapiens uasonucun irjJNv^j, mKJNA. 


NM_001722 


Homo sapiens BN51 (BHK21) temperature sensitivity complementing (BN51T), 

TYiTJXT A 
nUKJNA 


xtm nni77i 

JNJYl UU1/Z1 


Homo sapiens BMX non-receptor tyrosine kinase (BMX), mRNA 


NM 001203 


Homo sapiens bone morphogenetic protein receptor, type IB (BMPR1B), mRNA 


XTAA* AA1 *71A 

JNM_UU1 /20 


Homo sapiens bone morphogenetic protein 8 (osteogenic protein 2) (BMP8), 

•WD XT A 

mKJNA 


JNM_001 fly 


Homo sapiens bone morphogenetic protein 7 (osteogenic protein 1) (BMP7), 
mRNA 


NM 001202 


Homo sapiens bone morphogenetic protein 4 (BMP4), mRNA 


XTK >T A A A*7 1 o 

NM_000713 


Homo sapiens biliverdin reductase B (flavin reductase (NADPH)) (BLVRB), 
mRNA 


xr\/r aaa"711 
JNM 000/12 


Homo sapiens biliverdin reductase A (BLVRA), mRNA 


XTTVyT Art 1*7 11 
JNM 001 /I J 


Homo sapiens betaine-homocysteine methyltransferase (BHMT), mRNA 


XTN/T AA1"710 
JNM__001 /12 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 1 
(Duiary glycoprotein) (vbACAMl), mKJNA 


xtm nni 711 
INM 001/11 


Ua«MA OAM*A««n 1««f«1«>MMM /T)/^\T\ »«.13XT A 

Homo sapiens biglycan (dCjIn), mKNA 


xtm 000711 
INJV1_UUU /ll 


Homo sapiens bone gamma-carboxyglutamate (gla) protein (osteocalcin) 

fRfTT API ml? XT A 


MM 001700 


xiomo sapiens oram-aenvea neuxotropriic lactor ^xJiJiNr J, mKJNA 


MM 000710 


xiomo sapiens Draayiomn receptor a i ^Jts jjrvKrs i ) 9 mKJNA 


MM 001707 


xiomo sapiens x>-cen \^l,u lyrrrpnoma /Jts ^jdv^l»/x$j, mKJNA 


"MM 001706 

iNlVX vv 1 / UO 


xiomo sapiens x>-cen \^l,u lympnoma o ^zinc nnger protein ji) (HOlwOj, mKNA 


NM 003921 


Homo sapiens B-cell CLL/lymphoma 10 (BCL10), mRNA 


MM 00^/\^7 


Homo sapiens breast carcinoma amplified sequence 1 (BCAS1), mRNA 


NM 001188 


Homo sapiens BCL2-antagonist/killer 1 (BAK1), mRNA 


XTTVjT AA17A/1 

JNM U01 /04 


Homo sapiens brain-specific angiogenesis inhibitor 3 (BAB), mRNA 


XTA>T AA1*7A1 

JNM 001/03 


Homo sapiens brain-specific angiogenesis inhibitor 2 (BAI2), mRNA 


XTAjT AA1 *7AO 

JNM 001702 


Homo sapiens brain-specific angiogenesis inhibitor 1 (BAH), mRNA 


NM001186 


Homo sapiens BTB and CNC homology 1, basic leucine zipper transcription 
lactor 1 (BACH1), mRNA 


NM_001701 


Homo sapiens bile acid Coenzyme A amino acid N-acyltransferase (glycine N- 
cnoloyltransierase) (BAAT), mRNA 


NM 001185 


Homo sapiens alpha-2-glycoprotein 1, zinc (AZGP1), mRNA 


NM 001184 


Homo sapiens ataxia telangiectasia and Rad3 related (ATR), mRNA 


NM_000053 


Homo sapiens ATPase, Cu++ transporting, beta polypeptide (Wilson disease) 

/ A TTVTnN TIXT A 

(Alr7B) t mRNA 


NM_003945 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 9kD 
(ATP6H), mRNA 


NM_001696 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
31kD (ATP6E), mRNA 


NM 001 fi9^ 


xiomo sapiens /\ix^ase, xit- transporting, lysosomal ^vacuolar proton pumpj, beta 
polypeptide, 56/58kD, isoform 2 (ATP6B2), mRNA 


NM_001692 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), beta 
polypeptide, 56/58kD, isoform 1 (ATP6B1), mRNA 


NM_001691 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
alpha polypeptide, 70kD, isoform 2 (ATP6A2), mRNA 


NM 001690 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
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alpha polypeptide, 70kD, isoform 1 (ATP6A1), mRNA 


iNM_uuioy / 


xiomo Sapiens Air syninase, riT transporting, imiocnouariai r i complex, u 
subunit (oligomycin sensitivity conferring protein) (ATP50), mRNA 


INM_UU10oO 


jtiomo sapiens aijt syninase, ivr transporting, nutocnonanai r 1 complex, oeta 
polypeptide (ATP5B), nuclear gene encoding mitochondrial protein, mRNA 


JN1V1 UUU/lKf 


Homo sapiens ATPase, H+/K+ exchanging, alpha polypeptide (ATP4A), mRNA 


NM_001684 


Homo sapiens ATPase, Ca++ transporting, plasma membrane 4 (ATP2B4), 

mKJNA 


NM_001682 


Homo sapiens ATPase, Ca-H- transporting, plasma membrane 1 (ATP2B1), 

-DMA 

mKJNA 


NM_001681 


Homo sapiens ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 

(AlrYAz), mRNA 


NM_001679 


Homo sapiens ATPase, Na+/K+ transporting, beta 3 polypeptide (ATP1B3), 
mRNA 


NM_001678 


Homo sapiens ATPase, Na+/K+ transporting, beta 2 polypeptide (ATP1B2), 
mKJNA 


NM_001677 


Homo sapiens ATPase, Na+/K+ transporting, beta 1 polypeptide (ATP1B1), 

mKJNA 


NM_000703 


Homo sapiens ATPase, Na+/K+ transporting, alpha 3 polypeptide (ATP 1 A3), 

niKJNA 


NM 000702 


Homo sapiens ATPase, Na+/K+ transporting, alpha 2 (+) polypeptide (ATP1A2), 
mKJNA 


JNM_ UUU /U 1 


Homo sapiens A 1 rase, Na+/K+ transporting, alpha 1 polypeptide (ATP1A1), 

mKJNA 


NM_000051 


Homo sapiens ataxia telangiectasia mutated (includes complementation groups 

A f anrl Fl^ { AT\A\ ml? XT A 

a, o ana u) \j\ l ivi ), ihkina 


xjxyf nni67^ 


Homo sapiens activating transcription factor 4 (tax-responsive enhancer element 

i}6T\ (ATV&\ tnPMA 


NM 001673 


Homo sapiens asparagine synthetase (ASNS), mRNA 


>jm nonn^g 

XN1Y1 UVUU*frO 


jtiomo sapiens arginino succinate lyase ^aolj, mKJNA 


JNM_UUlO/U 


Homo sapiens armadillo repeat gene deletes in velocardiofacial syndrome 

^/vK. V ), 1T1KJNA 


NM 001179 


Homo sapiens ADP-ribosyltransferase 3 (ART3), mRNA 


XTTV4" (\{\(\flA*7 

MM UUUU4/ 


Homo sapiens arylsulratase h (chondrodysplasia punctata 1) (ARali), mRNA 


JNJVL_UU 1 1 / o 


Homo sapiens aryl hydrocarbon receptor nuclear translocator-like (ARNTL), 
rntviNA 


NM Of) 1668 


nuiiiu sapiens aiyi nyurocaroon receptor nuclear nans locator (akin i mKJNA 


NM 001667 


Homo sapiens ADP-ribosylation factor-like 2 (ARL2), mRNA 


TsJlwr 001 1 76 


riomo sapiens kho Kjur dissociation xnniDitor ^CriJij gamma ^AKiiijJLiivjj, 
mRNA 


wiwr ooi66^ 


xiomo sapiens ras nomoiog gene iamily, member (rno vj) (AKrlvjj, mKJNA 


>JTwr 001661 


xiomo sapiens ALir-noosyiation iactor 4-11 Ke (AKr ii*), mKXNA 


TsjA/f OOI 65Q 


nomo sapiens AUr-noosyiauon iactor J (AKrij, mKJNA 


MM 001657 


nomo sapiens ampntreguun (senwannoma-aenvea growtn iactor ) (AKJUjJ, 
mRNA 


NM_001654 


Homo saniens v-raf* niurine Rarcfi-ma ^61 1 viral oncogene Tinmnlnfr 1 ( ATC AP1^ 
mRNA 


NM 001169 


Homo sapiens aquaporin 8 (AQP8), mRNA 


NM 001651 1 


Homo sapiens aquaporin 5 (AQP5), mRNA 


NM 001648 


Homo sapiens kallikrein 3, (prostate specific antigen) (KLK3), mRNA 


NM 000484 


Homo sapiens amyloid beta (A4) precursor protein (protease nexin-II, Alzheimer 
disease) (APP), mRNA 
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NM 001647 


Homo sapiens apolipoprotein D (APOD), mRNA ! 


XTA>T t\f\\CA£. 

NM 001646 


Homo sapiens apo lipoprotein v^-iv {ArvA^tj, iiikina 


NM 000384 


Homo sapiens apolipoprotein B (including Ag(x) antigen) (APOB), mRNA 


NM 001643 


Homo sapiens apolipoprotein A-ii (ArUAzj, hlkjna 


NM 001168 


Homo sapiens baculoviral IAP repeat-containing 5 (survivin) (BIRC5), mRNA 


NM 00H67 


Homo sapiens baculoviral lAr repeat-contammg 4 (B1RC4), mKJNA 


\t» jr r\f\ i asa 

NM_001164 


Homo sapiens amyloid beta (A4) precursor protein-binding, family B, member 1 
(Fe65) (APBB1), mKJNA 


VTK K f\f\ 1 1 ^1 

NM_001163 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 1 

ATI 1 \ / A BD A 1 \ W.DXTA 

(XI 1) (APBA1), mRNA 


NM_001161 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 2 
(NUDT2), mRNA 


NM 001637 


Homo sapiens acyloxyacyl hydrolase (neutrophil) (AOAH), mRNA 


NM 001630 


Homo sapiens annexin A8 (ANXA8), mRNA 


NM 003568 


Homo sapiens annexin A9 (ANXA9), mRNA 


NM 000700 


w • • A A * A ^ y A «\ **^.T A 

Homo sapiens annexm Al (ANXA1), mRNA 


NM_001152 


Homo sapiens solute carrier family 25 (mitochondrial carrier; adenine nucleotide 
translocator), member 5 (SLC25A5), nuclear gene encoding mitochondrial 
protein, mRNA 


NM_00ll5l 


Homo sapiens solute earner family 25 (mitochondrial earner, adenine nucleotide 
translocator), member 4 (SLC25A4), nuclear gene encoding mitochondrial 
protein, mRNA 


NM_00ll50 


Homo sapiens alanyl (membrane) aminopeptidase (aminopeptidase N, 
aminopeptidase M, microsomal aminopeptidase, CD 13, pi 50) (ANPEP), mRNA 


NM 001 146 


Homo sapiens angiopoietin 1 (ANGPT1), mRNA 


"VTTk if AAAZTAA 

NM 000699 


Homo sapiens amylase, alpha 2A; pancreatic (AMY2A), mRNA 


NM_000481 


Homo sapiens aminomethyltransferase (glycine cleavage system protein T) 
(AMI), mKJNA 


XTTVjT AAA/1 OA 

NM_000480 


Homo sapiens adenosine monophosphate deaminase (isoform E) (AMPD3), 

__T>XT A 

mKJNA 


XTTV /T AA1 1 A A 

NM 001144 


Homo sapiens autocrine motility factor receptor (AMFR), mRNA 


NMJ)01143 


Homo sapiens amelogenin (Y chromosome) (AMELY), mRNA 


NM 001633 


Homo sapiens alpha- 1 -mi croglobulin/bikunin precursor (AMBP), mRNA 


NM 000698 


Homo sapiens arachidonate 5-lipoxygenase (ALOX5), mRNA 


XT\ M AA1 1 A A 

NM 001140 


Homo sapiens arachidonate 1 5-lipoxygenase (ALOX15), mRNA 


XT* M A A 1 1 OH 

NM 00H39 


Homo sapiens arachidonate 12-lipoxygenase, 12R type (ALOX12B), mRNA 


NM 000697 


Homo sapiens arachidonate 12-lipoxygenase (ALOX12), mRNA 


\t\ * AA1 /Ifi 

NM_001628 


Homo sapiens aldo-keto reductase family 1, member Bl (aldose reductase) 

f A T/"D 1D1\ __T>XT A' \ 

(AKK1B 1 ), mRNA 


NM_000696 


Homo sapiens aldehyde dehydrogenase 9 (gamma-aminobutyraldehyde 
dehydrogenase, li3 isozyme) (ALDH9), mRNA 


NM 000692 


Homo sapiens aldehyde dehydrogenase 5 (ALDH5), mRNA 


NM_003748 


Homo sapiens aldehyde dehydrogenase 4 (glutamate gamma-semialdehyde 
dehydrogenase; pyrroline-5 -carboxylate dehydrogenase) (ALDH4), mRNA 


\t» £ AAA/AA 

NM 000690 


TT .. _ , * .11 1 J J 1_ _J *■* < . . 1 * t / AT T\TIA\ T>\T1 

Homo sapiens aldehyde dehydrogenase 2^ mitochondrial (ALDH2), mRNA 


xnvyf nnn^RQ 
INiVl uuuooy 


xiomo sapiens aiacnyae uenyarogenase i , soiuoie i ) 9 mi\JN/\. 


NM 001627 


Homo sapiens activated leucocyte cell adhesion molecule (ALCAM), mRNA 


NM_000688 


Homo sapiens aminolevulinate, delta-, synthase 1 (ALAS1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_003689 


Homo sapiens aldo-keto reductase family 7, member A2 (aflatoxin aldehyde 
reductase) (AKR7A2), mRNA 


NM 003886 


Homo sapiens A kinase (PRKA) anchor protein 4 (AKAP4), mRNA 
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NM 003488 


Homo sapiens A kinase (PRKA) anchor protem 1 (AKAPl), mRNA 


NM 001622 


Homo sapiens alpha-2-HS-glycoprotein (AHSG), mRNA 


NM 003659 


Homo sapiens alkylglycerone phosphate synthase (AGPS), mRNA j 


NM 001133 


Homo sapiens afamin (AFM), mRNA 


NM 001131 


Homo sapiens acidic epididymal glycoprotem-like 1 (AEGL1), mRNA 


NM_003938 


Homo sapiens adaptor-related protein complex 3, delta 1 subumt (AP3D1), 
mRNA 


NMJ)01127 


Homo sapiens adaptor-related protein complex 1, beta 1 subunit (AP1B1), 
mRNA 


NM 000676 


Homo sapiens adenosme A2b receptor (ADORA2B), mRNA 


NM 000674 


f Y * 4 " A ^ i f A r\/\T\ A TX^.Y A 

Homo sapiens adenosine Al receptor (ADORA1), mRNA 


NM 001124 


Homo sapiens adrenomedullin (ADM), mRNA 


NM 001120 


Homo sapiens tetracycline transporter-like protem (TETRAN), mRNA 


NM_001118 


Homo sapiens adenylate cyclase activating polypeptide 1 (pituitary) receptor 
type I (ADCYAP1R1), mRNA 


NM 000666 


Homo sapiens ammoacylase 1 (ACY1), mRNA 


NM 001613 


Homo sapiens actm, alpha 2, smooth muscle, aorta (ACTA2), mRNA 


NM 001097 


Homo sapiens acrosin (ACR), mRNA 


NM 003501 


Homo sapiens acyl-Coenzyme A oxidase 3, pristanoyl (ACOX3), mRNA 


NM 003500 


Homo sapiens acyl-Coenzyme A oxidase 2, branched chain (ACOX2), mRNA 


NMJM098 


Homo sapiens aconitase 2, mitochondrial (AC02), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 001096 


Homo sapiens ATP citrate lyase (ACLY), mRNA 


NM_001609 


Homo sapiens acyl-Coenzyme A dehydrogenase, short/branched chain 
(ACADSB), nuclear gene encoding mitochondrial protein, mRNA 


NM 001608 


Homo sapiens acyl-Coenzyme A dehydrogenase, long chain (ACADL), mRNA 


NM 001093 


Homo sapiens acetyl-Coenzyme A carboxylase beta (ACACB), mRNA 


NM_001089 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 3 
(ABCA3), mRNA 


NM_000663 


Homo sapiens 4-aminobutyrate aminotransferase (ABAT), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_001605 


Homo sapiens alanyl-tRNA synthetase (AARS), mRNA 


NM 021123 


Homo sapiens G antigen 7 (GAGE7), mRNA 


NM 006994 


Homo sapiens butyrophilin, subfamily 3, member A3 (BTN3A3), mRNA 


NM 001812 


Homo sapiens centromere protein C 1 (CENPC1), mRNA 


NM_015983 


Homo sapiens ubiquitin-conjugating enzyme HBUCE1 (LOC51619), mRNA 


NM_009590 


Homo sapiens amine oxidase, copper containing 2 (retina-specific) (AOC2), 
transcript variant 2, mRNA 


NM 001159 


Homo sapiens aldehyde oxidase 1 (AOX1), mRNA 


NM_007326 


Homo sapiens diaphorase (NADH) (cytochrome b-5 reductase) (DIA1), nuclear 
gene encoding mitochondrial protein, transcript variant S, mRNA 


NM_005158 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 2 (arg, 
Abelson-related gene) (ABL2), transcript variant a, mRNA 


"V TX AT f\ C\ A A A ■* 

NM 004441 


Homo sapiens EphBl (EPHB1) mRNA 


NM 004089 


Homo sapiens delta sleep inducing peptide, immunoreactor (DSIPI), mRNA 


XT* x AAylATT 
INM_UU4U / / 


Homo sapiens citrate synthase (CS), nuclear gene encoding mitochondrial 
protein, mRNA 


NMJ103890 


Homo sapiens IgG Fc binding protein (FC(GAMMA)BP) mRNA 


NM_003582 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 3 
(DYRK3)mRNA 


NM_001396 


Homo sapiens dual-specificity tyrosine-(Y>phosphorylation regulated kinase 1 
(DYRK1) mRNA 
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CLAIMS 

What we claim is: 

1. A double-stranded short interfering nucleic acid (siNA) molecule that down- 
regulates expression of an endogenous mammalian target gene, wherein said siNA 
molecule comprises one or more chemical modifications and each strand of said 
double-stranded siNA comprises about 21 nucleotides. 

2. The siNA molecule of claim 1, wherein said siNA molecule comprises no 
ribonucleotides. 

3. The siNA molecule of claim 1, wherein said siNA molecule comprises 
ribonucleotides. 

4. The siNA molecule of claim 1, wherein one of the strands of said double-stranded 
siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein the second strand of said double-stranded siNA molecule 
comprises a nucleotide sequence substantially similar to the nucleotide sequence 
of the endogenous mammalian target gene or a portion thereof. 

5. The siNA molecule of claim 4, wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises at 
least about 19 nucleotides that are complementary to the nucleotides of the other 
strand. 

6. The siNA molecule of claim 1, wherein said siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein said siNA further comprises a sense region, wherein said 
sense region comprises a nucleotide sequence substantially similar to the 
nucleotide sequence of said endogenous mammalian target gene or a portion 
thereof. 

7. The siNA molecule of claim 6, wherein said antisense region and said sense 
region each comprise about 19 to about 23 nucleotides, and wherein said antisense 
region comprises at least about 19 nucleotides that are complementary to 
nucleotides of the sense region. 
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8. The siNA molecule of claim 1, wherein said siNA molecule comprises a sense 
region and an antisense region and wherein said antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA 
encoded by the endogenous mammalian target gene or a portion thereof and said 
sense region comprises a nucleotide sequence that is complementary to said 
antisense region* 

9. The siNA molecule of claim 6, wherein said siNA molecule is assembled from 
two separate oligonucleotide fragments, wherein one fragment comprises the 
sense region and the second fragment comprises the antisense region of said siNA 
molecule. 

10. The siNA molecule of claim claim 6, wherein said sense region is connected to 
the antisense region via a linker molecule. 

11. The siNA molecule of claim 10, wherein said linker molecule is a polynucleotide 
linker. 

12. The siNA molecule of claim 10, wherein said linker molecule is a non-nucleotide 
linker. 

13. The siNA molecule of claim 6, wherein pyrimidine nucleotides in the sense 
region are 2-O-methyl pyrimidine nucleotides. 

14. The siNA molecule of claim 6, wherein purine nucleotides in the sense region are 
2-deoxy purine nucleotides. 

15. The siNA molecule of claim 6, wherein the pyrimidine nucleotides present in the 
sense region are 2 , -deoxy-2 t -fluoro pyrimidine nucleotides. 

16. The siNA molecule of claim 9, wherein the fragment comprising said sense region 
includes a terminal cap moiety at the 5-end, the 3 -end, or both of the 5 f and 3' 
ends of the fragment comprising said sense region. 

17. The siNA molecule of claim 16, wherein said terminal cap moiety is an inverted 
deoxy abasic moiety. 

18. The siNA molecule of claim 6, wherein the pyrimidine nucleotides of said 
antisense region are 2 l -deoxy-2Vfluoro pyrimidine nucleotides. 
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19. The siNA molecule of claim 6, wherein the the purine nucleotides of said 
antisense region are 2-O-methyl purine nucleotides. 

20. The siNA molecule of claim 6, wherein the purine nucleotides present in said 
antisense region comprise 2-deoxy- purine nucleotides. 

21. The siNA molecule of claim 18, wherein said antisense region comprises a 
phosphorothioate internucleotide linkage at the 3 f end of said antisense region. 

22. The siNA molecule of claim 6, wherein said antisense region comprises a glyceryl 
modification at the 3 1 end of said antisense region. 

23. The siNA molecule of claim 9, wherein each of the two fragments of said siNA 
molecule comprise 21 nucleotides. 

24. The siNA molecule of claim 23, wherein about 19 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule and wherein at least two 3' terminal nucleotides of 
each fragment of the siNA molecule are not base-paired to the nucleotides of the 
other fragment of the siNA molecule. 

25. The siNA molecule of claim 24, wherein each of the two 3' terminal nucleotides 
of each fragment of the siNA molecule are 2*-deoxy-pyrimidines. 

26. The siNA molecule of claim 25, wherein said 2 , -deoxy-pyrimidine is 2'-deoxy- 
thymidine. 

27. The siNA molecule of claim 23, wherein all 21 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule. 

28. The siNA molecule of claim 23, wherein about 19 nucleotides of the antisense 
region are base-paired to the nucleotide sequence of the RNA encoded by the 
endogenous mammalian target gene or a portion thereof. 

29. The siNA molecule of claim 23, wherein 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence of the RNA encoded by the 
endogenous mammalian target gene or a portion thereof. 

30. The siNA molecule of claim 9, wherein the 5 '-end of the fragment comprising 
said antisense region optionally includes a phosphate group. 
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3 1 . The siNA molecule of claim 1 , wherein said mammalian gene is a human gene. 

32. A double-stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target RNA sequence, wherein each 
strand of said double-stranded siNA molecule comprises about 21 nucleotides and 

5 wherein said siNA molecule comprises no ribonucleotides. 

33. The siNA molecule of claim 32, wherein said target RNA sequence is encoded by 
a human gene. 

34. A double-stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target gene, wherein each strand of said 

10 double-stranded siNA molecule comprises about 21 nucleotides and wherein said 

siNA molecule does not require the presence of a ribonucleotide within the siNA 
molecule for the inhibition of expression of an endogenous mammalian target 
gene. 

35. The siNA molecule of claim 34, wherein said mammalian target gene is a human 
15 gene. 

36. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is vascular 
endothelial growth factor (VEGF). 

37. The siNA molecule of claim 31 or claim 35, wherein said human gene is a 
receptor for VEGF. 

20 38. The siNA of claim 37, wherein said receptor is VEGFR1. 

39. The siNA of claim 37, wherein said receptor is VEGFR2. 

40. The siNA of claim 37, wherein said receptor is VEGFR3 

41 . The siNA molecule of claim 3 1 or claim 35, wherein said human gene is BCL2. 

42. The siNA molecule of claim 31 or claim 35, wherein said human gene is 
25 HER2/neu. 

43. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is c-Myc. 

44. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is PCNA. 

45. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is REL-A. 
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46. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is PTP1B. 

47. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is BACE. 

48. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is CHKl. 

49. The siNA molecule of claim 31 or claim 35, wherein said human gene is PKC- 
alpha. 

50. The siNA molecule of claim 31 or claim 35, wherein said human gene is EGFR 
(HER1). 

51. A pharmaceutical composition comprising the siNA molecule of claim 1 in an 
acceptable carrier or diluent. 

52. Medicament comprising the siNA molecule of claim 1 . 

53 . Active ingredient comprising the siNA molecule of claim 1 . 

54. Use of a double-stranded short interfering nucleic acid (siNA) molecule to down- 
regulate expression of an endogenous mammalian target gene, wherein said siNA 
molecule comprises one or more chemical modifications and each strand of said 
double-stranded siNA comprises about 21 nucleotides. 
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Figure 1 
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Figure 2 
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Figure 18 



V 



5'- 
3'- 



5'- 
3'- 



SENSE STRAND (SEQ ID NO 903) 
ALL PYRIM1DINES - 2'-0-ME OR 2'-FLUORO EXCEPT POSITIONS (N N) 

N s N S N S N S N NNNNNNNNNN N N S N S N S (N S N) T 3 f 
L-(N S N)NNNNNNNNNNNNNNN S N S N S N S N > * -5' 

ANTI SENSE STRAND (SEQ ID NO 904) • * 

ALL PYRIMIDINES » 2'-FLUORO EXCEPT POSITIONS (N N) 

SENSE STRAND (SEQ ID NO 905) 
ALL PYRIMIDINES - 2'-0-ME OR 2'-FLUORO EXCEPT POSITIONS (N N) 

. . NN.NNNNNNNNNNNNNNNNN(NN) 
L-(NN) NNN NNNNNNNNNNN NNNNN . 

ANTISENSE STRAND (SEQ ID NO 906) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N';N) 



-5' 



'5'- 
3'- 



'■ SENSE STRAND (SEQ ID NO 907) 
ALL PYRIMIDINES = 2'-0-ME OR2'-FLUORO EXCEPT POSITIONS* (N N) . 

B-N NNNNN NNNN NNNNN NNNN(N N)-B -3' 
L-(N- S N)NNNNNNNNN NNNNNNNNNN -5' 

. • ANTISENSE STRAND, (SEQ ID NO 908) 

ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) 



SENSE STRAND (SEQ ID NO 909) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES - 2'-DEOXY 

5'- ' B-NNNNNNNNNNNNNNNNNNN(NN)-B -3' 
3»- L-(N S N)NNNNNNNNNNNNNNN NNNN -5* 

ANTISENSE STRAND (SEQ ID NO 91 0) 
ALL'PYRJMIDINES = y-FLUOSO AND ALL P.URJNES - 2'-0-ME EXCEPT POSITIONS (N N) 



' SENSE STRAND (SEQ ID NO 911) 
ALL PYRIMIDINES - 2'-FLUORO EXCEPT POSITIONS (N N) 

5'- ' B-NNNN NN NNNN NNN NNN NNN (NN)-B -3' 
^ 3'- L- (N N)NN NNNNN NNNN NNN NNNNN -5' 

ANTISENSE STRAND (SEQ ID NO 9 1 2) * 
ALL PYRIMIDINES = 2'-FLUORO AND ALL PURINES » 2'-0-ME EXCEPT POSITIONS (N N) 



SENSE STRAND (SEQ ID NO 909) 
ALL PYRIMIDINES = 2-FLUORO EXCEPT POSITIONS (N N) 'AND ALL PURINES = 2»-DEOXY 

5 L . B-NNNNNNNNNNNNNNNNNNN(NN)-B -3' 
3- L- (N S N) NNNN NNNN NNNNNNNNNNN -5 f 

ANTISENSE STRAND (SEQ ID NO 913) 
ALL PYRIMIDINES = 2'«FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES = 2'-DEOX^ 



POSITIONS (NN) CAN COMPRISE ANY NUCLEOTIDE, SUCH AS DEOXYNUCLEOTIDES 
(eg. THYMIDINE) OR UNIVERSAL BASES 

B-ABASIC, INVERTED ABASIC, INVERTED NUCLEOTIDE OR OTHER TERMINAL CAP 

" THAT IS OPTIONALLY PRESENT 
L » GLYCERYL MOIETY THAT IS OPTIONALLY PRESENT 
S « PHOSPHOROTHIOATE OR PHOSPHORODiTHIOATE 
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Figure 19 



B 



D 



5'- 
-< 3'- 



r 



5' : 
•3'- 



•5'- 
3'- 



E \ 



5'- 
3'- 



5'- 



F \ 3 



SENSE.STRAKD (SEQ ID NO 914) 

u s u s u s G s u cuuccAuuccA usUsGsT^r 
L- J s 7 A A A cAGAAGGuAAG G s u s AsA s C 

• ANTISENSE STRAND (SEQ ID NO 915) 

• SENSE STRAND (SEQ ID NO 916). 

uuuGucuuccAuuccAuiiGrr 
L-TTA A A c AGAAGGuAAG G li' A Ac 

ANTISENSE STRAND (SEQ ID NO 917) 

• pi" t 

. SENSE STRAND (SEQ ID NO 918) 

iB-uauG'ucuucc Auucc AuuGJT-iB 
L-7 S JAA Ac AG AA GGu A AG GuAAc 

ANTISENSE STRAND (S^Q ID NO 919) 



SENSE STRAND (SEQ ID NO 920) ' 

iB t -u uuGucuuccAuuccAuuG TT-iB 
L~T s T-a aacagaagguaagguaac 

• ■ , ANTISENSE STRAND (SEQ ID NO 921)/ 
SENSE STRAND (SEQ ID NO 922) 

iB-« u u Guc u u c c A u u c c A u u G TT-iB 
L-JJaaac ag a aggu a agguaac 

ANTISENSE STRAND (SEQ ID NO 923) 
SENSE STRAND (SEQ ID NO 920) 

iB-uuuGucuuccAuttccAuuGTT-iB 
L-T s TAAAcA GAA GGuAAGGuAAc 

. 'ANTISENSE STRAND (SEQ ID NO 924) 



lower case = 2'-0-Methyi or 2'-deoxy-2'-nuoro; 
italic lower case = T-deoxy r 2'-fluQro 
ITALIC UPPER CASE = DEOXY 



-3' > 
-5' 



J 



-3' 
-5' 



-3'. 
-5' 



-3' 
-5' 



-3' 
-5' > 



-3' 
-5' 



B a INVERTED DEOXYABASIC 
L = GLYCERYL MOIETY OPTIONALLY PRESENT 
S = PHOSPHOROTHIOATE OR 
PHOSPHORODItHIOATE 
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